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GACCGTCATCATGATGGAGGCCACCAGCAACGTGACCTACGGCTTCCCCATCATG 
CTGGTGCTCATGACCGCCAAGATCGTGGGCGACGTCTTCATTGAGGGCCTGTACG 
ACATGCACATTCAGCTGCAGAGTGTGCCCTTCCTGCACTGGGAGGCCCCGGTCAC 
CTCACACTCACTCACTGCCAGGGAGGTGATGAGCACACCAGTGACCTGCCTGAG 
5 GCGGCGTGAGAAGGTCGGCGTCATTGTGGACGTGCTGAGCGACACGGCGTCCAA 
TCACAACGGCTTCCCCGTGGTGGAGCATGCCGATGACACCCAGCCTGCCCGGCTC 
CAGGGCCTGATCCTGCGCTCCCAGCTCATCGTTCTCCTAAAGCACAAGGTGTTTG 
TGGAGCGGTCCAACCTGGGCCTGGTACAGCGGCGCCTGAGGCTGAAGGACTTCC 
GAGACGCCTACCCGCGCTTCCCACCCATCCAGTCCATCCACGTGTCCCAGGACGA 

1 0 GCGGGAGTGCACCATGGACCTCTCCGAGTTCATGAACCCCTCCCCCTACACGGTG 
CCCCAGGAGGCGTCGCTCCCACGGGTGTTCAAGCTGTTCCGGGCCCTGGGCCTGC 
GGCACCTGGTGGTGGTGGACAACCGCAATCAGGTTGTCGGGTTGGTGACCAGGA 
AGGACCTCGCCAGGTACCGCCTGGGAAAGAGAGGCTTGGAGGAGCTCTCGCTGG 
CCCAGACGTGAGGCCCAGCCCTGCCCATAATGGGCACTGGCGCTGGCACCCCGG 

1 5 CCCTTCTGCATTTCCTCCCGGAGTCACTGGTTTCTCGGCCCAAACCATGCTCCCCA 
GCAGTGGCAATGGCGAGCACCCTGCAGCTGGGCGGGCAGGCGGCAGGCGCGGA 
ACTGACCCTCTCGCGGGACTGACCCTGTTGTGGGCAGTGGTCTCCCCCCTTGGCG 
CCTCCTTGCGCAGGCCCAGCCTCCACTCTCCTCGTCTAGGTTTCTTTACCTCCAGG 
GATCAGCTGTGTGTGTGTGACCTCCCTACCGGGCTATCGGCCTCTTGGGAGCCAG 

20 CGGCAGGGCCGGCACCTGCGTGCCTGTGCCCGTGTGCGTGAGACAGAGCCCTTG 
CCCCTGCTGCTGCCCCGAGGGCTGCCCTGCCCTGGAAGGGCCCCTCTGCCTCCAC 
t. • • 'AGGAGTGGAGTCTTGGAGAGTTGGGAGCTGCTTGGGCTCATTTTCAGGGATGAGC 
i . i . . , AGACGGCCTGTGGTCGGTGGGGCTGAGGCAGGGACTGGTAGCAGCAGGGTTTGG ■ 
AGGCTGCGACCGCCCCGGAGAGGAGCTTCACACTGGGGCCACAGAGGAGCCGCA 

25 CGTGCACTCCCCGGCCTGCATCCGGCTTGGGTACACAGGCCCAGAGGACTGGGG 
TGACTCACGGGCCCTGTGCTGTGATGTTGAGAGCTGAGAAAAACCTCCAAGGCC 
CTGAGCCCCATGCCCAGCCCTGCCTTGGTCCCCCAATCCCCAGAGCTTGGAGTCT 
GGGCCCCACACCCAGCCCTGCCTTGGTCCCTGAGCCTCAGAGCGTGGAATTGCTG 
CCCTGTGGACACTGGCTGGGAAGGCAGGTCTTCCCCTAGCACATGGGGACCCCG 

30 GCCTCGAGGGTGACCTCCCTACCTTGCCCCTGCCAGCCACCAAGCGCAGGTGCAG 
CGGGGGCCAGACTCCTGCCGGCCTCAGAGGACACCTGGCCCAGCACAGGCAGCT 
AGAAGGGCCGGTGGGCACCGGGGCCGGGAAGCCCCCACCTCACCACCTGAGGGC 
CCCTGGGAGGCTCCTCTGGCCTGGCTGGGCTGGGTCTGGGGCCGCCACAGGCCCC 
TCACGGGGCGGCAGAGGCAACTTCAGTGTCCCTGTTAGAGCAACACGGGTCCCT 

35 CCGTGGGGGGCTGGGTGCGGCCCCCTGCCGTGTATTTCCTCCCCAGGGAGTGGGG 
CCTCCCCGGGAGCTGACGCCACCACCCTGCTTAGCCCTCACAGGGCCCCAAGGTG 
TCCGAGTGTGTTGGGTCTGAACGCGAAATAAAGAAATCCTCTCAGCCCGCCTTTG 
CCAGCGTCGTCCCTCCCACCCCACCCAGACCACGTCCAACAGCCTGGGACTTTCG 
GGACCCTGGGGTCGGGGCACCGTGTGGAGTGAGACAGGCGTGAAAGACAGCGG 

40 CTGCGGCCACCCAGGGCACCAGCCACATCCTCTTCCTCGTCCCCGCCCCTCAGCC 
TCCCTCCTCTGGCTCCTGGCTGGTGGGTCTGGGGGCAAGGCAGAGGCGCTCCAGG 
TGGAGGGGGGCGGGCCGGGGTGCCCACGCTGGGGTGACGCAAGAAGAAAACTC 
CCGGGCCTCAGAGTCGGCGCCGGAAACCTAGGTCTGGGTTTCCCTCGTGGTGGTT 
GTGTACTGAGGACCTGGAAGTGATCATATTCTGGATCTCTTCGGTTAAATAAAAT 

45 CAGCGGTTAGGATTCACAAAAAAAAAAAA 

SEQ ID NO: 408 

>5777 BLOOD 335198.1 X89066.1 gl3701 18 Human mRNA for TRPC1 protein. 0 
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GAGGCAGCAGTGGGAACGACTCATCCTTTTTCCAGCCCTGGGGCGTGGCTGGGGT 
CGGGGTCGGGGTCGGGGCCGGTGGGGGCCCCGCCCCCGTCTCCTGGCCTGCCCCC 
TTCATGGGCCGCGATGATGGCGGCCCTGTACCCGAGCACGGACCTCTCGGGCGCC 
TCCTCCTCCTCCCTGCCTTCCTCTCCATCCTCTTCCTCGCCGAACGAGGTGATGGC 
5 GCTGAAGGATGTGCGGGAGGTGAAGGAGGAGAATACGCTGAATGAGAAGCTTTT 
CTTGCTGGCGTGCGACAAGGGTGACTATTATATGGTTAAAAAGATTTTGGAGGAA 
AACAGTTCAGGTGACTTGAACATAAATTGCGTAGATGTGCTTGGGAGAAATGCT 
GTTACCATAACTATTGAAAACGAAAACTTGGATATACTGCAGCTTCTTTTGGACT 
ACGGTTGTCAGTCTGCAGATGCACTTTTGGTGGCAATCGACTCTGAAGTAGTGGG 

1 0 AGCTGTTGATATACTACTTAATCATCGACCAAAACGATCATCAAGACCAACTATA 
GTAAAACTAATGGAACGAATTCAGAATCCTGAGTATTCAACAACTATGGATGTTG 
CACCTGTCATTTTAGCTGCTCATCGTAACAACTATGAAATTCTTACAATGCTCTTA 
AAACAGGATGTATCTCTACCCAAGCCCCATGCAGTTGGCTGTGAATGCACATTGT 
GTTCTGCAAAAAACAAAAAGGATAGCCTCCGGCATTCCAGGTTTCGTCTTGATAT 

1 5 ATATCGATGTTTGGCCAGTCCAGCTCTAATAATGTTAACAGAGGAGGATCCAATT 
CTGAGAGCATTTGAACTTAGTGCTGATTTAAAAGAACTAAGTCTTGTGGAGGTGG 
AATTCAGGAATGATTATGAGGAACTAGCCCGGCAATGTAAAATGTTTGCTAAGG 
ATTTACTTGCACAAGCCCGGAATTCTCGTGAATTGGAAGTTATTCTAAACCATAC 
GTCTAGTGACGAGCCTCTTGACAAACGGGGATTATTAGAAGAAAGAATGAATTT 

20 AAGTCGTCTAAAACTTGCTATCAAATATAACCAGAAAGAGTTTGTCTCCCAGTCT 
AACTGCCAGCAGTTCCTGAACACTGTTTGGTTTGGACAGATGTCAGGTTACCGAC 

: ■ > GCAAGCCCACCTGTAAGAAGATAATGACT.GTTTTGACAGTAGGCATCTTTTGGGC 

. : ;. . AGT^TGTCACTT3?GTTA.TTTGAmGGa"CGCAAu\TeTCAGTTTGGCAGAA.TGA.TTC : • 
ACAGAGGTTTTATGAAATTTATCATTCATGGAGGATGATATTTCACATTTCTGCTG 

25 TTGCTTAATCTATACTCTCTTGTCTACAATGAGGATAAGAAAAACACAATGGGGC 
CAGCCCTTGAAAGAATAGACTATCTTCTTATTCTGTGGATTATTGGGATGATTTG 
GTCAGACATTAAAAGACTCTGGTATGAAGGGTTGGAAGACTTTTTAGAAGAATCT 
CGTAATCAACTCAGTTTTGTCATGAATTCTCTTTATTTGGCAACCTTTGCCCTCAA 
AGTGGTTGCTCACAACAAGTTTCATGATTTTGCTGATCGGAAGGATTGGGATGCA 

30 TTCCATCCTACACTGGTGGCAGAAGGGCTTTTTGCATTTGCAAATGTTCTAAGTTA 
TCTTCGTCTCTTTTTTATGTATACAACCAGCTCTATCTTGGGTCCATTACAGATTTC 
AATGGGACAGATGTTACAAGATTTTGGAAAATTTCTTGGGATGTTTCTTCTTGTTT 
TGTTTTCTTTCACAATTGGACTGACACAACTGTATGATAAAGGATATACTTCAAA 
GGAGCAGAAGGACTGTGTAGGCATCTTCTGTGAACAGCAAAGCAATGATACCTT 

35 CCATTCGTTCATTGGGCACCTGCTTTGCTTTGTTCTGGTATATTTTCTCCTTAGCGC 
ATGTGGGCAATCTTTGTCACAAGATTTAGCTATGGAGAAGAACTGCAGTCCTTTG 
TGGGAGCTGTCATTGTTGGTACATACAATGTCGTGGTTGTGATTGTGCTTACCAA 
ACTGCTGGTGGCAATGCTTCATAAAAGCTTTCAGTTGATAGCAAATCATGAAGAC 
AAAGAATGGAAGTTTGCTCGAGCAAAATTATGGCTTAGCTACTTTGATGACAAAT 

40 GTACGTTACCTCCACCTTTCAACATCATTCCCTCACCAAAGACTATCTGCTATATG 
ATTAGTAGCCTCAGTAAGTGGATTTGCTCTCATACATCAAAAGGCAAGGTCAAAC 
GGCAAAACAGTTTAAAGGAATGGAGGAATTTGAAACAGAAGAGAGATGAAAAC 
TATCAAAAAGTGATGTGCTGCCTAGTGCATCGTTACTTGACTTCCATGAGACAGA 
AGATGCAAAGTACAGATCAGGCAACTGTGGAAAATCTAAACGAACTGCGCCAAG 

45 ATCTGTCAAAATTCCGAAATGAAATAAGGGATTTACTTGGCTTTCGGACTTCTAA 
ATATGCTATGTTTTATCCAAGAAATTAACCATTTTCTAAATCATGGAGCGAATAA 
TTTTCAATAACAGATCCAAAAGACTATATTGCATAACTTGCAATGAAATTAATGA 
GATATATATTGAAATAAAGAATTATGTAAAAGCCATTCTTTAAAATATTTATAGC 
ATAAATATATGTTATGTAAAGTGTGTATATAGAATTAGTTTTTTAAACCTTCTGTT 
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AGTGGCTTTTTGCAGAAGCAAAACAGATTAAGTAGATAGATTTTGTTAGCATGCT 
GCTTGGTTTTCTTACTTAGTGCTTTAAAATGTTTTTTTTTATGTTTAAGAGGGGCA 
GTTATAAATGGACACATTGCCCAGAATGTTTTGTAAAATGAAGACCAGCAAATGT 
AGGCTGATCTCCTTCACAGGATACACTTGAAATATAGAAGTTATGTTTTAAATAT 
5 CTCTGTTTTAGGAGTTCACATATAGTTCAGCATTTATTGTTTAGGAGTATAATTTT 
ATTTTATCTAAAATAATAGTCTATTTTTTCTTTTGTATTTTGTTATAATCTTAAGCA 
ACAAAGAAAAAACCCTAATATTTGAATCTATTTATGTCTTTCAATTTAAATTCACT 
TCAGTTTTTGTTATTGTAATATATTTACTTTTACATGGTTATAATCACTTTATATTT 
TTAATGTTTTTTTCACTTAATATTTTATATATACATTTCCATGTATTGATGTAGTTA 

1 0 GTCCACATTTAAATTTTTATAGAATTATATAGTTTTTGAAAAATACAGTCAGTAG 
ATGTTTTATTTTTTAGCTATTCAGTTATGTTTATAAGTTTGCATAGCTACTTCTCGA 
CATTTGGTTTGTTTTAATTTTTTTGTATCATAATAGTCCTATTTTTTTTTCAAGTTG 
GAGTGAATGTTTTTAGTTTTAAGATAGATAGGAGACACTTTTTTATCACATGTAG 
TCACAACCTGTTTTGTTTTTGTAAAACATAGGAAGTCTCTTTAATGCAATGATTTG 

1 5 TTTTATATTTGGACTAAGGTTCTTGAGCTTATCTCCC AAGGTACTTTCCATAATTT 
AACACAGCTTCTATAAAAGTGACTTCATGCTTACTTGTGGATCATTCTTGCTGCTT 

TTGGTGTGTTCACATAAAGGGATGTAGCTAAAATGTTTTCATAGGCTATTATATA 
TTCTCGCAGCATTTCCAGTTAAGAGGATATTAGGTATATAATTCTCTTCTTAACCG 
20 AATGTCAGATGGTCTTACGCCACAGGGTGCAGGTAACCCTTGGTCTGTAAGCACC 
ACCGATCCAGGGATCATTGTCTAAATAGGTTACTATTGTTTGTTTCATCTTGCTTT 

" > I TGCATTTTTATTTTTTAATTTCCAAATTTrBAAGTGTTCCCTGTTTGGGGGAAATTGT 
■• =• TATAAAAATGT.TTATTGTAAAGSTATATAT:TTTGTCTACGATGGGATTATGCAGTT , 

; ■ * GGGAATTGGGATTTTACATCTGGATTTTTAGTCATTCTAAAAAACACGTAATTATT 
25. AAAACATTDATAGAGTGCCTACTGTATGCATGAGTTGAGTTGCTTCTGAGGTACA 

TTTTGAATGACAGCATATTGTAGAAAAAAAAAGGTGAATAAAATTTGACATTAG 

ATTATAAAAAAAAAAAGGAATTC 

SEQ ID NO: 409 

30 >5806 BLOOD 978358.7 U73304 gl 657840 Human CB1 cannabinoid receptor (CNR1) 
gene, complete cds. 0 

CTTCCTGTTTCTCACCATTCGGCTTATTTGTTTTCCCTCCTCTTAGGATTGCCCCCT 
GTGGGTCACTTTCTCAGTCATTTTGAGCTCAGCCTAATCAAAGACTGAGGTTATG 
AAGTCGATCCTAGATGGCCTTGCAGATACCACCTTCCGCACCATCACCACTGACC 

35 TCCTGTACGTGGGCTCAAATGACATTCAGTACGAAGACATCAAAGGTGACATGG 
CATCCAAATTAGGGTACTTCCCACAGAAATTCCCTTTAACTTCCTTTAGGGGAAG 
TCCCTTCCAAGAGAAGATGACTGCGGGAGACAACCCCCAGCTAGTCCCAGCAGA 
CCAGGTGAACATTACAGAATTTTACAACAAGTCTCTCTCGTCCTTCAAGGAGAAT 
GAGGAGAACATCCAGTGTGGGGAGAACTTCATGGACATAGAGTGTTTCATGGTC 

40 CTGAACCCCAGCCAGCAGCTGGCCATTGCAGTCCTGTCCCTCACGCTGGGCACCT 
TCACGGTCCTGGAGAACCTCCTGGTGCTGTGCGTCATCCTCCACTCCCGCAGCCT 
CCGCTGCAGGCCTTCCTACCACTTCATCGGCAGCCTGGCGGTGGCAGACCTCCTG 
GGGAGTGTCATTTTTGTCTACAGCTTCATTGACTTCCACGTGTTCCACCGCAAAG 
ATAGCCGCAACGTGTTTCTGTTCAAACTGGGTGGGGTCACGGCCTCCTTCACTGC 

45 CTCCGTGGGCAGCCTGTTCCTCACAGCCATCGACAGGTACATATCCATTCACAGG 
CCCCTGGCCTATAAGAGGATTGTCACCAGGCCCAAGGCCGTGGTGGCGTTTTGCC 
TGATGTGGACCATAGCCATTGTGATCGCCGTGCTGCCTCTCCTGGGCTGGAACTG 
CGAGAAACTGCAATCTGTTTGCTCAGACATTTTCCCACACATTGATGAAACCTAC 
CTGATGTTCTGGATCGGGGTCACCAGCGTACTGCTTCTGTTCATCGTGTATGCGTA 
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CATGTATATTCTCTGGAAGGCTCACAGCCACGCCGTCCGCATGATTCAGCGTGGC 
ACCCAGAAGAGCATCATCATCCACACGTCTGAGGATGGGAAGGTACAGGTGACC 
CGGCCAGACCAAGCCCGCATGGACATTAGGTTAGCCAAGACCCTGGTCCTGATC 
CTGGTGGTGTTGATCATCTGCTGGGGCCCTCTGCTTGCAATCATGGTGTATGATGT 
5 CTTTGGGAAGATGAACAAGCTCATTAAGACGGTGTTTGCATTCTGCAGTATGCTC 
TGCCTGCTGAACTCCACCGTGAACCCCATCATCTATGCTCTGAGGAGTAAGGACC 
TGCGACACGCTTTCCGGAGCATGTTTCCCTCTTGTGAAGGCACTGCGCAGCCTCT 
GGATAACAGCATGGGGGACTCGGACTGCCTGCACAAACACGCAAACAATGCAGC 
CAGTGTTCACAGGGCCGCAGAAAGCTGCATCAAGAGCACAGTCAAGATTGCCAA 

1 0 GGT AACC ATGTCTGTGTCCACAGAC ACGTCTGCCGAGGCTCTGTGAGCCTGATGC 
CTCCCTGGCAGCACAGGAAAAGAATTTTTTTTTTTAAGCTCAAAATCTAGAAGAG 
TCTATTGTCTCCTTGGTTATATTTTTTTAACTTTACCATGCTCAATGAAAAGGTGA 
TTGTCACCATGATCACTTATCAGTTTGCTAATGTTTCCATAGTTTAGGTACTCAAA 
CTCCATTCTCCAGGGGTTTACAGTGAAGAAAGCCTGTTGTTTAAGTGACTGAACG 

1 5 ATCCTTCAAAGTCTCAATGAAATAGGAGGGAAACCTTTGGCTACACAATTGGAA 
GTCTAAGAACCCATGGAAAAATGCCATCAAATGAATAATGCCTTGTAACCACAA 
CTTTCACTATAATGTGAAATGTAACTGTCCGTAGTATCAGAGATGTCCATTTTTAC 
AAGTTATAGTACTAGAGATATTTTGTAAAATGTATTATGTCCTGTGAGATGTGTA 
TCAGTGTTTATGTGCTATTAATATTTGTTTAGTTCAGCAAAACTGAAAGGTAGAC 

20 TTTTATGAGAACAATGGACAAGCAGTGGATACGTGTCAATGTGTGCACTTTTTTT 
CTATATTATTGCCCATGATATAACTTTAGAAATAAACCTTAATATTTCTTCAAATA 
:. • . .. » i .3TGTGTATTTAATTTTGAG AGTGAAATAACGGTAAAGGTTTATTTTTGTGT.TAGGTC 
:• <. • ,AAGAAGAAGAATTTGAAGAGTTGAAAA^ATTGAGCAGAATTCAT€CATAC-TTAA'- . 
,- . , c . .k-AAATTOFATTAGGCCTGGATTT'TGATAGGAAGACAGATTATCTTCTGGAGTATAGCT 
' '25 GTTGTAATGGATTATAATCAGAATGGAAGAGAGAAAGCATATTGACTTTTTTTGA 
GCGACATCTCTGACTTTCTTTAGTCTTTAGCTATTACTGGATCTCTTAAGACAGCA 
TGTGTTAATCTTAATGTATATCGTTATCACTGTGCAGTTGCTGTTTACTTGAATAG 
TATTGTGTTCCTATATTCCAGGTTTAAGTAGATTTCATGCCTGGGTGGCCAAACA 
ACAGTCTTCATTTTTTTTAATTGAAAAGAAGTAGTGTCTGGATCAGTAAAATTAT 

30 ACTGTGTGTGAGTGTGAATATAAATGTGTGTATGTGTGTTTCTGTCCGTAACTGTT 
ACAGTAATGTCATAAAGTGAGAAAACTGTGACCAAGTATAAACTTTTACCACTTG 
CTGCACTCTTGCACATGGATTCAGTTTCTAAAATTGAGTTCTTCCTGTAATCTTGT 
TGATAAAAATACTGACTCCAACCATTCAAAAATTTCACCCCATCCCTCCTTAAGA 
GATTGGATCAAGTATTACTAAATTGACCTTTAGGTATTACACAAGACCAGTGCTT 

35 AGCAAAAAATAATGACAGGCATCCAAGGAAGGGATGTATTTGTAGTGTTATTGC 
CAGGAAAGGAGAGTACTTTGGTTTCTGAGCACCGAATATTGAGCAATATGTCAGT 
CACTAAAAGGAAGACAGTTCTACAGAAAAACAATGGTAACATTTTTCAATAGCG 
TGTGTAGATAGTATGCACTATATACATCACGTTAAAGTAGGACTATCACACCCAG 
CCCATGTGGCTAAAAAAGCTGAATCAGACAGTGGATGAGACACACAACGGCAGT 

40 GAAGAACCGATACACTTGGCATTGACGTCTAGCTATGCTGTATCTGTGCTTTGCC 
CACATGCCCTTGGTGACAGCTGAGCACCCAGCTCTGTCTTGGTAGGTTTGGGCTA 
AGGAACAAATCTCTCCTTTGCTCGTGGTTAGCAAGATACACTCAAGCATGAAGAT 
AAACACAGCTGCTTTCTTCTACACCCGGTCTCATGCTCCTTAATGGCGCCATGGG 
TGCTTGTTGGGCCTTTTTCCAGTAAGGAATGATATTGCTGAAGAATCTACTTAAC 

45 CCTGACAAATTTTAATTATAATCTCTTCTTATACAGATAAAACATGACTCCTACA 
AGGCCCCAAGGTTTACATAGTCTGAAGTGAAGTACAGAGCTGGCATCTATCTGGT 
GATTTCTAGCTCTCGAGATACCCAAGCAGCCTGATGGGGCAGTTCCCCTTCTTAC 
GGTTCACGCTCTAAGGCAGGATGTGGCTTATGAGATACTTTGCATTGTCTGTCTG 
CACACCTTGAATCTGCCTGCTGGCTCCCTTACTTTACCTCTCTGTCATGTGCAGAT 
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GAAGGCTCAGGGTGCTAGAGGATTAGTAAGATCTCTTTCTAAAGACAGGAGAGA 
TTATTTACAAGAAGAACTCACCAGGGTTTAGTTTGCATTTAAGAATTGCCAGTCT 
TTTGTCCTGCATCATCTTGAACATTAATCCACATGTTTCAGAGCTCACCAGGCAGT 
ACCAATGCTCTTTTCACAGCTATGAAGAGCTAGAGAAATTCTTGTTATGGTAGAA 
5 AAATTTCACGATTCATTTTTGAAACTGCATTTGTGCGTATGCAGTGTAGATTTTAT 
AGTGTGTTGTGCTTTCAAGATCTAAATCATATATAATAAATTAAGGGACAATGGG 
GCTGACAGCACTAAACTTGGTGCTTATTGATATTCTAAGAAATATCTGTGAAATA 
TCATCACGTATGTTATACAACCTTCATTTAAAAAGGTTTAAAACTAGTTAGATTC 
ACTTTGACACTTTTCATATCATTTCTTAACCCAAGTGACGAAAACATTGTCCCCAA 

1 0 TGAATATACTC ATTAGAATTACCATTTGTTAATATCACTCATTAATTAACCCC ATA 
ATTAGATCCATTAATTTAAATGATTTAAATTTAAGTAAGTTTTATAAGGTCTGAC 
ATCAGAGGTATCTTACTTTCCTCTGAGGATGATGTACTTGCCCTGACCATGCATTT 
TACCATCACACATGTTCAGAAAGGGCCAAATTCCCAACCTGCTCATTTTTTTTTTT 
ATCAGAGTCATGATGAATCAGTCCTAGAATGTTTCATTTGCACAAGTAGGGCTGC 

1 5 CTCCAAGAGGAACCTCTGATTTATTTTGTATGAAATATATGTGAAAGGATATGAA 
TCTGAGAGATGCTGTAGACATCTGTCCTACACTTGAGATGATTTCCAAGCCTCTC 
TGGCACTTTGAGTTAAGTCTATCTGGTATTAAATGCCAAGGACCTTTTGCTGCCTA 
AATCCACTCTGCAGGAAATAGGCCCAACCACCAGATGAGAATTAGGCCCTGGAT 
GAGTAGCGCTATAGTTACTGTCCTGTTGATTAATTTCTGCCATTTCATGTCCATAA 

20 AAGAGACCACCCATATCATGCACACAATTAGATTTCTCACACTCTAACTGTATAT 
TTGTATGATATTTTAAAATCTCCTAAATGCTGGGCAATGGCTATTAACAATTAATT 
■ : . •"• 'IGTjCTTGCACTGGGCGTTCTGATGAAATGTTAACAATGCCTATTGTAATATAGAAA . 
^AAAACATTGTATCTAGTGATTTGGGCTGAATGTATGTAAATAGGTTTeTAAAAAG. 
"V j CflCGAGATGTTTGAGGAGTGGCCTACAAATGAGTAATTTTCGGATGGGAGAGTTTCT 
i 25 TTACATTGCCGTGGCATCTTAAAAGCTATCTTCATGTAAATTGACTGTACTAGGC 
CTACTGGGGATCAGAGTTCCCAAGAAAGGAAACCTTTTCTTGTATCTGGATTCAA 
ATTTATTTCCAATGTTTCAAGCGGGAAACATGACTCTTTATTGTCTGTAAATCTAA 
CATTATTACTTTTCCTCTTAGAAGAATATTGTATTGTTAGATGTTTGTTGAGCTGG 
TAACATCGTTGCAACCACTGCAATATCTTCGTTAGTAATCTGTATAATACTTTGTA 

30 TACAAGTACTGGTAAGATTGTTATTAAATGTAGCTTCAGTCATTAAATTACTATA 
GCAAAGTAGTACTTCTTCTGTAATATTTACAATGTATTAAGCCCACAGTATATTTT 
ATTTCAATGTAATTAAACTGTTAACTTATTCAAAGAGAAAACATCTCATCATGTC 
TATTGTCCAAAGTTACCTGGAATCAAATAAAAAATTCTAGATTACCATGAAGAAC 
ATAAAATGCCTTTGAACTCTGCCTTATTTCACAGTCTGATGGCAAAATACTAAGG 

35 ATTTAATTTCTAAAAGATTGCTGAACTAATTTATTCCTCAAAAAGCACTAATGAC 
TACTTGAAAAGTGGGGACATATTGGATT 

SEQ ID NO: 410 

>5824 BLOOD 228699.5 X92106 gl321857 Human mRNA for bleomycin hydrolase. 0 
40 CCGAGCCGGTTTCCTTTTTCCGGCGCTCCGGGTGCGAGAGACAGGTCGGGCCCCC 
TAGGCAGCGAGCCGCAGCGCAATCCCGGCGCTCGCCCAAGGACCCTGGAAGCTA 
CCGTTACCCCGCCGGGCAGCGTGGGCGCCATGAGCAGCTCGGGACTGAATTCGG 
AGAAGGTAGCTGCTCTGATACAGAAACTGAATTCCGACCCCCAGTTCGTACTTGC 
CCAGAATGTCGGGACCACCCACGACCTGCTGGACATCTGTCTGAAGCGGGCCAC 
45 GGTGCAGCGCGCGCAGCATGTGTTCCAGCACGCCGTGCCCCAGGAGGGCAAGCC 
AATCACCAACCAGAAGAGCTCAGGGCGATGCTGGATCTTTTCTTGTCTGAATGTT 
ATGAGGCTTCCATTCATGAAAAAGTTAAATATTGAAGAATTTGAGTTTAGCCAAT 
CTTACCTGTTTTTTTGGGACAAGGTTGAACGCTGTTATTTCTTCTTGAGTGCTTTT 
GTGGACACAGCCCAGAGAAAGGAGCCTGAGGATGGGAGGCTGGTGCAGTTTTTG 
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cttatgaaccctgcaaatgatggtggccaatgggatatgcttgttaatattgttg 
aaaaatatggtgttatccctaagaaatgcttccctgaatcttatacaacagaggc 
aaccagaaggatgaatgatattctgaatcacaagatgagagaattctgtatacg 
actgcggaacctggtacacagtggagcaacgaaaggagaaatctcggccacaca 
5 ggacgtcatgatggaggagatattccgagtggtgtgcatctgtttgggtaatcca 
ccagagacattcacctgggaatatcgagacaaagataaaaattatcagaaaatt 
ggccccataacacccttggagttttacagggaacatgtcaagccactcttcaata 
tggaagataagatttgtttagtgaatgaccctaggccccagcacaagtacaaca 
aactttacacagtggaatacttaagcaatatggttggagggagaaaaactctat 
1 0 acaacaaccagcccattgacttcctgaaaaagatggttgctgcctcc atc aaaga 
tggagaggctgtgtggtttggctgtgatgttggaaaacacttcaatagcaagctg 
ggcctcagtgacatgaatctctatgaccatgagttagtgtttggtgtctccttga 
agaacatgaataaagcggagaggctgacttttggtgagtcacttatgacccacg 
ccatgaccttcactgctgtctcagagaaggatgatcaggatggtgctttcacaaa 
1 5 atggagagtggagaattcatggggtgaagaccatggcc acaaaggttacctgtg 
catgacagatgagtggttctctgagtatgtctacgaagtggtggtggacaggaa 
gcatgtccctgaagaggtgctagctgtgttagagcaggaacccattatcctgcca 
gcatgggaccccatgggagctttggctgagtgatactgccctccagctctttcct 
ccttccatggaacctgacgtagctgcaaaggacagatccagggactgaagccaa 
20 agttatgcaagggactgtgtgttgccacaggacacagtgagatttccagtctcca 
ccaggaacctcttcagaaagtgtgctttatgctgaaacagaatactgttaaagga 
•. " - • aaaaaaagaggggggaagatcaggtcatactatctactctgctcatgtgta,\ca ; . 
v • :gctgaggatctgttagcattttaattagatgt.aattgtttgtgt.t.taactgt€a.aa . 
,.• «. .^^gtttggttgtgtgtctgtgttttaataagacgagaggacgagcgattgaggtg'. 
25 tatggagagaaaacagacctaatgctccttgttcctagagtagagtggagggag 
ggtggcctaagagttgagctctcggaactgcatgctgctggacagtatcactgtc 
tttcctagatggcagtcactgaattccattttttcaaggtaatttcttgtgcctct 
aatagcccaagaatgggaggttgatcagatctgacatgattccttcctgttctga 
actgtggggtgtgcacatctctgcttgagtcaggtttgagtagaggcttagagac 
. 30 agttgggtgagaacaaccaaaatcttatcatggtctcagtcataatcattagggg 
gaactctagccaaatggtttaacttctgcctgtggaactggggattgggtgggca 
ggaaaaggtgatatccattctttctgataactagatggtgctgagaagcttttga 
ataaaaactttgctaaatgagaataagctg 

35 SEQIDNO:411 

>5836 BLOOD 343991.1 J02960 gl78203 Human beta-2-adrenergic receptor gene, complete 
cds. 0 

CTTTTGCTTTCTATAGCTTCAAAATGTTCTTAATGTTAAGACATTCTTAATACTCT 
GAACCATATGAATTTGCCATTTTGGTAAGTCACAGACGCCAGATGGTGGCAATTT 

40 CACATGGCACAACCCGAAAGATTAACAAACTATCCAGCAGATGAAAGGATTTTT 
TTTAGTTTCATTGGGTTTACTGAAGAAATTGTTTGAATTCTCATTGCATCTCCAGT 
TCAACAGATAATGAGTGAGTGATGCCACACTCTCAAGAGTTAAAAACAAAACAA 
CAAAAAAATTAAAACAAAAGCACACAACTTTCTCTCTCTGTCCCAAAATACATAC 
TTGCATACCCCCGCTCCAGATAAAATCCAAAGGGTAAAACTGTCTTCATGCCTGC 

45 AAATTCCTAAGGAGGGCACCTAAAGTACTTGACAGCGAGTGTGCTGAGGAAATC 
GGCAGCTGTTGAAGTCACCTCCTGTGCTCTTGCCAAATGTTTGAAAGGGAATACA 
CTGGGTTACCGGGTGTATGTTGGGAGGGGAGCATTATCAGTGCTCGGGTGAGGC 
AAGTTCGGAGTACCCAGATGGAGACATCCGTGTCTGTGTCGCTCTGGATGCCTCC 
AAGCCAGCGTGTGTTTACTTTCTGTGTGTGTCACCATGTCTTTGTGCTTCTGGGTG 
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CTTCTGTGTTTGTTTCTGGCCGCGTTTCTGTGTTGGACAGGGGTGACTTTGTGCCG 
GATGGCTTCTGTGTGAGAGCGCGCGCGAGTGTGCATGTCGGTGAGCTGGGAGGG 
TGTGTCTCAGTGTCTATGGCTGTGGTTCGGTATAAGTCTGAGCATGTCTGCCAGG 
GTGTATTTGTGCCTGTATGTGCGTGCCTCGGTGGGCACTCTCGTTTCCTTCCGAAT 
5 GTGGGGCAGTGCCGGTGTGCTGCCCTCTGCCTTGAGACCTCAAGCCGCGCAGGCG 
CCCAGGGCAGGCAGGTAGCGGCCACAGAAGAGCCAAAAGCTCCCGGGTTGGCTG 
GTAAGGACACCACCTCCAGCTTTAGCCCTCTGGGGCCAGCCAGGGTAGCCGGGA 
AGCAGTGGTGGCCCGCCCTCCAGGGAGCAGTTGGGCCCCGCCCGGGCCAGCCCC 
AGGAGAAGGAGGGCGAGGGGAGGGGAGGGAAAGGGGAGGAGTGCCTCGCCCCT 

1 0 TCGCGGCTGCCGGCGTGCCATTGGCCGAAAGTTCCCGT ACGTC ACGGCGAGGGC 
AGTTCCCCTAAAGTCCTGTGCACATAACGGGCAGAACGCACTGCGAAGCGGCTT 
CTTCAGAGCACGGGGCTGGAACTGGCAGGCACCGCGAGCCCCTAGCACCCGACA 
AGCTGAGTGTGCAGGACGAGTCCCCACCACACCCACACCACAGCCGCTGAATGA 
GGCTTCCAGGCGTCCGCTCGCGGCCCGCAGAGCCCCGCCGTGGGGTCCGCCTGCT 

1 5 GAGGCGCCCCCAGCCAGTGCGCTTACCTGCCAGACTGCGCGCCATGGGGCAACC 
CGGGAACGGCAGCGCCTTCTTGCTGGCACCCAATAGAAGCCATGCGCCGGACCA 
CGACGTCACGCAGCAAAGGGACGAGGTGTGGGTGGTGGGCATGGGCATCGTCAT 
GTCTCTCATCGTCCTGGCCATCGTGTTTGGCAATGTGCTGGTCATCACAGCCATTG 
CCAAGTTCGAGCGTCTGCAGACGGTCACCAACTACTTCATCACTTCACTGGCCTG 

20 TGCTGATCTGGTCATGGGCCTGGCAGTGGTGCCCTTTGGGGCCGCCCATATTCTT 
ATGAAAATGTGGACTTTTGGCAACTTCTGGTGCGAGTTTTGGACTTCCATTGATG 
. TGGTGTGCGTCACGGCCAGCATTGAGAGGCTGTGeGl GATCGC AGTCtGATGGGTA < 
•• • •> ; ■ •• ■ ■GTTTGGCATTAGTTGAGCTTTGAAGTACGAGAGCCTGGTGACCAAGAATAAGGGC ■. 
• 'CGGGTGATCATTCTGATGGTGTGGATTGTGTGAGGCGTTAGCTCCTTCTTGGCGAT 

25 TCAGATGCACTGGTACCGGGCGACGCACCAGGAAGCCATCAACTGCTATGCCAA 
TGAGACCTGCTGTGACTTCTTCACGAACCAAGCCTATGCCATTGCCTCTTCCATCG 
TGTCCTTCTACGTTCCCCTGGTGATCATGGTCTTCGTCTACTCCAGGGTCTTTCAG 
GAGGCCAAAAGGCAGCTCCAGAAGATTGACAAATCTGAGGGCCGCTTCCATGTC 
CAGAA.CCTTAGCCAGGTGGAGCAGGATGGGCGGACGGGGCATGGACTCCGCAGA 

30 TCTTCCAAGTTCTGCTTGAAGGAGCACAAAGCCCTCAAGACGTTAGGCATCATCA 
TGGGCACTTTCACCCTCTGCTGGCTGCCCTTCTTCATCGTTAACATTGTGCATGTG 
ATCCAGGATAACCTCATCCGTAAGGAAGTTTACATCCTCCTAAATTGGATAGGCT 
ATGTCAATTCTGGTTTCAATCCCCTTATCTACTGCCGGAGCCCAGATTTCAGGATT 
GCCTTCCAGGAGCTTCTGTGCCTGCGCAGGTCTTCTTTGAAGGCCTATGGGAATG 

35 GCTACTCCAGCAACGGCAACACAGGGGAGCAGAGTGGATATCACGTGGAACAGG 
AGAAAGAAAATAAACTGCTGTGTGAAGACCTCCCAGGCACGGAAGACTTTGTGG 
GCCATCAAGGTACTGTGCCTAGCGATAACATTGATTCACAAGGGAGGAATTGTA 
GTACAAATGACTCACTGCTGTAAAGCAGTTTTTCTACTTTTAAAGACCCCCCCCC 
GCCCAACAGAACACTAAACAGACTATTTAACTTGAGGGTAATAAACTTAGAATA 

40 AAATTGTAAAATTGTATAGAGATATGCAGAAGGAAGGGCATCCTTCTGCCTTTTT 
TATTTTTTTAAGCTGTAAAAAGAGAGAAAACTTATTTGAGTGATTATTTGTTATTT 
GTACAGTTCAGTTCCTCTTTGCATGGAATTTGTAAGTTTATGTCTAAAGAGCTTTA 
GTCCTAGAGGACCTGAGTCTGCTATATTTTCATGACTTTTCCATGTATCTACCTCA 
CTATTCAAGTATTAGGGGTAATATATTGCTGCTGGTAATTTGTATCTGAAGGAGA 

45 TTTTCCTTCCTACACCCTTGGACTTGAGGATTTTGAGTATCTCGGACCTTTCAGCT 
GTGAACATGGACTCTTCCCCCACTCCTCTTATTTGCTCACACGGGGTATTTTAGGC 
AGGGATTTGAGGAGCAGCTTCAGTTGTTTTCCCGAGCAAAGTCTAAAGTTTACAG 
TAAATAAATTGTTTGACCATGCCTTCATTGCACCTGTTTCTCCAAAACCCCTTGAC 
TGGAGTGCTGTTGCCTCCCCCACTGGAAACCGCAGGTAACTACTTGTAATTACTG 
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CCCATGACTTAATGTAGAATGATACAAGAATGACATGCACAGATTGCTTAACCCT 
TTCATTTGCCTTTGAGTCTGCTGCTGCAAAGCTGCATCTCTCCTGACACTTGTGCC 
CCAAATCAGTTCTGCCTGCTCTTAGTATAGCTCAACTCTCCCTATGGTTATTGTTC 
TGTGTTGTTACCTCAGAAACACTGACTCACAGAAGCGGAGTTAAGGGGATATGTT 
5 TTTTTCTCTCCACGTGCACCCACCACCCACCTTCCAGTTCTACTTGTTTCAAAACT 
GTTTATATTTCTGTCTTGGCCATGTGTTTACAG 

SEQ ID NO: 412 

>5885 BLOOD 345860.21 X16832 g29709 Human mRNA for cathepsin H (EC 3.4.22.16). 0 

1 0 CGCTCCCGCCGCTCCTCC ACGCTCGTGCCGCCCCCCCCGCGCTCCC AGTTGACGC 
TCTGGGCCGCCACCTCCGCGGACCCTGCAGCGCAAGAGCCAAGCCGCCAGCGCT 
GGCTATGTGGGCCACGCTGCCGCTGCTCTGCGCCGGGGCCTGGCTCCTGGGAGTC 
CCCGTCTGCGGTGCCGCCGAACTGTCCGTGAACTCCTTAGAGAAGTTTCACTTCA 
AGTCATGGATGTCTAAGCACCGTAAGACCTACAGTACGGAGGAGTACCACCACA 

1 5 GGCTGCAGACGTTTGCC AGCAACTGGAGGAAGATAAACGCCCAC AAC AATGGGA 
ACCACACATTTAAAATGGCACTGAACCAATTTTCAGACATGAGCTTTGCTGAAAT 
AAAACACAAGTATCTCTGGTCAGAGCCTCAGAATTGCTCAGCCACCAAAAGTAA 
CTACCTTCGAGGTACTGGTCCCTACCCACCTTCCGTGGACTGGCGGAAAAAAGGA 
AATTTTGTCTCACCTGTGAAAAATCAGGGTGCCTGCGGCAGTTGCTGGACTTTCT 

20 CCACCACTGGGGCCCTGGAGTCTGCGATCGCCATCGCAACCGGAAAGATGCTGT 
CCTTGGCGGAACAGCAGCTGGTGGACTGCGCCCAGGACTTCAATAATCACGGCT 
•.•V "- ". < : r GGGAAGGGGGTCTCGCCAGGGAGGGTTTCGAGTATATCCTGTAGAAGAAGGGGA 
** ,v V .'.tGFGA^EGGGTGAAGAGAGCTAGGCGTACCAGGGGAAGGATGGTTAT-TGGAAGTT ; CGA 
!■>'<:: .»' • AGGTGGAAAGGCCATCGGGTTTGTCA.4GGATGTAGCCAACATCAGAATCTATGAC 

25 GAGGAAGCGATGGTGGAGGCTGTGGCCCTCTACAACCCTGTGAGCTTTGCCTTTG 
AGGTGACTCAGGACTTCATGATGTATAGAACGGGCATCTACTCCAGTACTTCCTG 
CCATAAAACTCCAGATAAAGTAAACCATGCAGTACTGGCTGTTGGGTATGGAGA 
AAAAAATGGGATCCCTTACTGGATCGTGAAAAACTCTTGGGGTCCCCAGTGGGG 
AATGAACGGGTACTTCCTCATCGAGCGCGGAAAGAACATGTGTGGCCTGGCTGC 

30 CTGCGCCTCCTACCCCATCCCTCTGGTGTGAGCCGTGGCAGCCGCAGCGCAGACT 
GGCGGAGAAGGAGAGGAACGGGCAGCCTGGGCCTGGGTGGAAATCCTGCCCTG 
GAGGAAGTTGTGGGGAGATCCACTGGGACCCCCAACATTCTGCCCTCACCTCTGT 
GCCCAGCCTGGAAACCTACAGACAAGGAGGAGTTCCACCATGAGCTCACCCGTG 
TCTATGACGCAAAGATCACCAGCCATGTGCCTTAGTGTCCTTCTTAACAGACTCA 

35 AACCACATGGACCACGAATATTCTTTCTGTCCAGAAGGGCTACTTTCCACATATA 
GAGCTCCAGGGACTGTCTTTTCTGTATTCGCTGTTCAATAAACATTGAGTGAGCA 
CCTCCCCAGATGGAGCATGCTGGTCCTGGAA 

SEQ ID NO: 413 

40 >5900 BLOOD 982889. 1 Y00290 g366 1 0 Human mRNA for steroid hormone receptor 
KERR2. 0 

CTCCTCCAACTGGGAATGCTAAAACGGGACTGATGGACGTGTCCGAACTCTGCAT 
CCCGGACCCCCTCGGCTACCACAACCAGTAGGTTGCTGAACCGAATGTCGTCCGA 
AGACAGGCACCTGGGCTCTAGCTGCGGCTCCTTCATCAAGACGGAGCCATCTAGC 
45 CCATCCTCGGGCATTGATGCCCTCAGCCACCACAGCCCCAGCGGCTCGTCGGACG 
CCAGCGGTGGCTTTGGCATGGCCCTGGGCACCCACGCCAACGGTCTGGACTCTCC 
GCCTATGTTCGCAGGTGCGGGGCTGGGAGGCAACCCGTGTCGCAAGAGCTACGA 
GGACTGTACTAGCGGTATCATGGAGGACTCGGCCATCAAGTGCGAGTACATGCTT 
AACGCCATCCCCAAGCGCCTGTGCCTCGTGTGCGGGGACATTGCTTCTGGCTACC 
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ACTATGGAGTGGCCTCCTGCGAGGCTTGCAAGGCGTTCTTCAAGAGAACCATTCA 
AGGAAACATCGAATACAGCTGCCCTGCCACCAACGAGTGTGAGATCACCAAACG 
GAGGCGCAAGTCCTGTCAGGCCTGCCGGTTCATGAAATGCCTCAAAGTGGGGAT 
GCTGAAGGAAGGCGTGCGCCTTGACCGGGTGCGAGGAGGCCGCCAGAAGTACAA 
5 GAGACGGCTGGATTCGGAGAACAGCCCCTACCTGAGCTTACAGATTTCCCCGCCT 
GCTAAAAAGCCATTGACTAAGATTGTCTCGTATCTACTGGTGGCCGAGCCGGACA 
AGCTGTACGCTATGCCTCCCGACGATGTGCCTGAAGGGGATATCAAGGCCCTGAC 
CACTCTCTGTGACTTGGCAGATCGGGAGCTTGTGTTCCTCATTAGCTGGGCCAAG 
CACATCCCAGGTTTCTCCAACCTGACACTCGGGGACCAGATGAGCCTGCTGCAGA 

1 0 GTGCCTGGATGGAGATCCTCATCCTGGGCATCGTGTACCGCTCGCTTCCCTATGA 
TGACAAGCTGGCATACGCGGAGGACTATATCATGGATGAGGAACACTCTCGCCT 
GGTGGGGCTGCTGGAGCTTTACCGAGCCATCTTGCAGCTCGTACGCAGGTACAAG 
AAGCTCAAGGTGGAGAAGGAAGAGTTTGTGATGCTCAAAGCCCTGGCCCTTGCC 
AACTCAGATTCAATGTACATCGAGAACCTGGAGGCTGTGCAGAAGCTTCAGGAC 

1 5 CTGCTGCATGAGGCGCTGCAGGACTATGAGCTGAGCCAGCGCCATGAGGAGCCA 
CGGAGGGCGGGCAAGCTGCTGTTGACACTGCCCCTGCTGCGGCAGACGGCAGCC 
AAAGCCGTCCAGCACTTCTACAGTGTGAAACTGCAGGGCAAGGTGCCCATGCAC 
AAACTCTTCCTGGAGATGCTGGAGGCCAAGGTGTGATGGCCCCGCATGCAGACG 
GATGGACACGATCCACATGGAGACTTCCACGGCCACCAGCCTCGACTTTCTCACA 

20 CCTGCATCGGGGCTCTGAGCTGTCCCAGAAGAAGGGGTTTCTTGCTTCCTGGCCA 
TGTGCAGACTCCTGGGGGGCAGCAGATGGGGAGATGGGGATGGGAGGGTGGGG 
iGCGGGGGGCTCATGTGTGACGGGAATTTTCTTTGGTATTTTTTTTTTTCGTTCTCCA 
TGGGCAGTGCTAAGGGTTGGGGCGGGGCxEGACTTCCCTTAGGGCTGGAGACCAG 
GGGAGGAAGCATCCGTTGGTGCAAGGGATCGATTTCTGGACGAC'rGCATATTTAG ■•■ 

25 GACCTGGAGGTACGTGGATGGGCAGGGCTTAGTGCCCAGGGCCCAAGAGACTTA 
GATTGGGTGCTCCTGAAGGTGTTGGTATCACAGAGGGCAGGCCCTTGGAACAGG 
AGGTCTCTGTGGCCTCTCCTGGGGCTCTGTGCCTCCTCAGTCTAGCTGTCTCCCTC 
CCCTTCCCCCTTTCTTGTCCTAGTACATCCAGCTCTCAGTGGATGCTCCTGCTAGA 
GTAGCCACATCCCCACCACTAAGAGGCCCCTCCCCTGCTTCCTGCCCCTACCTCA 

30 GCCAGCTGAGGTAACTCCAGGACATGCACCTGGGAACTCGCTGGCTCAGAAAAG 
AGTTGGGTCCTATACCCACCCTTGCCTGTTGTTTCTCCTAATCCTCTTGGGCATGG 
CGAGTCTAGAAACCTATGGA 

SEQ ID NO: 414 

35 >5918 BLOOD 403530.1 M67439 gl81830 Human D5 dopamine receptor (DRD5) gene, 
complete cds. 0 

CCCGGCGCAGCTCATGGTGAGCGCCTCTGGGGCTCGAGGGTCCCTTGGCTGAGG 

GGGCGCATCCTCGGGGTGCCCGATGGGGCTGCCTGGGGGTCGCAGGGCTGAAGT 

TGGGATCGCGCACAAACCGACCCTGCAGTCCAGCCCGAAATGCTGCCGCCAGGC 

40 AGCAACGGCACCGCGTACCCGGGGCAGTTCGCTCTATACCAGCAGCTGGCGCAG 
GGGAACGCCGTGGGGGGCTCGGCGGGGGCACCGCCACTGGGGCCCTCACAGGTG 
GTCACCGCCTGCCTGCTGACCCTACTCATCATCTGGACCCTGCTGGGCAACGTGC 
TGGTGTGCGCAGCCATCGTGCGGAGCCGCCACCTGCGCGCCAACATGACCAACG 
TCTTCATCGTGTCTCTGGCCGTGTCTGACCTTTTCGTGGCGCTGCTGGTCATGCCC 

45 TGGAAGGCAGTCGCCGAGGTGGCCGGTTACTGGCCCTTTGGAGCGTTCTGCGACG 
TCTGGGTGGCCTTCGACATCATGTGCTCCACTGCCTCCATCCTGAACCTGTGCGTC 
ATCAGCGTGGACCGCTACTGGGCCATCTCCAGGCCCTTCCGCTACAAGCGCAAGA 
TGACTCAGCGCATGGCCTTGGTCATGGTCGGCCTGGCATGGACCTTGTCCATCCT 
CATCTCCTTCATTCCGGTCCAGCTCAACTGGCACAGGGACCAGGCGGCCTCTTGG 
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GGCGGGCTGGACCTGCCAAACAACCTGGCCAACTGGACGCCCTGGGAGGAGGAC 
TTTTGGGAGCCCGACGTGAATGCAGAGAACTGTGACTCCAGCCTGAATCGAACCT 
ACGCCATCTCTTCCTCGCTCATCAGCTTCTACATCCCCGTTGCCATCATGATCGTG 
ACCTACACGCGCATCTACCGCATCGCCCAGGTGCAGATCCGCAGGATTTCCTCCC 
5 TGGAGAGGGCCGCAGAGCACGCGCAGAGCTGCCGGAGCAGCGCAGCCTGCGCG 
CCCGACACCAGCCTGCGCGCTTCCATCAAGAAGGAGACCAAGGTTCTCAAGACC 
CTGTCGGTGATCATGGGGGTCTTCGTGTGTTGCTGGCTGCCCTTCTTCATCCTTAA 
CTGCATGGTCCCTTTCTGCAGTGGACACCCCGAAGGCCCTCCGGCCGGCTTCCCC 
TGCGTCAGTGAGACCACCTTCGACGTCTTCGTCTGGTTCGGCTGGGCTAACTCCT 

1 0 CACTCAACCCCGTCATCTATGCCTTCAACGCCGACTTTCAGAAGGTGTTTGCCCA 
GCTGCTGGGGTGCAGCCACTTCTGCTCCCGCACGCCGGTGGAGACGGTGAACATC 
AGCAATGAGCTCATCTCCTACAACCAAGACATCGTCTTCCACAAGGAAATCGCA 
GCTGCCTACATCCACATGATGCCCAACGCCGTTACCCCCGGCAACCGGGAGGTG 
GACAACGACGAGGAGGAGGGTCCTTTCGATCGCATGTTCCAGATCTATCAGACG 

1 5 TCCCC AGATGGTGACCCTGTTGCTGAGTCTGTCTGGGAGCTGGACTGCGAGGGGG 
AGATTTCTTTAGACAAAATAACACCTTTCACCCCGAATGGATTCCATTAAACTGC 
ATTAAGAAACCCCCTCATGGATCTGCATAACCGCACAGACACTGACAAGCACGC 
ACACACACGCAAATACATGGCTTTCCAGTGCTGCTCCCTTTATCATGTGTTTCTGT 
GTAGTAGCTCGTGTGCTTAGAAACCTCACCCCATTGATTGATAGTTCGAAGAATT 

20 GGCAGAAGCAGTTGCAATAAACTCAGTCAAATGTACCCAGCCTACCAGAGATGG 
ACCAACGATCCTATGAGAGAAGAGAGTATGGTGCTGGGTCCTTAAAAAAAAAAA 
TGATACTTGGTCCTTAAAAAATATGGTCTGCGCTCCGTTTTTAAACAAATGGGTTG 

;< .. . TTGAGTCACTTGT,TTGTG!TTTGAAT.TGATWTTTAAAGAGCAGGTTGTGTGTGTGTG 

CAGTGATGTGGTGGGAGGAGAGGTTTGGTGGGi-GTGGATTCCCGTGGCTTTGTGCr : 

25 TTATGTCATTTCTTCTCTCTGTGCTGGTGGGGGCCTCTTTACCATAGCTTAAGAAG 
TATCCCTG 

SEQIDNO:415 

>5932 BLOOD gi|3928192|emb|X62421.1|HSDNAJ Homo sapiens mRNA for DnaJ protein 
30 homologue 

GGGGCCGGGGGACGGCGACACGGGGTCGGCGGGCCGCAGGAGGGGGTCATGGG 
TAAAGATTACTACCAGACGTTGGGCCAGGCCGCGGCGCTCGGACGAGGAGATCA 
AGCGGGCCTACCGCCGCCAGGCCTGCGCTACCACCCGGACAAGAACAAGGAGCC 
CGGCGCCGAGGAGAAGTTCAAGGAGATCGCTGAGGCCTACGACGTGCTCAGCGA 

35 CCCGCGCAAGCGCGAGATCTTCGACCGCTACTTGGAGGAAGGCCTAAAGGGGAG 
TGGCCCCAGTGGCGGTACGGCGGAGGAGCCAATGGTACCTCTTTCAGCTACACAT 
TCCATGGAGACCCTCATGCCATGTTTGCTGAGTTCTTCGGTGGCAGAAATCCCTTT 
GACACCTTTTTTGGGCAGCGGAACGGGGAGGAAGGCATGGACATTGATGACCCA 
TTCTCTGGCTTCCCTATGGGGCATGGGTGGCTTCACCAACGTGAACTTTGGCCGC 

40 TCTTGCTCTGCCCAAGAGCCCGCCCGAAAGAAGCAAGATCCCCCAGTCACGCAC 
GACCTTCGAGTCTCCCTTGAAGAGATCTACAGCGGCTGTACCAAGAAGACGAAA 
ATCTCCCACAAGCGGCTAAACCCCGACGGAAAGAGCATTCGAAACGAAGACAAA 
ATATTGACCATCGAAGTGAAGAAGGGGTGGAAAGAAGGAACCAAAATCACTTTC 
CCCAAGGAAGGAGACCAGACCTCCAACAACATTCCAGCTGATATCGTCTTTGTTT 

45 TAAAGGACAAGCCCCACAATATCTTTAAGAGAGATGGCTCTGATGTCATTTATCC 
TGCCAGGATCAGCCTCCGGGAGGCTCTGTGTGGCTGCACAGTGAACGTCCCCACT 
CTGGACGGCAGGACGATACCCGTCGTATTCAAAGATGTTATCAGGCCTGGCATGC 
GGCGAAAAGTTCCTGGAGAAGGCCTCCCCCTCCCCAAAACACCCGAGAAACGTG 
GGGACCTCATTATTGAGTTTGAAGCGATCTTCCCCGAAAGGATTCCCCAGACATC 
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AAGAACCGTACTTGAGCAGGTTCTTCCAATATAGCTATCTGAGCTCCCCAAGGAC 
TGACCAGGGACCTTTCCAGAGCTCAAGGATTTCTGGACCTTTCTACCAGTTGTGG 
ACCATGAGAGGGTGGGAGGGCCCAGGGAGGGCTTTCGTACTGCTGAATGTTTTC 
CAGAGCATATATTACAATCTTTCAAAGTCGCACACTAGACTTCAGTGGTTTTTCG 
5 AGCTATAGGGCATCAGGTGGTGGGAACAGCAGGAAAAGGCATTCCAGTCTGCCC 
CACTGGGTCTGGCAGCCCTCCCGGGATGGGCCCACATCCACCTCCAGTCCCTGGC 
CAGGGGTGAGAGGCAGACCAGCAGATGGACTTGATCCCTCTGTGTCTTTTTGCTT 
CTGGCTGGTAGATAATGTCAACCTGCAGTCTTGATTCCCAGACCCTGTACACTCC 
TCCTTTTCTGCCGCGCGATCAGTTTGTGCTTTATTCTGTATTTGTCTCCCATGTCTT 
10 GCTCTTCTCCTGGA 

SEQIDNO:416 

>5934 BLOOD 197542.1 S37375 g32468 Human HSJ1 mRNA. 0 

CCCGCCTGACGACTGACCAGTTGCCATGGCATCCTACTACGAGATCCTAGACGTG 

1 5 CCGCGAAGTGCGTCCGCTGATGACATCAAGAAGGCGTATCGGCGCAAGGCTCTC 
CAGTGGCACCCAGACAAAAACCCAGATAATAAAGAGTTTGCTGAGAAGAAATTT 
AAGGAGGTGGCCGAGGCATATGAAGTGCTGTCTGACAAGCACAAGCGGGAGATT 
TACGACCGCTATGGCCGGGAAGGGCTGACAGGGACAGGAACTGGCCCATCTCGG 
GCAGAAGCTGGCAGTGGTGGGCCTGGCTTCACCTTCACCTTCCGCAGCCCCGAGG 

20 AGGTCTTCCGGGAATTCTTTGGGAGTGGAGACCCTTTTGCAGAGCTCTTTGATGA 
CCTGGGCCCCTTCTCAGAGCTTCAGAACCGGGGTTCCCGACACTCAGGCCCCTTC 
TTTACGTTOTGTTCGTCGTTCCGTGGGGAGTGCGA'TTTGTCCTCGTCATCTTTCTCG^^^> 

i :■ • *: TTCAGTGGTGGGGGTGGTGCTT03TCGGTG!rGTTTCTACATCTACCACGTTri?GTCCA .?! 

'■X AGGAGGGCGCATeAGCACACGGAGAATGATGGAGAACGGGCAGGAGGGGGTGG 

25 J AAGTGGAGGAGGATGGGCAGCTGAAGTCAGTCACAATCAATGGTGTCCCAGATG 
ACCTGGCACGTGGCTTGGAGCTGAGCCGTCGCGAGCAGCAGCCGTCAGTCACTTC 
CAGGTCTGGGGGCACTCAGGTCCAGCAGACCCCTGCCTCATGCCCCTTGGACAGC 
GACCTCTCTGAGGATGAGGACCTGCAGCTGGCCATGGCCTACAGCCTGTCAGAG 
ATGGAGGCAGCTGGGAAGAAACCCGCAGGTGGGCGGGAGGCACAGCACCGACG 

30 GCAGGGGCGCCCAAGGCCCAGCACCAAGATCCAGGCTTGGGGGGGACCCAGGA 
GGGTGCGAGGGGTGAAGCAACCAAACGCAGTCCATCCCCAGAGGAGAAGGCCTC 
TCGCTGCCTCATCCTCTGAACACCGGGCCCAACCTGATCTGATCCAGATCTTGAC 
TGGGGGGTCTGACTCACTGTGGGAAGAGAAGAGGGGAGTATCCTGAGTTGTAGG 
AACTGCTTTCCAACTCCAAGCTCCCTCCACAAGTTTCCCTCCCCAGGCCCCCCAC 

35 ACCCCAGTGTGGACTTGGGATTTGCTGTGCTCAGCCCAGGGCTGATAGGTCCCTG 
GTGAAGCCCAGGGTGGGGGGTGTCAGGGCAGTGGAGGGGCCCGAGGAGCCAGG 
TTGCATTTATTGGATGGGGAGCTCCAAGGGGCATTAGTGGTTTGGGCTGGGCTTT 
TGTGCCCTGGTACTCTGCCACCTGTGTTGCTGATGGTGTCAAGGAAGGAGGACTT 
GGCCTAGGGTTGTCTGAGCCGGAGCCGGCAGCTCCACTGGAGAGCAGTGCAGGC 

40 AGAGTGGAGCCTCCTGCTCTCCTGGACCAGCTGCAGACCCCCAACCCTGGTTTCT 
GTGCCATGTTGCGCTCTGACCGTCTCTGTTGCTTCTCTTCTGGTGTTGCTTCTCCTC 
CCTCCCATTCTCTCTGCAACTCCTGCGGGCGCATCGCTTGCTTTCACTGCCGTCTG 
GCTAGGACTCCCTTCTTCCTTCCTTCCCCGAGAAGGCCTCAATGTGGCGAGGAAG 
ATGCTGGGGCCGGTAGGGCTGTGAGATCTTCTGGGGAGGCTAGCCGGGTGGGGC 

45 GGGAGCCTCTCAGCTGTCCAGATTCAGAACTGGAGCCCACTCCTCCTCCCTCTCG 
TTGCCTCAGCCCTGCCCTCACCCTCAGACTAGGCAGAGGTGAGGCTGGCTCACCC 
TGAAGAGGTGGGATAGGAGGGGACTGCACCCATACTGCTTCCCTACCACAAATC 
AGGGCTCAGGGAGAGGCCATGCGGCAGCCCAGGTCTGCATGCTGAGCCCCATCC 
TCCACAGCTTGCCGCTGACGCTCTCTCCTGTCACCCCGCCCCTGCTCTCTCCCCAG 
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ATGTGTTCTGAGCTGGATGCCGGGTTCCAGAATCGCTGCACAGTTCCAACAGGAC 
AGCGCCTTCCCCCATGCGCTGGGAGGGGACCCTCCATTTCTCCCCCTCACCCATG 
CTGAGTGTAGAGCCGGGGCCTGGGTGGCGGGTGGGGGCCGGGTGGGAGGTGGCA 
GTAGTCTTAGCCTGTGCACTCTCTTCCTTGGGTGTTTGGTGCTGGCTCCTGGGGAC 
5 TACAAATCCCAGAGTGCGGTGTGCCCGGCCTCATTTCTGATAGATCCCGCTTGGG 
GGAGGTGGTGTATGGTTACGGAGCTGTGCATCTTGGGACATGTAGTAGCCCAGGT 
CTTGTCACTCGCTGTGAGATGGGGAGATTTTGTCTTTTGATTTATCCCTGTAGGGC 
TGGCAGGGTTGTAGATGAAGGGGGAATGATCTGAGCCTTGGTTCCCCTGACACGT 
CTTGCTAGCCCCAGGGTTAGAGTGGGCAGGGCAGAGCCGCGCAGCACCTGGGAG 

1 0 CGGTACCTTTCCCTTGGGCAGCCTGGGGTCCC AGGAAC AAGCC AGGGCGAGTGG 
CATGTCTGCCTGAGCAGGGTGTGGCCCCAGAAAGCTGAGGAGTGTGGGCTGGCA 
GAGAGCTTCGAGGGCAAGGCCACCCGCGGGGGCGTGTGTGTGGTGGGGCTTGGC 
ATGTGATGGCAGCTCCAGCTCCAGGCATGCCGCTGCTTGTATGGCTTTCTTTGGC 
CTCTGACCCTGCTGCCCATTCTTTCCAACATCACAGATGAACTGCCTCTCCTCCTC 

1 5 CCTGCCTGGGGAGCCCAGTGGCCAGGGAGGGAGTGGTGGAGCCAGTCGCTGTAA 
CACTGAGCCTCAGAGACGAACCAAAACCAGCTGGGCTGAGCTCAGATCCAGGGG 
GAAGAAATGCTGGAAGTCAATAAAACTGAGTTTGAG 

SEQ ID NO: 417 

20 >5950 BLOOD 337103.1 S54181 g35020 Human mRNA for neurotensin receptor. 0 

TCAAGCTCGCCCCGCGCAGCCCGAGCCGGGCTGGGCGCTGTCCTCGGGGGCCTG 
: GGGA4CCGCGCGGTTTGGA GA1CGGAGGCACCTGGAACGGGTGGCAAGGGGCGA 1 
vGGGGGGAGACAGCCCGAGGAACCAGGGG'ETGTGGAGCTAGGAGCGGGAAGGTG-^ 
GGAGTCGGGAGGAGAGGGGAGGCCGGAGCCCGGAGCGCGGGGCGGGGCGTCTG % 

25 GGTCTGGCGCTTCCCGACTGGACGGCGCGCCCGCTGGTCT.TCGCCACGCGCCCTC 
CCCTGGGCTCGCGTTCATCGGTCCCCGCCTGAGACGCGCCCACTCCTGCCCGGAC 
TTCCAGCCCCGGAGGCGCCGGACAGAGCCGCGGACTCCAGCGCCCACCATGCGC 
CTCAACAGCTCCGCGCCGGGAACCCCGGGCACGCCGGCCGCCGACCCCTTCCAG 
CGGGCGCAGGCCGGACTGGAGGAGGCGCTGCTGGCCCCGGGCTTCGGCAACGCT 

30 TCGGGCAACGCGTCGGAGCGCGTCCTGGCGGCACCCAGCAGCGAGCTGGACGTG 
AACACCGACATCTACTCCAAAGTGCTGGTGACCGCCGTGTACCTGGCGCTCTTCG 
TGGTGGGCACGGTGGGCAACACGGTGACGGCGTTCACGCTGGCGCGGAAGAAGT 
CGCTGCAGAGCCTGCAGAGCACGGTGCATTACCACCTGGGCAGCCTGGCGCTGT 
CCGACCTGCTCACCCTGCTGCTGGCCATGCCCGTGGAGCTGTACAACTTCATCTG 

35 GGTGCACCACCCCTGGGCCTTCGGCGACGCCGGCTGCCGCGGCTACTACTTCCTG 
CGCGACGCCTGCACCTACGCCACGGCCCTCAAGGTGGCCAGCCTGAGTGTGGAG 
CGCTACCTGGCCATCTGCCACCCCTTCAAGGCCAAGACCCTCATGTCCCGAAGCC 
GCACCAAGAAGTTCATCAGCGCCATCTGGCTCGCCTCGGCCCTGCTGACGGTGCC 
TATGCTGTTCACCATGGGCGAGCAGAACCGCAGCGCCGACGGCCAGCACGCCGG 

40 CGGCCTGGTGTGCACCCCCACCATCCACACTGCCACCGTCAAGGTCGTCATACAG 
GTCAACACCTTCATGTCCTTCATATTCCCCATGGTGGTCATCTCGGTCCTGAACAC 
CATCATCGCCAACAAGCTGACCGTCATGGTACGCCAGGCGGCCGAGCAGGGCCA 
AGTGTGCACGGTCGGGGGCGAGCACAGCACATTCAGCATGGCCATCGAGCCTGG 
CAGGGTCCAGGCCCTGCGGCACGGCGTGCGCGTCCTACGTGCAGTGGTCATCGCC 

45 TTTGTGGTCTGCTGGCTGCCCTACCACGTGCGGCGCCTCATGTTCTGCTACATCTC 
GGATGAGCAGTGGACTCCGTTCCTCTATGACTTCTACCACTACTTCTACATGGTG 
ACCAACGCACTCTTCTACGTCAGCTCCACCATCAACCCCATCCTGTACAACCTCG 
TCTCTGCCAACTTCCGCCACATCTTCCTGGCCACACTGGCCTGCCTCTGCCCGGTG 
TGGCGGCGCAGGAGGAAGAGGCCAGCCTTCTCGAGGAAGGCCGACAGCGTGTCC 
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AGCAACCACACCCTCTCCAGCAATGCCACCCGCGAGACGCTGTACTAGGCTGTGC 
GCCCCGGAACGTGTCCAGGAGGAGCCTGGCCATGGGTCCTTGCCCCCGACAGAC 
AGAGCAGCCCCCACCCGGGAGCCTTGATGGGGGTCAGGCAGAGGCCAGCCTGCA 
CTGGAGTCTGAGGCCTGGGACCCCCCCCTCCCACCCCCTAACCCATGTTTCTCATT 
5 AGTGTCTCCCGGGCCTGTCCCCAACTCCTCCCCACCCCTCCCCCATCTCCTCTTTG 
AAAGCCAGAACAAGAGAGCGCTCCTCTCCCAGATAGGAAAAGGGCCTCTAACAA 
GGAGAAATTAGTGTGCGGCAAAAGGCAGTTTTCTTTGTTCTCAGACTAATGGATG 
GTTCCAGAGAAGGAAATGAAATGTGCTGGGTGGGGCCGGGCCTCCGGCGGCCCG 
GCTGCTGTTCCCATGTCCACATCTCTGAGGCCTGCACCCCCTCTGTCTAGCTCGGG 

1 0 GAGTCCAGCCCC AGTCCCGC AGGCTCCGTGGCTTTGGGCCTC ACGTGC AGACCCT 
GCCATGCAGACCCATGCCCCCCTCCCCCAGGCAGCTCCAAGAAAGCTCCCTGACT 
CGCCCCTTCAGGCCTGGCAAGCTGGGGGCCCATCGCCGTGGGGAGTCCCTCCCAC 
CACCCTCGCCGCAGGCAGCTGCAGCCCCCAGAGGGGACCACAAGCCCAAAAAGG 
ACAAAAATGGGCTGGCCTGGAATGGCCCAGACCCCAGCCTCCCCTCCTCCCTCCC 

1 5 ATCCTC ACCC AGGCCAAGGCCC AGGGGCTCTGCC AGGACACCAC ATGGGAGGGG 
GCTCAGGCCTCAGCCTCAAGATCTTCAGCTGTGGCCTCTCGGGCTCGGCAGAAGG 
GACGCCGGATCAGGGGCCTGGTCTCCAGCACCTGCCCGAGTGGCCGTGGCCAGG 
ATGGGGTGCGCATTCCGTGTGCTTTGCTTGTAGCTGTGCAGGCTGAGGTCTGGAG 
CCAGGCCCAGAGCTGGCTTCAGGGTGGGGCCTTGAGAAGGGGAATGTGGGACAG 

20 GGGCGATGGTGCCTGGTCTCTGAGTAAGATGCCAGGTCCCAGGAACTCAGGCTTC 
AGGTGAGAAGGAGCGGTGTGTCCAGGCACCGCTGGCCGGCAGCCCTGGGCTGAG 
KGGACAGACTCATTTGTCAeGT r EGTGGCGGCGGCAGCGeTGGGGCGGGGCTGGAAG;' ! 
:vGAGXTGAAAAAGC'TGGGGGCTCCTTGGTCTGTAGGATGCAGGCTGGAGAGAGGAG* 
'ATGAGTAGCCAGGCGGGTGGCTTAAGAAGGTGGGGTAAGGGTAAGAGAAGACAG& 

25, TCCCAGGAGAAGCTGGCCGGGACCAGCCAGGAGCTGGGAGCCACAGGAAGCAA 
AAGTCAGCCTTTTCTTCAAGGGATTTCCCTGTCTCAGAGCAGCCTTTGCCCCAGG 
GAAATGGGCTCTGGGCTGGCTGCCTGCACCGGCCATGTCGACCCAGGACCCGGA 
CACCTGGTCTTGGGCTGTGTTCAGCCACTTTGCCTTCTCTGGACTCAGTTTCCCCG 
TCTGAGAAATGAGAGTCGAATGCTACAGTATCTGCAGTCGCTTGGATCTGGCTGT 

30 TGAGTTGACGGGTTCCTTGAACCCCACAAAATCCCTCTCCAACCACAGGACCCTT 
CGGCTCACCAAGAACGGGGCCCAGGGGAGTCAGGCCTATTCGCTGCACTTCCTG 
CCAAACTTTGCCCCCACAAGCCTGGTCATCAGCCAGGCAGCCCTTCCAGTGCCCA 
AGGGCCACCAACCCCAGGGAAACAGGGCCAGCACAGAGGGGCCTTCCTCCCCCA 
CAGAGCTCCCATGACATAGTCTGCTCTGGGCGGAAGAGCTTTGCTGCCAGCCAGG 

35 GATGTCCAGAGGTCGGTGCAGCCCCTATCCCTGCTCAGGAGTGGGCTCAGAGTCT 
AGCAAATGCTAAGGCCCCTCAGGCTGGGCTCTGAACGAGGACCTGGACTCAGAG 
CCAGACAGGGCAGCCTCAGACCCTTCTCTGGGGCTCCTGGACCTTGGGCCATAAT 
TTCTGAGCCTCGGTTTCCCCATCTAAGGAACAGATGTGGTCGTTCCGCCCTCTCA 
GCTGGATGAGACTGTCCTGGAGGATCCACCCCGGAACAGACAGAATGGTGTCTC 

40 TCAGGATGGTGCTCTGAGAGAGGGCAGAGTGGATGCCCCACTGCCCTAGACCCT 
CGGTAGACGTGGGGTCTCTGGGGCGGGGTCTGTGGCTGTGACTGAAGTCGGCTTT 
CCCGTTGATGTCTTGATGCTCCTATCTGTGCACTTACCGTAGGTAGGGACACGTG 
TCCATGCACCACAGACACACCCACGACACCTGATCTCGTATCACTAGCTTGCGGC 
CAGGTCATGATGTGGCCCCGGAAGCTGGCCCTGCGTGCCATGAGTGCGTCGGTCA 

45 TGGAGTCCGGAGCCCCTGAGCCGGCCCCTGGTGACGGCACAGCCCTCACAGCTC 
AAACGCCCACCCCCACTCCCACCATCTGCAGGTGGTGAAAACAAACCCCGTGTAT 
CTCTCAATAAAGGTGGCCGAAGGGCCTCGATGTGG 
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SEQIDNO: 418 

>5956 BLOOD Hs.92208 gnl|UG|Hs#S376155 Human metargidin precursor mRNA, 
complete cds /cds=(7,2451) /gb=U41767 /gi=1235673 /ug=Hs.92208 /len=2740 
CGCTGCCATGCGGCTGGCGCTGCTCTGGGCCCTGGGGCTCCTGGGCGCGGGCAGC 
5 CCTCTGCCTTCCTGGCCGCTCCCAAATATAGGTGGCACTGAGGAGCAGCAGGCAG 
AGTCAGAGAAGGCCCCGAGGGAGCCCTTGGAGCCCCAGGTCCTTCAGGACGATC 
TCCCAATTAGCCTCAAAAAGGTGCTTCAGACCAGTCTGCCTGAGCCCCTGAGGAT 
CAAGTTGGAGCTGGACGGTGACAGTCATATCCTGGAGCTGCTACAGAATAGGGA 
GTTGGTCCCAGGCCGCCCAACCCTGGTGTGGTACCAGCCCGATGGCACTCGGGTG 

1 0 GTCAGTGAGGGACAC ACTTTGGAGAACTGCTGCTACC AGGGAAGAGTGCGGGGA 
TATGCAGGCTCCTGGGTGTCCATCTGCACCTGCTCTGGGCTCAGAGGCTTGGTGG 
TCCTGACCCCAGAGAGAAGCTATACCCTGGAGCAGGGGCCTGGGGACCTTCAGG 
GTCCTCCCATTATTTCGCGAATCCAAGATCTCCACCTGCCAGGCCACACCTGTGC 
CCTGAGCTGGCGGGAATCTGTACACACTCAGACGCCACCAGAGCACCCCCTGGG 

1 5 ACAGCGCC ACATTCGCCGGAGGCGGGATGTGGTAAC AGAGACCAAGACTGTGGA 
GTTGGTGATTGTGGCTGATCACTCGGAGGCCCAGAAATACCGGGACTTCCAGCAC 
CTGCTAAACCGCACACTGGAAGTGGCCCTCTTGCTGGACACATTCTTCCGGCCCC 
TGAATGTACGAGTGGCACTAGTGGGCCTGGAGGCCTGGACCCAGCGTGACCTGG 
TGGAGATCAGCCCAAACCCAGCTGTCACCCTCGAAAACTTCCTCCACTGGCGCAG 

20 GGCACATTTGCTGCCTCGATTGCCCCATGACAGTGCCCAGCTGGTGACTGGTACT 
TCATTCTCTGGGCCTACGGTGGGCATGGCCATTCAGAACTCCATCTGTTCTCCTGA 

I'OC ivC.^iTCGATAGG'GGATGAGTTGGGCCAGAGCCTG'GGCGTGGAGCJATGATTTGGeTGGGA • 
••• ■*-•< : ATAGG^GCCCCTGTCCAGGTCCAGGCCCAGCCAAGACGTGGATGATGGAGeCCTG'' ■ 

25 CACAGACTTCCTACCAGGCCTGAACTTCAGCAAGTGCAGCCGACGGGCCCTGGA 
GAAAGCCCTCCTGGATGGAATGGGCAGCTGCCTCTTCGAACGGCTGCCTAGCCTA 
CCCCCTATGGCTGCTTTCTGCGGAAATATGTTTGTGGAGCCGGGCGAGCAGTGTG 
ACTGTGGCTTCCTGGATGACTGCGTCGATCCCTGCTGTGATTCTTTGACCTGCCAG 
CTGAGGCCAGGTGCACAGTGTGCATCTGACGGACCCTGTTGTCAAAATTGCCAGC 

30 TGCGCCCGTCTGGCTGGCAGTGTCGTCCTACCAGAGGGGATTGTGACTTGCCTGA 
ATTCTGCCCAGGAGACAGCTCCCAGTGTCCCCCTGATGTCAGCCTAGGGGATGGC 
GAGCCCTGCGCTGGCGGGCAAGCTGTGTGCATGCACGGGCGTTGTGCCTCCTATG 
CCCAGCAGTGCCAGTCACTTTGGGGACCTGGAGCCCAGCCCGCTGCGCCACTTTG 
CCTCCAGACAGCTAATACTCGGGGAAATGCTTTTGGGAGCTGTGGGCGCAACCCC 

35 AGTGGCAGTTATGTGTCCTGCACCCCTAGAGATGCCATTTGTGGGCAGCTCCAGT 
GCCAGACAGGTAGGACCCAGCCTCTGCTGGGCTCCATCCGGGATCTACTCTGGGA 
GACAATAGATGTGAATGGGACTGAGCTGAACTGCAGCTGGGTGCACCTGGACCT 
GGGCAGTGATGTGGCCCAGCCCCTCCTGACTCTGCCTGGCACAGCCTGTGGCCCT 
GGCCTGGTGTGTATAGACCATCGATGCCAGCGTGTGGATCTCCTGGGGGCACAG 

40 GAATGTCGAAGCAAATGCCATGGACATGGGGTCTGTGACAGCAACAGGCACTGC 
TACTGTGAGGAGGGCTGGGCACCCCCTGACTGCACCACTCAGCTCAAAGCAACC 
AGCTCCCTGACCACAGGGCTGCTCCTCAGCCTCCTGGTCTTATTGGTCCTGGTGAT 
GCTTGGTGCCGGCTACTGGTACCGTGCCCGCCTGCACCAGCGACTCTGCCAGCTC 
AAGGGACCCACCTGCCAGTACAGGGCAGCCCAATCTGGTCCCTCTGAACGGCCA 

45 GGACCTCCGCAGAGGGCCCTGCTGGCACGAGGCACTAAGTCTCAGGGGCCAGCC 
AAGCCCCCACCCCCAAGGAAGCCACTGCCTGCCGACCCCCAGGGCCGGTGCCCA 
TCGGGTGACCTGCCCGGCCCAGGGGCTGGAATCCCGCCCCTAGTGGTACCCTCCA 
GACCAGCGCCACCGCCTCCGACAGTGTCCTCGCTCTACCTCTGACCTCTCCGGAG 
GTTCCGCTGCCTCCAAGCCGGACTTAGGGCTTCAAGAGGCGGGCGTGCCCTCTGG 
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AGTCCCCTACCATGACTGAAGGCGCCAGAGACTGGCGGTGTCTTAAGACTCCGG 
GCACCGCCACGCGCTGTCAAGCAACACTCTGCGGACCTGCCGGCGTAGTTGCAG 
CGGGGGCTTGGGGAGGGGCTGGGGGTTGGACGGGATTGAGGAAGGTCCGCACA 
GCCTGTCTCTGCTCAGTTGCAATAAACGTGACATCTTGGGAGCGTTAAAAAAAAA 
5 AAAAAA 

SEQ ID NO: 419 

>5982 BLOOD 410650.1 U59831 gl399236 Human transcription factor, forkhead related 
activator 4 (FREAC-4) gene, complete cds. 0 

1 0 AGC AAGCCCAAGAAC AGCCTAGTGAAGCCGCCTTACTCGTACATCGCGCTC ATC 
ACCATGGCCATCCTGCAGAGCCCGCAGAAGAAGCTGACCCTGAGCGGCATCTGC 
GAGTTCATCAGCAACCGCTTCCCCTACTACAGGGAGAAGTTCCCCGCCTGGCAGA 
ACAGCATCCGCGACAACCTCTCGCTCAACGACTGCTTCGTCAAGATCCCCCGCGA 
GCCCGGCAACCCGGGCAAGGGCAACTACTGGACGCTGGACCCGGAGTCCGCCGC 

1 5 CTTGGGGACTCTGCACCAAGGGACTGCCCTGTCCAGTGTCGAGAACTTTACTGCT 
AGGATTTCCAATTGTTAATAACGCTATGTTAGCGCGCTCGAGGAAGAAGGTAGG 
AATCCCGGCTCCTTTTCTCGTCTTGGTGGTTCGGTGTTTTGTTCGCTCCTCCAGGC 
GCGGCCCCTCTCGACCTCGCGCGCCCATTTTCGCCGCTGCGAATTCTCGGACAAA 
ACTGTCAACAGCCCGGGCGCGCCTTTTGGCTCTGCGGGTCCCTCTATTTATGCAA 

20 AGCCGACCTATGCTACAGCCCCCCAACCCCCGACCTGGGGTAGGGAGGAAGAGG 
GTGCCGGGGAAGGGAGTCCGCCCTGTCCAGGCACTAGAGGCTCCCTTGACGTTTG 
; .GCAGATGAAAAAGAAGTAAGCCTTTTTGAGGTG'IAGAGATTCTCAGGTCGAGGC' • 
r^GTTAAAAAATAATGGTGAAAAGA^ 

•vTGCeAGCGAAGCAATTCmTTTTTAT.TTGAGGACAGTTGTCTGGTGTAGTXTTTCAT- 
25 GAAAAGGAAAAATGGTTAACATGTTTACAGAAGAAAAAAAGTCAAAATTATCAT 
TTATTTCAACCTGTGTTTTGTATCATAACAGACGTGTGGATTTTTTTGTACTTACT 
GCGTATTCTTTACAAGGAGTATTGTAAATTTTACTGGCAATTATTATTGTACTATT 
CTAAATGTAAGATTTTTACACTTTTTCAGAAATAAAAATGCTTAATTTTCAAAGA 
AAATTCACCAAAATG 

30 

SEQ ID NO: 420 

>5987 BLOOD 220325.2 AF013988 g2318114 Human serine protease mRNA, complete cds. 
0 

ATCTCAGTGTAGCAGTTTTCTATTGCTATATAACATATTCCTTAAAAATATAGCGG 
35 TTTAAAGCTACACAGATGTCTTATCTCACTGTTCCAGAAGACAGGCATGGCTCAG 
CTGGGATCTCTGCTTCAGTCTCAAAACGATGCAATCAAGGTGTCAGCAGGGCTGC 
ATTTCTCCCTGGATGCTCAGAGGAAGAATCTACTTCCAAGCCTCTATGGTTTGAA 
TGTGTCCTCTCCAAAATCCAGCTGTTGCCAATGGGATAGTATTAAGAGGTGGGGA 
CACAGAGGTCGGCAGGCAGCACACAGAGGGACCTACGGGCAGCTGTTCCTTCCC 
40 CCGACTCAAGAATCCCCGGAGGCCCGGAGGCCTGCAGCAGGAGCGGCCATGAAG 
AAGCTGATGGTGGTGCTGAGTCTGATTGCTGCAGCCTGGGCAGAGGAGCAGAAT 
AAGTTGGTGCATGGCGGACCCTGCGACAAGACATCTCACCCCTACCAAGCTGCCC 
TCTACACCTCGGGCCACTTGCTCTGTGGTGGGGTCCTTATCCATCCACTGTGGGTC 
CTCACAGCTGCCCACTGCAAAAAACCGAATCTTCAGGTCTTCCTGGGGAAGCATA 
45 ACCTTCGGCAAAGGGAGAGTTCCCAGGAGCAGAGTTCTGTTGTCCGGGCTGTGAT 
CCACCCTGACTATGATGCCGCCAGCCATGACCAGGACATCATGCTGTTGCGCCTG 
GCACGCCCAGCCAAACTCTCTGAACTCATCCAGCCCCTTCCCCTGGAGAGGGACT 
GCTCAGCCAACACCACCAGCTGCCACATCCTGGGCTGGGGCAAGACAGCAGATG 
GTGATTTCCCTGACACCATCCAGTGTGCATACATCCACCTGGTGTCCCGTGAGGA 
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GTGTGAGCATGCCTACCCTGGCCAGATCACCCAGAACATGTTGTGTGCTGGGGAT 
GAGAAGTACGGGAAGGATTCCTGCCAGGGTGATTCTGGGGGTCCGCTGGTATGT 
GGAGACCACCTCCGAGGCCTTGTGTCATGGGGTAACATCCCCTGTGGATCAAAG 
GAGAAGCCAGGAGTCTACACCAACGTCTGCAGATACACGAACTGGATCCAAAAA 
5 ACCATTCAGGCCAAGTGACCCTGACATGTGACATCTACCTCCCGACCTACCACCC 
CACTGGCTGGTTCCAGAACGTCTCTCACCTAGACCTTGCCTCCCCTCCTCTCCTGC 
CCAGCTCTGACCCTGATGCTTAATAAACGCAGCGACGTGAGGGTCCTGATTCTCC 
CTGGTTTTACCCCAGCTCCATCCTTGCATCACTGGGGAGGACGTGATGAGTGAGG 
ACTTGGGTCCTCGGTCTTACCCCCACCACTAAGAGAATACAGGAAAATCCCTTCT 
1 0 AGGCATCTCCTCTCCCCAACCCTTCCACACGTTTGATTTCTTCCTGCAGAGGCCCA 
GCCACGTGTCTGGAATCCCAGCTCCGCTGCTTACTGTCGGTGTCCCCTTGGGATG 
TACCTTTCTTCACTGCAGATTTCTCACCTGTAAGATGAAGATAAGGATGATACAG 
TCTCCATAAGGCAGTGGCTGTTGGAAAGATTTAAGGTTTCACACCTATGACATAC 
ATGGAATAGCACCTGGGCCACCATGCACTCAATAAAGAATGAATTTTATTATG 

15 

SEQ ID NO: 421 

>6005 BLOOD 350249.10 U78180 gl871 167 Human sodium channel 2 (hBNaC2) mRNA, 
alternatively spliced, complete cds. 0 

TTTTTTTTGGTTGAAACCCAGTTTATTAGACCAGAGGCATGCGTCACCCAGAGCC 

20 CTGCCTGCTGTTCCCCTATCCAATGCACACTTTTTGGCCTCATTCCTGCTTCCCTCT 
GGGGAGGTATGATCTCTGAGGAAACTCTTAGGAACCAAGAGATTCCAAAGATCC 
i CAGAGCGTTACTCTCCAGGTCGAGGGGAATGGAGCTGCTCACAGGTGGTGTTCTG 
:,iGGATTGAA-GAGGAAGACAGAGGTAGGGAAGGAAGGCCTGA,\GAGGGGT¥GGGG : 
GTCAGGCCTGGAAGGAGTGTCTGGTGGAGGGAGGGGGGGGAGGGCCTCGACCTC 

25 ACTTGTCTCTCATTAAGATAGGGTGAGACAACAGCAGAGCTTTCAACTCCTCCTC 
TAGGCCTCTCTTTCCTCCCAAACCCACCTCACCAGAAAATAAAAGTGGTGGGCTT 
GGGTATCAGGTGAGGAAAGGGGGCTGGGCACCCAGAAGGAGGAAAGGCCACTG 
ACTGAGGACCTCAGCTTCTGCCTGTCAGCATCCCACTGCCCCAACTTCAGGAGTC 
GCCAATCCCCAGCTCCCTTCTGTCTCTGACACACTTGGCTTAGTGTCCAGGGTAG 

30 ACCTCCATCCCCTGGGTGGGGGCTATCTCTACAGCAACCCCTTCCCTGGGGATGC 
CACTGTCAGCTGGGCAGAGGGCAATGGGATAGGAGGAGCAGGGGAAGAGAATG 
TTAAGGCTGCAGGGAGGGCCGAGGGTGCCCGGGTTGGGGGAGAGGGTGAGGCC 
AGAAAGAGGCAGAGCTTGTGATTCACAGCTTCCTTTGTCGCCACTGAGACAGTGC 
AAAGGTTACAATGCGCGTGTCGTCTCCTTGTGCTTCTCAGAGGGATGTGTGTACA 

35 CAGTACAGACACCAGGGGAGAGAGTCCAACTCTTTATACAGGCAAGGCATTCAG 
AGACCAGGGAGGGAGTAGAAACATAGAAGGTGGAACTTGGGGTGGGAGAATGG 
TTCTCAGAGACAAGAGGGGATGGGGTGGAGACAGACAGGGCTGGGAAAGTATA 
TACAGAGATATAGCAATATAGAGTCTGTATCATATAGAAATAGAAAATGCAGAT 
GAGGTTGTTGAGAGAAGCAAATGAAGTTGGGGAAGAGGATGTGGGAGAGTTCCA 

40 TAAGAAAATTTATGGACGTGGCCCTCTACAAGGGCCTCCGGGAGAGGGACCAGT 
GAGGTTAGGCACTAGCGCCCTTCTCCCTGAGCTGGACGCTAACCAGCCGGTCTTT 
AATGGGATGGTGAGGAAGGGCTGCCTCTTGGGATTTCTCTCCAGCAGCTGTGGGG 
TGGGGGTGAACTTATAGGTATCAGGATGTAGCCTACAGCACCAGGGCCGCATCTT 
GTCCCCATTACCACTTCTTAAGGGGATCCCCGACCCCCACGAGATTCCACATGGT 

45 GTGAGAGAGTGGGGCTGAGGTTTTAGTTCCTGCCAGGAGACTTGGGTTTGGGGA 
CAGTCACTGGGCTGAGAGGGTCTCTTAAGGCTGGGGAAGCCTCCCTCCCCCACAC 
TAGCCCTCCCCCTTAAGGTACATTCTCTGGTTTGGGGCCAAATTCCAGACCCCAG 
AGATCCCTTCCACCCCTCACTGGGAAGGGCCTTTGGTGACTGGTGGCAGCAGAAT 
GTAGATGGACACTCAGATGGCAGACAGCTAGATAGACAGAATTCAGGCTGGGAG 
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CTAGGGGAGGCAGCATGGAGGAGAGAGGGGCAGCCTGAGGTCCCTTGCCCCGTT 
CTCCCTTTTTAGTTCTTTTTTAGATTAGTTTTGTTAAATGTAAAAGAATGGGATAG 
AGGCAGAGAGAGGACTCTATGGTCAAGACTCCTTCCTTACCACAGACAAGAGGA 
AAGATCTGCCCCGGAGTGTGGGGAGTCCCAGGGCAGATGTGAGGAGGCAGCTGG 
5 GGGCCCCCCGCTCTCCTAGTCCTCCCCATCTAGGCCTTTGGTTCAGCGGCCTGCG 
GGGCTCAGCAGGTAAAGTCCTCGAACGTGCCTCGGGCCGGATGGTGAGGTAGGA 
TGTTGGCAGCGTATGTCATCCCGGCAGGGTGGCCCCGAAGGCTCTCGCACGGGTT 
GTGTCTTTTGACGTCGTCCAGGCTGAGGGCCACGCCCTTGTCCGCACTGCTCCTTT 
TGGCCTCCTTCTGGCATTTTCCTCGTCGGCACAGCTTGTGCTTAATGACCTCGTAG 

1 0 GCGTAGTCAAAGAGCTCCAGC ACCGTGAGGATGCTGGCCGCGATGAAC AGCCCC 
ATCTGGCCCCCGATGTCACCAAGACAACAGGGTTTGGGGAAGGGCCTCTGGGGT 
GGAGGACCCTCATGGGACAGAAGTGAGCACCCTGCTTTTGGATGATAGGGAGCC 
ACGCCATGCCCATGGCATGAGAAGGGGACAGGTGTCATCAGCAGCTCACCCAGG 
AGCCCTGCAATCTCATAGGCCTTCTTCTGTTCAATGGTCTCATAGTTGAGGACTTC 

1 5 AAAGAAAATGTCCAGC ACC AGGATGTTCTCCCCTATGTATTGCTC AGATTTGTTG 
AACTTCTTGGCCAGGTACTTGGCTGAGGCTTTGCTGGGGATCTTGACCATGGACA 
GCTCTTTGCCATAGCGGGTCAGGTTGCAAGGCATTTCACACACGCAGTACTCCTG 
GTCCTTCTCCACCAGGAAGTCCAGAGCAGGATCTGCACACTCCTTGTACTGCTCT 
GGAGTACAGTATGGGGCATCCCCTGGCATGTGCACCATGCGGCAGTTGCAGTTCT 

20 CCACCAGGTAGCGCGTCTCACAGTCGATGCGGCAGGCAGTGATGCTGTAGGAGT 
CGAAGAAATCCAAATCCGAGTCCATGGTAACAGCTTTGCAGGTGCCCCAGGGTG 
GGGGCAGGTAGATGAGCCGGTGGTGiGTGGGAGGCCAG^AAGGTGTGGAAGGGTG 
'GGGCCACGCCAAAGGGGAGGTGG^GGATGAAAGGAGGTTCATGGTGACTATGGA H 
TGTGCACTTTGATGGGTGGTTGGAAGGACGTCTGGTCAGTGTCCCCCCACAGAGG ; i 

25 CAGGTACTCGTCCsTGCTGGATGTCCAGCATGATTTCCAGCCCATTGCCCGTCCGA 
TCCTTCATGGTCTTCAGCCGCGGCCGCCCATCTCGGCCCGAGTTGAACGTGTAGC 
ACTTTCCATAGCGTGTGAAGACCACCTTGAAGTCTTCAGCGCTGCAGACCTCCCC 
CCGGAAGTGGCAGGAGAGCAGCATGTCTCGAATGTCGTGCCCAGCTCGGTCGTA 
GAACTCACGCATGTTGAAGGGTTTGGGTTTGAAGCTGCGGAAGTTGGCTTTGTCC 

30 TGCAGTATCTCCAGCTGCTTTTCATCTGCCATCTGTGTGTCTGGTATCTCATACCT 
GTTGTTGAGCAGGGCCAGCAGCTCCCCAGCATGATACAGGTCATTCTTGGAGACT 
TGGCTAAAGCGGAACTCGTTGAGGTTGCACAGCGTGACAGCAGGGAAGGTAAGC 
TGAGAGGCAGCCACCTCGTCGAGCTTGGTGACATGGTGGTAGTGGAAGTAGTAC 
TGCACACGCTCCGTGCACACACACAGCAGCACAGCCAGCGAGCCCAGGAAGCAC 

35 AGGGCCCACAGTGCCCGCTTCAGAGACAGCCGCTCGTAGGAGAAGATGTGGGCC 
AGGCCGTGCAGTGTGGAGCTGCTGGCGAAGGCCTGGATGCTCACCGGCTGGACG 
CCACCCACCTCCTCCTCCTCGGCCTTCAGTTCCATCCTTGTTGAGGGGATCCTGAG 
GGGGCTTCGGCAAGCCGGCAGCCGGCGGCGGGTCCTGGGGCGCTGGACCGGTGG 
CGGGCTCAGCGCCGAGTCGCGGAGGGGCTCATGGCCCGGGGCCGGAGCCCGCGG 

40 CCGCCGCGGCACGCCGCGCAGAGCCCTGCAGGGAGCGCCCCGCCCGGCCCCGCT 
CGGCTCCGATCTGTCCGCCCGCCCGCGCGCGCTGGCTCGCTGGCTC 

SEQ ID NO: 422 

>6009 BLOOD gi|2281751|gb|U79666.1|HSU79666 Homo sapiens alphalA-voltage- 
45 dependent calcium channel mRNA, splice form BI-l-Vi-GGCAG, complete cds 

GGCTCGGCCCGGGCAGCCGCCTTCTGAGCCCCCGACCCGAGGCGCCGAGCCGCC 
GCCGCCCGATGGGCTGGGCCGTGGAGCGTCTCCGCAGTCGTAGCTCCAGCCGCC 
GCGCTCCCAGCCCCGGCAGCCTCAGCATCAGCGGCGGCGGCGGCGGCGGCGGCG 
GCGTCTTCCGCATCGTTCGCCGCAGCGTAACCCGGAGCCCTTTGCTCTTTGCAGA 
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ATGGCCCGCTTCGGAGACGAGATGCCGGCCCGCTACGGGGGAGGAGGCTCCGGG 
GCAGCCGCCGGGGTGGTCGTGGGCAGCGGAGGCGGGCGAGGAGCCGGGGGCAG 
CCGGCAGGGCGGGCAGCCCGGGGCGCAAAGGATGTACAAGCAGTCAATGGCGC 
AGAGAGCGCGGACCATGGCACTCTACAACCCCATCCCCGTCCGACAGAACTGCC 
5 TCACGGTTAACCGGTCTCTCTTCCTCTTCAGCGAAGACAACGTGGTGAGAAAATA 
CGCCAAAAAGATCACCGAATGGCCTCCCTTTGAATATATGATTTTAGCCACCATC 
ATAGCGAATTGCATCGTCCTCGCACTGGAGCAGCATCTGCCTGATGATGACAAGA 
CCCCGATGTCTGAACGGCTGGATGACACAGAACCATACTTCATTGGAATTTTTTG 
TTTCGAGGCTGGAATTAAAATCATTGCCCTTGGGTTTGCCTTCCACAAAGGCTCC 

1 0 TACTTGAGGAATGGCTGGAATGTCATGGACTTTGTGGTGGTGCTAACGGGCATCT 
TGGCGACAGTTGGGACGGAGTTTGACCTACGGACGCTGAGGGCAGTTCGAGTGC 
TGCGGCCGCTCAAGCTGGTGTCTGGAATCCCAAGTTTACAAGTCGTCCTGAAGTC 
GATCATGAAGGCGATGATCCCTTTGCTGCAGATCGGCCTCCTCCTATTTTTTGCAA 
TCCTTATTTTTGCAATCATAGGGTTAGAATTTTATATGGGAAAATTTCATACCACC 

1 5 TGCTTTGAAGAGGGGACAGATGACATTCAGGGTGAGTCTCCGGCTCCATGTGGG 
ACAGAAGAGCCCGCCCGCACCTGCCCCAATGGGACCAAATGTCAGCCCTACTGG 
GAAGGGCCCAACAACGGGATCACTCAGTTCGACAACATCCTGTTTGCAGTGCTG 
ACTGTTTTCCAGTGCATAACCATGGAAGGGTGGACTGATCTCCTCTACAATAGCA 
ACGATGCCTCAGGGAACACTTGGAACTGGTTGTACTTCATCCCCCTCATCATCAT 

20 CGGCTCCTTTTTTATGCTGAACCTTGTGCTGGGTGTGCTGTCAGGGGAGTTTGCCA 
AAGAAAGGGAACGGGTGGAGAACCGGCGGGCTTTTCTGAAGCTGAGGCGGCAA 
CAACAGATTGAACGTGAGCTCAATGGGTAGATGGAATGGATCTCAAAAGGAGAA 
GAGGTGATGCTGGCGGAGGAO?GAAA€TGAGGGGGAGGAGAGGCATCGCTTTGAT 
GGAGGTCTGCGGAGAACGAGGATAAAGAAAAGGAAGACAGATTTGCTGAAGGCG 

25 GAAGAGGCTGAGGATCAGCTGGCTGATATAGCCTCTGTGGGTTCTCCGTTCGCCC 
GAGCCAGCATTAAAAGTGCCAAGCTGGAGAACTCGACCTTTTTTCACAAAAAGG 
AGAGGAGGATGCGTTTCTACATCCGCCGCATGGTCAAAACTCAGGCCTTCTACTG 
GACTGTACTCAGTTTGGTAGCTCTCAACACGCTGTGTGTTGCTATTGTTCACTACA 
ACCAGCCCGAGTGGCTCTCCGACTTCCTTTACTATGCAGAATTCATTTTCTTAGGA 

30 CTCTTTATGTCCGAAATGTTTATAAAAATGTACGGGCTTGGGACGCGGCCTTACT 
TCCACTCTTCCTTCAACTGCTTTGACTGTGGGGTTATCATTGGGAGCATCTTCGAG 
GTCATCTGGGCTGTCATAAAACCTGGCACATCCTTTGGAATCAGCGTGTTACGAG 
CCCTCAGGTTATTGCGTATTTTCAAAGTCACAAAGTACTGGGCATCTCTCAGAAA 
CCTGGTCGTCTCTCTCCTCAACTCCATGAAGTCCATCATCAGCCTGTTGTTTCTCC 

35 TTTTCCTGTTCATTGTCGTCTTCGCCCTTTTGGGAATGCAACTCTTCGGCGGCCAG 
TTTAATTTCGATGAAGGGACTCCTCCCACCAACTTCGATACTTTTCCAGCAGCAA 
TAATGACGGTGTTTCAGATCCTGACGGGCGAAGACTGGAACGAGGTCATGTACG 
ACGGGATCAAGTCTCAGGGGGGCGTGCAGGGCGGCATGGTGTTCTCCATCTATTT 
CATTGTACTGACGCTCTTTGGGAACTACACCCTCCTGAATGTGTTCTTGGCCATCG 

40 CTGTGGACAATCTGGCCAACGCCCAGGAGCTCACCAAGGACGAGCAAGAGGAAG 
AAGAAGCAGCGAACCAGAAACTTGCCCTACAGAAAGCCAAGGAGGTGGCAGAA 
GTGAGTCCTCTGTCCGCGGCCAACATGTCTATAGCTGTGAAAGAGCAACAGAAG 
AATCAAAAGCCAGCCAAGTCCGTGTGGGAGCAGCGGACCAGTGAGATGCGAAA 
GCAGAACTTGCTGGCCAGCCGGGAGGCCCTGTATAACGAAATGGACCCGGACGA 

45 GCGCTGGAAGGCTGCCTACACGCGGCACCTGCGGCCAGACATGAAGACGCACTT 
GGACCGGCCGCTGGTGGTGGACCCGCAGGAGAACCGCAACAACAACACCAACA 
AGAGCCGGGCGGCCGAGCCCACCGTGGACCAGCGCCTCGGCCAGCAGCGCGCCG 
AGGACTTCCTCAGGAAACAGGCCCGCTACCACGATCGGGCCCGGGACCCCAGCG 
GCTCGGCGGGCCTGGACGCACGGAGGCCCTGGGCGGGAAGCCAGGAGGCCGAG 
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CTGAGCCGGGAGGGACCCTACGGCCGCGAGTCGGACCACCACGCCCGGGAGGGC 
AGCCTGGAGCAACCCGGGTTCTGGGAGGGCGAGGCCGAGCGAGGCAAGGCCGG 
GGACCCCCACCGGAGGCACGTGCACCGGCAGGGGGGCAGCAGGGAGAGCCGCA 
GCGGGTCCCCGCGCACGGGCGCGGACGGGGAGCATCGACGTCATCGCGCGCACC 
5 GCAGGCCCGGGGAGGAGGGTCCGGAGGACAAGGCGGAGCGGAGGGCGCGGCAC 
CGCGAGGGCAGCCGGCCGGCCCGGGGCGGCGAGGGCGAGGGCGAGGGCCCCGA 
CGGGGGCGAGCGCAGGAGAAGGCACCGGCATGGCGCTCCAGCCACGTACGAGG 
GGGACGCGCGGAGGGAGGACAAGGAGCGGAGGCATCGGAGGAGGAAAGAGAA 
CCAGGGCTCCGGGGTCCCTGTGTCGGGCCCCAACCTGTCAACCACCCGGCCAATC 

1 0 CAGCAGGACCTGGGCCGCCAAGACCCACCCCTGGCAGAGGATATTGACAACATG 
AAGAACAACAAGCTGGCCACCGCGGAGTCGGCCGCTCCCCACGGCAGCCTTGGC 
CACGCCGGCCTGCCCCAGAGCCCAGCCAAGATGGGAAACAGCACCGACCCCGGC 
CCCATGCTGGCCATCCCTGCCATGGCCACCAACCCCCAGAACGCCGCCAGCCGCC 
GGACGCCCAACAACCCGGGGAACCCATCCAATCCCGGCCCCCCCAAGACCCCCG 

1 5 AGAATAGCCTTATCGTCACCAACCCCAGCGGCACCCAGACCAATTCAGCTAAGA 
CTGCCAGGAAACCCGACCACACCACAGTGGACATCCCCCCAGCCTGCCCACCCC 
CCCTCAACCACACCGTCGTACAAGTGAACAAAAACGCCAACCCAGACCCACTGC 
CAAAAAAAGAGGAAGAGAAGAAGGAGGAGGAGGAAGACGACCGTGGGGAAGA 
CGGCCCTAAGCCAATGCCTCCCTATAGCTCCATGTTCATCCTGTCCACGACCAAC 

20 CCCCTTCGCCGCCTGTGCCATTACATCCTGAACCTGCGCTACTTTGAGATGTGCAT 
CCTCATGGTCATTGCCATGAGCAGCATCGCCCTGGCCGCCGAGGACCCTGTGCAG 
; iGCGiAAGGGAGGTGGGAACAACG^GGTGGGATACTTTGACTACGTTTTTACAGGCG ' 

i .•: .TCTTTACGTTTGAGATGGTGATGAAGASGATTGAGCTGGGGGTGGTGCTGGATGA \, 

■■■■■< ?■ x GGGTGGCTAGTTCGGTGACCTGTGGAATATTCTCGACTTCATAGTGGTGAGTGGG 

25 GCCCTGGTAGCCTTTGCCTTCACTGGCAATAGCAAAGGAAAAGACATCAACAGG 
ATTAAATCCCTCCGAGTCCTCCGGGTGCTACGACCTCTTAAAACCATCAAGCGGC 
TGCCAAAGCTCAAGGCTGTGTTTGACTGTGTGGTGAACTCACTTAAAAACGTCTT 
CAACATCCTCATCGTCTACATGCTATTCATGTTCATCTTCGCCGTGGTGGCTGTGC 
AGCTCTTCAAGGGGAAATTCTTCCACTGCACTGACGAGTCCAAAGAGTTTGAGAA 

30 AGATTGTCGAGGCAAATACCTCCTCTACGAGAAGAATGAGGTGAAGGCGCGAGA 
CCGGGAGTGGAAGAAGTATGAATTCCATTACGACAATGTGCTGTGGGCTCTGCTG 
ACCCTCTTCACCGTGTCCACGGGAGAAGGCTGGCCACAGGTCCTCAAGCATTCGG 
TGGACGCCACCTTTGAGAACCAGGGCCCCAGCCCCGGGTACCGCATGGAGATGT 
CCATTTTCTACGTCGTCTACTTTGTGGTGTTCCCCTTCTTCTTTGTCAATATCTTTG 

35 TGGCCTTGATCATCATCACCTTCCAGGAGCAAGGGGACAAGATGATGGAGGAAT 
ACAGCCTGGAGAAAAATGAGAGGGCCTGCATTGATTTCGCCATCAGCGCCAAGC 
CGCTGACCCGACACATGCCGCAGAACAAGCAGAGCTTCCAGTACCGCATGTGGC 
AGTTCGTGGTGTCTCCGCCTTTCGAGTACACGATCATGGCCATGATCGCCCTCAA 
CACCATCGTGCTTATGATGAAGTTCTATGGGGCTTCTGTTGCTTATGAAAATGCC 

40 CTGCGGGTGTTCAACATCGTCTTCACCTCCCTCTTCTCTCTGGAATGTGTGCTGAA 
AGTCATGGCTTTTGGGATTCTGAATTATTTCCGCGATGCCTGGAACATCTTCGACT 
TTGTGACTGTTCTGGGCAGCATCACCGATATCCTCGTGACTGAGTTTGGGAATAA 
CTTCATCAACCTGAGCTTTCTCCGCCTCTTCCGAGCTGCCCGGCTCATCAAACTTC 
TCCGTCAGGGTTACACCATCCGCATTCTTCTCTGGACCTTTGTGCAGTCCTTCAAG 

45 GCCCTGCCTTATGTCTGTCTGCTGATCGCCATGCTCTTCTTCATCTATGCCATCAT 
TGGGATGCAGGTGTTTGGTAACATTGGCATCGACGTGGAGGACGAGGACAGTGA 
TGAAGATGAGTTCCAAATCACTGAGCACAATAACTTCCGGACCTTCTTCCAGGCC 
CTCATGCTTCTCTTCCGGAGTGCCACCGGGGAAGCTTGGCACAACATCATGCTTT 
CCTGCCTCAGCGGGAAACCGTGTGATAAGAACTCTGGCATCCTGACTCGAGAGT 
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GTGGCAATGAATTTGCTTATTTTTACTTTGTTTCCTTCATCTTCCTCTGCTCGTTTC 
TGATGCTGAATCTCTTTGTCGCCGTCATCATGGACAACTTTGAGTACCTCACCCG 
AGACTCCTCCATCCTGGGCCCCCACCACCTGGATGAGTACGTGCGTGTCTGGGCC 
GAGTATGACCCCGCAGCTTGCGGTCGGATTCATTATAAGGATATGTACAGTTTAT 
5 TACGAGTAATATCTCCCCCTCTCGGCTTAGGCAAGAAATGTCCTCATAGGGTTGC 
TTGCAAGCGGCTTCTGCGGATGGACCTGCCCGTCGCAGATGACAACACCGTCCAC 
TTCAATTCCACCCTCATGGCTCTGATCCGCACAGCCCTGGACATCAAGATTGCCA 
AGGGAGGAGCCGACAAACAGCAGATGGACGCTGAGCTGCGGAAGGAGATGATG 
GCGATTTGGCCCAATCTGTCCCAGAAGACGCTAGACCTGCTGGTCACACCTCACA 

1 0 AGTCC ACGGACCTC ACCGTGGGGAAGATCTACGC AGCC ATGATGATC ATGGAGT 
ACTACCGGCAGAGCAAGGCCAAGAAGCTGCAGGCCATGCGCGAGGAGCAGGAC 
CGGACACCCCTCATGTTCCAGCGCATGGAGCCCCCGTCCCCAACGCAGGAAGGG 
GGACCTGGCCAGAACGCCCTCCCCTCCACCCAGCTGGACCCAGGAGGAGCCCTG 
ATGGCTCACGAAAGCGGCCTCAAGGAGAGCCCGTCCTGGGTGACCCAGCGTGCC 

1 5 CAGGAGATGTTCC AGAAGACGGGC ACATGGAGTCCGGAAC AAGGCCCCCCTACC 
GACATGCCCAACAGCCAGCCTAACTCTCAGTCCGTGGAGATGCGAGAGATGGGC 
AGAGATGGCTACTCCGACAGCGAGCACTACCTCCCCATGGAAGGCCAGGGCCGG 
GCTGCCTCCATGCCCCGCCTCCCTGCAGAGAACCAGAGGAGAAGGGGCCGGCCA 
CGTGGGAATAACCTCAGTACCATCTCAGACACCAGCCCCATGAAGCGTTCAGCCT 

20 CCGTGCTGGGCCCCAAGGCCCGACGCCTGGACGATTACTCGCTGGAGCGGGTCC 
CGCCCGAGGAGAACCAGCGGCACCACCAGCGGCGCCGCGACCGCAGCCACCGCG 

, : U r^GGT€TGAGCGGTGCCTGGGCGGCT?AeAGCGATGTGGACACAGGCTTGGGGACAG 
; L'AGGTGAGGATGACCACGGAATsGGGGGGAGCTGCCGTGGAAGGAGGGGGAGGAGG; 
< K/. ■ AGGGGGGCCGGGCCAAGGATGGGAAGCATCGACAGCACCAGCACGAGGAGGACC 

25 AGCACCACCATCCCCCGCCCCCCGACAAGGACCGCTATGCCCAGGAACGGCCGG 
ACCACGGCCGGGCACGGGCTCGGGACCAGCGCTGGTCCCGCTCGCCCAGCGAGG 
GCCGAGAGCACATGGCGCACCGGCAGGGCAGTAGTTCCGTAAGTGGAAGCCCAG 
CCCCCTCAACATCTGGTACCAGCACTCCGCGGCGGGGCCGCCGCCAGCTCCCCCA 
GACCCCCTCCACCCCCCGGCCACACGTGTCCTATTCCCCTGTGATCCGTAAGGCC 

30 GGCGGCTCGGGGCCCCCGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAGGC 
GGTGGCCAGGCCGGGCCGGGCGGCCACCAGCGGCCCTCGGAGGTACCCAGGCCC 
CACGGCCGAGCCTCTGGCCGGAGATCGGCCGCCCACGGGGGGCCACAGCAGCGG 
CCGCTCGCCCAGGATGGAGAGGCGGGTCCCAGGCCCGGCCCGGAGCGAGTCCCC 
CAGGGCCTGTCGACACGGCGGGGCCCGGTGGCCGGCATCTGGCCCGCACGTGTC 

35 CGAGGGGCCCCCGGGTCCCCGGCACCATGGCTACTACCGGGGCTCCGACTACGA 
CGAGGCCGATGGCCCGGGCAGCGGGGGCGGCGAGGAGGCCATGGCCGGGGCCT 
ACGACGCGCCACCCCCCGTACGACACGCGTCCTCGGGCGCCACCGGGCGCTCGC 
CCAGGACTCCCCGGGCCTCGGGCCCGGCCTGCGCCTCGCCTTCTCGGCACGGCCG 
GCGACTCCCCAACGGCTACTACCCGGCGCACGGACTGGCCAGGCCCCGCGGGCC 

40 GGGCTCCAGGAAGGGCCTGCACGAACCCTACAGCGAGAGTGACGATGATTGGTG 
CTAAGCCCGGGCGAGGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGA 
GGGGGGGCCCGGTACCAATTCGCCCTATAGTGAGTCGTATTA 

SEQ ID NO: 423 

45 >6010 BLOOD Hs.75794 gnllUG|Hs#S2650864 Homo sapiens cDNA FLJ12746 fis, clone 
NT2RP2000842, highly similar to Human lysophosphatidic acid receptor homolog mRNA 
/cds=UNKNOWN /gb=AK022808 /gi=l 0434421 /ug=Hs.75794 /len=2687 
ACGGCGCGCTGGGCTCACACTGTCCCGCCGCGGACGGGCTTTGTGGTTGGGGGC 
GCGCGTGCGAGTGCCAGTGAGAGTGTGGGTGCGCGCTGTGGGCCGCGGCGCGGG 
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TGGGTGGCCGTGCGTTCTTGCGAGCCGGCCTGCAGGAGGCGAGGCTCCCCTGGCC 
TCCCGCACCCAGCGGCGGACCGAGCCCCTGGAGGGAAGTTGCCGCAGCCGCCCG 
GGCCGCCGGCCCTCCTGTCCCGCGCCAGGTACACAGCTTCTCCTAGCATGACTTC 
GATCTGATCAGCAAACAAGAAAATTTGTCTCCCGTAGTTCTGGGGCGTGTTCACC 
5 ACCTACAACCACAGAGCTGTCATGGCTGCCATCTCTACTTCCATCCCTGTAATTTC 
ACAGCCCCAGTTCACAGCCATGAATGAACCACAGTGCTTCTACAACGAGTCCATT 
GCCTTCTTTTATAACCGAAGTGGAAAGCATCTTGCCACAGAATGGAACACAGTCA 
GCAAGCTGGTGATGGGACTTGGAATCACTGTTTGTATCTTCATCATGTTGGCCAA 
CCTATTGGTCATGGTGGCAATCTATGTCAACCGCCGCTTCCATTTTCCTATTTATT 

1 0 ACCTAATGGCTAATCTGGCTGCTGCAGACTTCTTTGCTGGGTTGGCCTACTTCTAT 
CTCATGTTCAACACAGGACCCAATACTCGGAGACTGACTGTTAGCACATGGCTCC 
TTCGTCAGGGCCTCATTGACACCAGCCTGACGGCATCTGTGGCCAACTTACTGGC 
TATTGCAATCGAGAGGCACATTACGGTTTTCCGCATGCAGCTCCACACACGGATG 
AGCAACCGGCGGGTAGTGGTGGTCATTGTGGTCATCTGGACTATGGCCATCGTTA 

1 5 TGGGTGCTATACCC AGTGTGGGCTGGAACTGTATCTGTGATATTGAAAATTGTTC 
CAACATGGCACCCCTCTACAGTGACTCTTACTTAGTCTTCTGGGCCATTTTCAACT 
TGGTGACCTTTGTGGTAATGGTGGTTCTCTATGCTCACATCTTTGGCTATGTTCGC 
CAGAGGACTATGAGAATGTCTCGGCATAGTTCTGGACCCCGGCGGAATCGGGAT 
ACCATGATGAGTCTTCTGAAGACTGTGGTCATTGTGCTTGGGGCCTTTATCATCTG 

20 CTGGACTCCTGGATTGGTTTTGTTACTTCTAGACGTGTGCTGTCCACAGTGCGACG 
TGCTGGCCTATGAGAAATTCTTCCTTCTCCTTGCTGAATTCAACTCTGCCATGAAC 

. l GG(3ATCATTTAGTCCTAeCGCGACAAAGAAATGAGGGCCACCTTTAGG€AGATGC . 
«. IsGTGCTGGCAGGGCAGXGAGiVAGCCCACCGGCCCCACAGAAGGSSGAGAGCGCT. . } 
■"u- : GGGGTTCCTCCCTGAAGGAGACCATCTTGGGTGGAGTTCAGAGCAATGACGACTC n 

25 1 TGTGGTTTAGAACGGAAACTGAGATGAGGAAGCAGCCGTGGTCTCTTGGAGGAT 
AAACAGCCTCCCCCTACCCAATTGCCAGGGCAAGGTGGGGTGTGAGAGAGGAGA 
AAAGTCAACTCATGTACTTAAACACTAACCAATGACAGTATTTGTTCCTGGACCC 
CACAAGACTTGATATATATTGAAAATTAGCTTATGTGACAACCCTCATCTTGATC 
CCCATCCCTTCTGAAAGTAGGAAGTTGGAGCTCTTGCAATGGAATTCAAGAACAG 

30 ACTCTGGAGTGTCCATTTAGACTACACTAACTAGACTTTTAAAAGATTTTGTGTG 
GTTTGGTGCAAGTCAGAATAAATTCTGGCTAGTTGAATCCACAACTTCATTTATA 
TACAGGCTTCCCTTTTTTATTTTTAAAGGATACGTTTCACTTAATAAACACGTTTA 
TGCCTATCAGCATGTTTGTGATGGATGAGACTATGGACTGCTTTTAAACTACCAT 
AATTCCATTTTTTCCCTTACATAGGAAAACTGTAAGTTGGAATTATCTTTTGTTTA 

35 GAAAGCATGCATGTAATGTATGTATGCAGTATGCCTTACTTAAAAAGATTAAAAG 
GATACTAATGTTAAATCTTCTAGGAAATAGAACCTAGACTTCAAAGCCAGTATTT 
GTTTAGGTCATGAAGCAAACAATGCTCTAATCACAATATTAACTGTTTAATTAAA 
ATGTTGTAACAAGTATAAAACAGGGAATGTAAGTTTATTACCAAAGTGATATGTA 
TTCCAAAAAAGTCATAGAAGATGAAGCACTATAATATTGTTCCCATATATTTAAA 

40 ATACCCAAGTACATTCTAATTACCAGTATATCAGAGGAAAATTTTCGTAGTCTTT 
GTAAAATAATATACTCATCATAGAAAACTTGAAAAATGCAGAAATGTATAAAAA 
AGCAAAAATGATTACTGATAATATCACAACCCAGAAGTAACCACCTTTAAAAAG 
CAACCCCCATGTATGCCTATATGTGTATTGTATACTTTTTTTACATAATTGGAGTC 
ATACTGTAAACAGTTTTATAAGTAGATCTTTTTCATTGCAAAATTGCCACATTTTC 

45 TTATGGCATTAAAAATTTTACAAAAACATAATTTTAATGGCTATATTATATTCCAT 
TTAATGGATGCAACTCAGTTTATTTAACCATTCCCATGTTGTTAACTATTTAGGTT 
GTTTCTAATTTTCATTATTATAAAGTTGCAGAAATTTGGTGT 
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SEQ ID NO: 424 

>6044 BLOOD 1089570.2 L35539 g577412 Human G-protein-coupled receptor (GPR1) 
gene, complete cds. 0 

GATAAAAGTGGAATGAGGAATGCAGCCGTTCTGAACACCACCCTCCATTTCATTC 
5 TGGAACCGGGAAGGTACACCCAGGCATGACAATAGCTTCTCTCCTCACAGAAAT 
TTAACTGATTTCTTCATTCTCCATTTAGCAAGGTCATGGAAGATTTGGAGGAAAC 
ATTATTTGAAGAATTTGAAAACTATTCCTATGACCTAGACTATTACTCTCTGGAGT 
CTGATTTGGAGGAGAAAGTCCAGCTGGGAGTTGTTCACTGGGTCTCCCTGGTGTT 
ATATTGTTTGGCTTTTGTTCTGGGAATTCCAGGAAATGCCATCGTCATTTGGTTCA 

1 0 CGGGGTTC AAGTGGAAGAAGACAGTCACCACTCTGTGGTTCCTCAATCTAGCCAT 
TGCGGATTTCATTTTTCTTCTCTTTCTGCCCCTGTACATCTCCTATGTGGCCATGAA 
TTTCCACTGGCCCTTTGGCATCTGGCTGTGCAAAGCCAATTCCTTCACTGCCCAGT 
TGAACATGTTTGCCAGTGTTTTTTTCCTGACAGTGATCAGCCTGGAGCACTATATT 
CACTTGATCCATCCTGTCTTATCTCATCGGCATCGAAACCTCAAGAACTCTCTGAT 

15 TGTCATTATAT 

SEQ ID NO: 425 

>6051 BLOOD gi|762887|gb|U16953.1|HSU16953 Human potassium channel beta3 subunit 
mRNA, complete cds 

20 GCAAGATACAGTGAGTCTTAAAGTTAAGCACCGTGCAATTAGCTTTGCTTCCTTG 
GGTTTTTGAAACATGCATCTGTATAAACCTGCCTGTGCAGACATCCCGAGCCCCA 
• :;^AGCTGXX5TCTGGeAAAATG.CAGTGAATCGGCTCTAAAATGrAGATGGGACGTAG^ > 
c ' >* h . . «: ^AGTGAGGAAGAGTG AGGGTCAGGCGGCCTGCAAACCTGTGAGGCCGAGTGGAG \i- 
= CAGCGGAACAGAAATATGTGGAAAAGTTTGTACGTGTTGATGGAATTTCGTmGGA 

25 GGAAACCACCAGAGCAGAGACGGGCATGGCATAGAGGAATCTTGGAAAATCAG 
GACTCAGAGTTTCTTGCTTGGGTCTTGGAACATGGGTGACATTTGGAGGTCAAAT 
TTCAGATGAGGTTGCTGAACGGCTGATGACCATCGCCTATGAAAGTGGTGTTAAC 
CTCTTTGATACTGCCGAAGTCTATGCTGCTGGAAAGGCTGAAGTGATTCTGGGGA 
GCATCATCAAGAAGAAAGGCTGGAGGAGGTCCAGTCTGGTCATAACAACCAAAC 

30 TCTACTGGGGTGGAAAAGCTGAAACAGAAAGAGGGCTGTCAAGAAAGCATATTA 
TTGAAGGATTGAAGGGCTCCCTCCAGAGGCTGCAGCTCGAGTATGTGGATGTGGT 
CTTTGCAAATCGACCGGACAGTAACACTCCCATGGAAGAAATTGTCCGAGCCAT 
GACACATGTGATAAACCAAGGCATGGCGATGTACTGGGGCACCTCGAGATGGAG 
TGCTATGGAGATCATGGAAGCCTATTCTGTAGCAAGACAGTTCAATATGATCCCA 

35 CCGGTCTGTGAACAAGCTGAGTACCATCTTTTCCAGAGAGAGAAAGTGGAGGTC 
CAGCTGCCAGAGCTCTACCACAAAATAGGTGTTGGCGCAATGACATGGTCTCCAC 
TTGCCTGTGGAATCATCTCAGGAAAATACGGAAACGGGGTGCCTGAAAGTTCCA 
GGGCTTCACTGAAGTGCTACCAGTGGTTGAAAGAAAGAATTGTAAGTGAAGAAG 
GGAGAAAACAGCAAAACAAGCTAAAAGACCTTTCCCCAATTGCGGAGCGTCTGG 

40 GATGCACACTACCTCAGCTAGCTGTTGCGTGGTGCCTGAGAAATGAAGGTGTGA 
GTTCTGTGCTCCTGGGATCATCCACTCCTGAACAACTCATTGAAAACCTTGGTGC 
CATTCAGGTTCTCCCAAAGATGACATCACATGTGGTAAATGAGATTGATAACATA 
CTGCGCAACAAGCCCTACAGCAAGAAGGACTATAGATCATAAGGCAATGCATGA 
ACCACAGAAGCTGCATGGTTAAAATAGCGGCCTGTGCCCAGTACAGAAAGGTGT 

45 TACTAACCAGTCTTTTGAATCACTTAGCAGCTTGCTGCAACCTCTAGTGTCCCTCC 
CTGGATTCTTTGAGGTGTCTGACTGTCGCTACCACTGTGCACATCTGAAAACTCA 
CAACCAAGAAAATCCATTCTATTTTCTTATCTTGGACTGGAGTCACCTATTATTGC 
ATTGCTGTATACACCTCATGCTTATGCAATGGG 
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SEQ ID NO: 426 

>61 17 BLOOD 197754.2 U673 1 9 gl 894912 Human Lice2 beta cysteine protease mRNA, 
complete cds. 0 

GACTTCAATCATCACCCAAATGTTGCTAACTCCCAAAGGCCTGCCTCCATCCAGA 
5 CCTATCTTCCAGAGCTCCCCACTCACAGGCACAGGAGTCACTACGTCAGCATTTA 
CTGTGTACCGTTTTAGGGGCTGGTCTGCAGTGAACCAGACTGCCTGTGTCCATGG 
AGCTTAGAAGAAGTGGGAAGAGCATTATCAGGCTACGAAGACAGAGTGGGGTA 
AAACAGCAGAGATCAATGAGATCAGAGCACACCCTCGGAGGAAGGGATACATG 
ACAAATGCCTGAACGGAGAGAGGGAGTGAACTGTGCAAACACACAGCCAGGAG 

1 0 TTTTCCAAGGACAGGGAGGAGAAAGTATAAGGCCTGCTGTACCCTCGATGCAAA 
ACATGAGAAAGCCGACTGTGCCAGTCCCAGCCGCCCTACCGCCGTGGGAACGAT 
GCTGTAATGGACTGTGTTGGTTGGCCTCCAGGCAGGAAGTGGCACTTGGAAAAG 
AACACCAGCTGCGGTGGTAGCAGTGGGATTTGTGCTTCTTATGTTACCCAGATGG 
CAGATGATCAGGGCTGTATTGAAGAGCAGGGGGTTGAGGATTCAGCAAATGAAG 

1 5 ATTCAGTGGATGCT AAGCCAGACCGGTCCTCGTTTGTACCGTCCCTCTTCAGTAA 
GAAGAAGAAAAATGTCACCATGCGATCCATCAAGACCACCCGGGACCGAGTGCC 
TACATATCAGTACAACATGAATTTTGAAAAGCTGGGCAAATGCATCATAATAAA 
CAACAAGAACTTTGATAAAGTGACAGGTATGGGCGTTCGAAACGGAACAGACAA 
AGATGCCGAGGCGCTCTTCAAGTGCTTCCGAAGCCTGGGTTTTGACGTGATTGTC 

20 TATAATGACTGCTCTTGTGCCAAGATGCAAGATCTGCTTAAAAAAGCTTCTGAAG 
AGGACCATACAAATGCCGCCTGCTTCGCCTGCATCCTCTTAAGCCATGGAGAAGA 
..' > AAA^GTAATTTATGGGAAAGATGGTGTCACACeAATAAAGGATTTGACAGGGGA 
. ■ ' • GTTTAGGGGGGATAGATGGAAAACCGTTTTAGAGAAAGCCAAAGTCTTGTTGATT-' 
' : GAGGGTTGGCGAGGGACGGAGCTTGATGATGGCA^GC AGGCCGAGTGGGGGGCC 

25 ATCAATGACACAGATGCTAATGCTCGATACAAGATCCCAGTGGAAGCTGACTTCC 
TCTTCGCCTATTCCACGGTTCCAGGCTATTACTCGTGGAGGAGCCCAGGAAGAGG 
CTCCTGGTTTGTGCAAGCCCTCTGCTCCATCCTGGAGGAGCACGGAAAAGACCTG 
GAAATCATGCAGATCCTCACCAGGGTGAATGACAGAGTTGCCAGGCACTTTGAG 
TCTCAGTCTGATGACCCACACTTCCATGAGAAGAAGCAGATCCCCTGTGTGGTGT 

30 CCATGCTCACCAAGGAACTCTACTTCAGTCAATAGCCATATCAGGGGTACATTCT 
AGCTGAGAAGCAATGGGTCACTCATTAATGAATCACATTTTTTTATGCTCTTGAA 
ATATTCAGAAATTCTCCAGGATTTTAATTTCAGGAAAATGTATTGATTCAACAGG 
GAAGAAACTTTCTGGTGCTGTCTTTTGTTCTCTGAATTTTCAGAGACTTTTTTTAT 
AATGTTATTCATTTGGTGACTGTGTAACTTTCTCTTAAGATTAATTTTCTCTTTGTA 

35 TGTCTGTTACCTTGTTAATAGACTTAATACATGCAACAGAAGTGACTTCTGGAGA 
AAGCTCATGGCTGTGTCCACTGCAATTGGTGGTAACAGTGGTAGAGTCATGTGTG 
CACTTGGCAAAAAGAATCCCAATGTTTGACAAAACACAGCCAAGGGGATATTTA 
CTGCTCTTTATTGCAGAATGTGGGTATTGAGTGTGATTTGAATGATTTTTCATTGG 
CTTAGGGCAGATTTTCATGCAAAAGTTCTCATATGAGTTAGAGGAGAAAAAGCTT 

40 AATGATTCTGATATGTATCCATCAGGATCCAGTCTGGAAAACAGAAACCATTCTA 
GGTGTTTCAACAGAGGGAGTTTAATACAGGAAATTGACTTACATAGATGATAAA 
AGAGAAGCCAAACAGCAAGAAGCTGTTACCACACCCAGGGCTATGAGGATAATG 
GGAAGAGGTTTGGTTTCCTGTGTCCAGTAGTGGGATCATCCAGAGGAGCTGGAA 
CCATGGTGGGGGCTGCCTAGTGGGAGTTAGGACCACCAATGGATTGTGGAAAAT 

45 GGAGCCATGACAAGAACAAAACCACTGACTGAGATGGAGTGAGCTGAGACAGA 
TAAGAGAATACCTTGGTCTCACCTATCCTGCCCTCACATCTTCCACCAGCACCTTA 
CTGCCCAGGCCTATCTGGAAGCCACCTCACCAAGGACCTTGGAAGAGCAAGGGA 
CAGTGAGGCAGGAGAAGAACAAGAAATGGATGTAAGCCTGGCCCATAATGTGA 
ACATAAGTAATCACTAATGCTCAACAATTTATCCATTCAATCATTTATTCATTGGG 
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TTGTCAGATAGTCTATGTATGTGTAAAACAATCTGTTTTGGCTTTATGTGCAAAAT 
CTGTTATAGCTTTAAAATATATCTGGAACTTTTTAGATTATTCCAAGCCTTATTTT 
GAGTAAATATTTGTTACTTTTAGTTCTATAAGTGAGGAAGAGTTTATGGCAAAGA 
TTTTTGGCACTTTGTTTTCAAGATGGTGTTATCTTTTGAATTCTTGATAAATGACT 
5 GTTTTTTTCTGCCTAATAGTAACTGGTTAAAAAACAAATGTTCATATTTATTGATT 
AAAAATGTGGTTGCTTAATTCCT 

SEQ ID NO: 427 

>6121 BLOOD 138709.5 U40992 g603121 1 Human heat shock protein hsp40 homolog 

10 mRNA, complete cds. 0 

GGAGGCTGTCTCCTGTGTAGTGTATATTTATCTGTAAGTGAGCCGTTGGGGAAGG 
ATTGAATACAGAGACGCTGTCTGCTTGCTGCCTTAAGACAGCTAGCTGAATTGCT 
GATTAACTTTTAAAATACCCAGCTTGGTTTATTTTTCTTAGAATCTGTTGCTAAGA 
CTGGGGACGCTGTTTTCTTTTACAAAGGGAAATCTAAGTTAATTTCAAGGCATTC 

1 5 GAAATGGGGAAAGACTATTATTGC ATTTTGGGAATTGAGAAAGGAGCTTC AGAT 
GAAGATATTAAAAAGGCTTACCGAAAACAAGCCCTCAAATTTCATCCGGACAAG 
AACAAATCTCCTCAGGCAGAGGAAAAATTTAAAGAGGTCGCAGAAGCTTATGAA 
GTATTGAGTGATCCTAAAAAGAGAGAAATATATGATCAGTTTGGGGAGGAAGGG 
TTGAAAGGAGGAGCAGGAGGTACTGATGGACAAGGAGGTACCTTCCGGTACACC 

20 TTTCATGGCGATCCTCATGCTACATTTGCTGCATTTTTCGGAGGGTCCAACCCCTT 
TGAAATTTTCTTTGGAAGACGAATGGGTGGTGGTAGAGATTCTGAAGAAATGGA 
, r ' v . v :AATAGATGGTGATeCTTT.TAGTG0OTTTGGTTTGAGGATGAATGGATATGC/y\GA 
• ... &GACAGGAATTCTGTGGGGCCATGGCGCGCCGAAACAAGATCGTGCAGTTATTCATG 
; • - v - . ^.AAGTTAGAGTATCACTTGAAGAGATATATAGTGGTTGTACCAAAGGGATGAAGA 

25 TTTCTCGAAAAAGGCTAAACGCTGATGGAAGGAGTTACAGATCTGAGGACAAAA 
TTCTTACCATTGAGATTAAAAAAGGGTGGAAAGAAGGCACCAAAATTACTTTTCC 
AAGAGAAGGAGATGAAACACCAAATAGTATTCCAGCAGACATTGTTTTTATCATT 
AAAGACAAAGATCATCCAAAATTTAAAAGGGATGGATCAAATATAATTTATACT 
GCTAAAATTAGTTTACGAGAGGCATTGTGTGGCTGCTCAATTAATGTACCAACAC 

30 TGGATGGAAGAAACATACCTATGTCAGTAAATGATATTGTGAAACCCGGAATGA 
GGAGAAGAATTATTGGATATGGGCTGCCATTTCCAAAAAATCCTGACCAACGTG 
GTGACCTTCTAATAGAATTTGAGGTGTCCTTCCCAGATACTATATCTTCTTCATCC 
AAAGAAGTACTTAGGAAACATCTTCCTGCCTCATAGAATGAAGAACTTTGTTACA 
CATATTTTGATAAGGCACTGAAAATATAAAAGGACTGGTAGTTTACTGATGTAGA 

35 TGTGAATTCTGTATAAAGATGTGTAAATTCTTTTGAGGGTTCATTAAATTGCATG 
AATAGAGACGGGTCAAATAAATAGGCAAAAGGGATTTTTACAGTTAGAGATAAA 
AGAGAAAACCATTCACTGTATTTTATTTCATTTCTCCTGATTCAGATATTTTTAGT 
AATTTGCTTATATGTAAAAGTTGTTTTTGTGGAGTCAGTGGATATATTTCTAATGA 
AGTGCTAGACTATCCAATTACTTAATTTCTTATACCTTTAGATAATCAGTATGAAA 

40 AGTTCCCATTTATAATGGAAATGAAAATTCTTAACTAAACTATACATGTAATATG 
TATTTCTAGAAGAGAATAAAAACCCAAGTCAGTTATTAGATTTAAATCACCTTCT 
GAAATGCTGCTATAGGGCTGGTATCTGTAAAAGAATATCCTGATGCATCTGTTTC 
ACCATTTTGATTTTTAAAGTATGCTGTAGCATTTCTTAATAACATCGTTGTGATGT 
TCTTAAGGCAGATCTTTCTTCATAAAAAGGAAAGTAATGGCAATTTCTCTCCTGT 

45 GGAAATCCCAATTGCTTGAATTACTGATATTTTAGAATAGACTTTTTAAAATGCC 
ATATGTAATTTTATGCAAGTTGACTATATATCTTGTACTTAATAAATTATAGGCTC 
ATTTTGTTCTCTGCTAGTTTAAAGTAATTCGTTTAATAATAGATGTGTTTTTAGAG 
GAAATGCTGTTACTTGGAATTAATTTTCCAGTTATACAGTCTTCTATAACTTACTA 
ATAATATTCTATATGTACTTTATGTAATTTCCCTAAAAAGAATGAACTACCACTA 
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CACTATGGTGTTAAACCAAAATATAGGGAAAATAAACACTAACTGCTGCTTATG 
GATAATGTTGCAACTACTTGTTATGCATATAAATATTTTACTTTTTCACATGTATA 
GATTGCATTTCTTAGGTGTTTTAATTTTTTAAATATATTTATGTTTTAAAAATTTAG 
TTTTGTTTTCTGTTTTATAACTATAGTGAGAATGATGTTTTGAAGCAAAATTTTTG 
5 GTTATAAAATAGTTTTCAGGATTATATATATATATACTGGATCCTATCGCCTTTTA 
GTAGAATATGAAATATTCTTTTAGAAATCCAATATAAATAGGTTATAATAGCCAT 
ATTCTTTATTACTTTATTGAGATATAATTTACATGCCATAAAGTTTACCCTTAAAA 
TAGATAATTCAGTGGTTTTTAGTGATATTTACAAAGTGGTACAATCATCATCACTT 
TCTAATTCCAGAATATT 

10 

SEQ ID NO: 428 

>6133 BLOOD 474194.5 M88279 gl 86389 Human immunophilin (FKBP52) mRNA 
complete cds. 0 

GCCGCGTGCAGAGGTGCTCAAGCCTCCTGCGCGGTCCGCAGTCAGTGCCGCCGC 

1 5 GCCCGGCCTCCCGCACGCCCCGCAGGTAGCGCCCCCGCCCGCGGCCCAGAGTGC 
GCTCGCGCCGGCACCAGCTCCCGGATAAACGGCGCGCCGCGCGGAGATGACAGC 
CGAGGAGATGAAGGCGACCGAGAGCGGGGCGCAGTCGGCGCCGCTGCCCATGG 
AGGGAGTGGACATCAGCCCCAAACAGGACGAAGGCGTGCTGAAGGTCATCAAG 
AGAGAGGGCACAGGTACAGAGATGCCCATGATTGGGGACCGAGTCTTTATCCAC 

20 TACACTGGCTGGGCTATTAGATGGCACAAAGTTTGACTCCAGTCTGGATCGCAAG 
GACAAATTCTCCTTTGACCTGGGAAAAGGGGAGGTCATCAAGGCTTGGGACATT 
"J > V? \. •GCeATAGCCACCATGAAGGTGGGGGAGGTGTGGseACATCACCTGCAAACCAGAA 

'-v.' :• . TA3EGCCTAGGGTTGAGGAGGCAG!rGGT€GAAAGATTGGGGCCAATGG.GACGGTTG " 
: . v 'i TATTTGAGGTGGAGTTGTTTGAGTTTAAGGGAGAAGATGTGACGGAAGAGGAAG 

25 ATGGCGGAATCATTCGCAGAATACAGACTCGCGGTGAAGGCTATGCTAAGCCCA 
ATGAGGGTGCTATCGTGGAGGTTGCACTGGAAGGGTACTACAAGGACAAGCTCT 
TTGACCAGCGGGAGCTCCGCTTTGAGATTGGCGAGGGGGAGAACCTGGATCTGC 
CTTATGGTCTGGAGAGGGCCATTCAGCGCATGGAGAAAGGAGAACATTCCATCG 
TGTACCTCAAGCCCAGCTATGCTTTTGGCAGTGTTGGGAAGGAAAAGTTCCAAAT 

30 CCCACCAAATGCTGAGCTGAAATATGAATTACACCTCAAGAGTTTTGAAAAGGC 
CAAGGAGTCTTGGGAGATGAATTCAGAAGAGAAGCTGGAACAGAGCACCATAGT 
GAAAGAGCGGGGCACTGTGTACTTCAAGGAAGGTAAATACAAGCAAGCTTTACT 
ACAGTATAAGAAGATCGTGTCTTGGCTGGAATATGAGTCTAGTTTTTCCAATGAG 
GAAGCACAGAAAGCACAGGCCCTTCGACTGGCCTCTCACCTCAACCTGGCCATGT 

35 GTCATCTGAAACTACAGGCCTTCTCTGCTGCCATTGAAAGCTGTAACAAGGCCCT 
AGAACTGGACAGCAACAACGAGAAGGGCCTCTTCCGCCGGGGAGAGGCCCACCT 
GGCCGTGAATGACTTTGAACTGGCACGGGCTGATTTCCAGAAGGTCCTGCAGCTC 
TACCCCAACAACAAAGCCGCCAAGACCCAGCTGGCTGTGTGCCAGCAGCGGATC 
CGAAGGCAGCTTGCCCGGGAGAAGAAGCTCTATGCCAATATGTTTGAGAGGCTG 

40 GCTGAGGAGGAGAACAAGGCCAAGGCAGAGGCTTCCTCAGGAGACCATCCCACT 
GACACAGAGATGAAGGAGGAGCAGAAGAGCAACACGGCAGGGAGCCAGTCTCA 
GGTGGAGACAGAAGCATAGCCCCTCTCCACCAGCCCTACTCCTGCGGCTGCCTGC 
CCCCCAGTCTCCCCACTCCACCCTGTTAGTTTTGTAAAAACTGAAGAATTTTGAGT 
GAATTAGACCTTTATTTTTCTATCTGGTTGGATGGTGGCTTTAGGGGAAGGGGGA 

45 AAGGTGTAGGCTGGGGGATTGAGGTGGGGAATCATTTTAGCTGGTGTCAGCCCCT 
CTTCCCTTCCTCCATTGCACATGAACATATGTCCATCCATATATATTCATCAGAAT 
GTTAATTTATTTTGCTCCCTCTGTTAGGTCCATTTTCTAAGGGTAGAAGAGGCAAG 
TGGTAGGGATGAGGTCTGATAAGAACCCAGGGTGGAGAGGGAGACTCCTGGGCA 
GCCGTTTTCCTCATCCTTTCCCTCTCCCAGTCCATTTCCAAATGTGGCCTCCATGT 
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GGGTGCTAGGGACATGGGAAAAACCACTGCTATGCCATTTCTTCTCTCTGTTCCC 
TTCCTCACCCCCGACGGTGTGGCTGATGATGTCTTCTGGTGTCATGGTGACCACC 
CCCTGTTCCCTGTTCTGGTATTTCCCCTGTCAGTTTCCCCTCTCGGCCAGGTTGTGT 
CCCAAAATCCCCTCAGCCTCTTCTCTGCACGTTGCTGAAGGTCCAGGCTTGCCTC 
5 AAGTTCCATGCTTGAGCAATAAAGTGGAAACAATAAAACCTGGGTGTCAGACAA 
CCCTTTCTGTT 

SEQ ID NO: 429 

>6157 BLOOD Hs.1613 gnl|UG|Hs#S4015 H.sapiens mRNA for A2a adenosine receptor 

10 /cds=(893,2131) /gb=X68486 /gi=400451 /ug=Hs.l613 /len-2988 

CATCACCTTTTTTTAAGTAGTAAGAATAAAGCCACTGTATGATTCTCTTAATAGCT 
ATACATTAATCCTGTTTTTAGTGCTGACTGGGCCAGCCTTCCGGGAACTGGAGTC 
TGTCTCTTTCAGTGCTTTTTTGTTTTTTGTTGGTTTTTTCGAGACGGGGTCGATCAC 
GGCTCACCACAGCCTTAACCTCCAGGGCTCCAGCAATCCTCCCACCTCAGCCTCC 

1 5 TGAGTAGCTGGGACCACAGGTGTGTGCCACCATCTCCAGCAGTTTGTTTATTTAT 
TTTTTCTTTTTTTTTTTTTGGTAGAAATGGGCTTTTCGCCCATGTTGCCCAAGCTGG 
TCTTGCACTTCTGGGCTGAAGCAATCCTCTCGCCTTGGCCTCCCAGAGCCTTGGG 
ATTACAGAATCATGGGTGAGAGCTGGCATGGCCCCTAGAGGTCATTTGGGGTCC 
AGCTGCCTCACCGTATCAATGAGGAAACTGAGGCCCAGAAAAGAAAAGCATTTT 

20 TGCCCAGAGTCCCTCAGAAAAAAACAGACCACATCTGATCCTTGGCCCTGAGTCC 
AGAGTGGGAGGCACCGTGACAACAATGCGCAGAGCAGGGAATGCAGGGAGCCA 
TGGATAGTGCTGGGGTGCGTCAGGAAGCCTGAAGGTGGGCTGAGCGATGATGOT: 
,'• GCTGGCAGAACGGGTGCAGAGGGCCTGGT-TTGAGGAGACTGAGAGTGGTGTGTGA 
AAAAGGCCTTGGAGAGCGCGCCAGCAGGGGTGGACTTGGGTCCTGTGAGGAAGG : 

25 GGCTCAGGGGTCTGGGCCCCTCCGCCTGGGCCGGGCTGGGAGCCAGGCGGGCGG 
CTGGGCTGCAGCAATGGACCGTGAGCTGGCCCAGCCCGCGTCCGTGCTGAGCCT 
GCCTGTCGTCTGTGGCATGCCCATCATGGGCTCCTCGGTGTACATCACGGTGGAG 
CTGGCCATTGCTGTGCTGGCCATCCTGGGCAATGTGCTGGTGTGCTGGGCCGTGT 
GGCTCAACAGCAACCTGCAGAACGTCACCAACTACTTTGTGGTGTCACTGGCGGC 

30 GGCCGACATCGCAGTGGGTGTGCTCGCCATCCCCTTTGCCATCACCATCAGCACC 
GGGTTCTGCGCTGCCTGCCACGGCTGCCTCTTCATTGCCTGCTTCGTCCTGGTCCT 
CACGCAGAGCTCCATCTTCAGTCTCCTGGCCATCGCCATTGACCGCTACATTGCC 
ATCCGCATCCCGCTCCGGTACAATGGCTTGGTGACCGGCACGAGGGCTAAGGGC 
ATCATTGCCATCTGCTGGGTGCTGTCGTTTGCCATCGGCCTGACTCCCATGCTAGG 

35 TTGGAACAACTGCGGTCAGCCAAAGGAGGGCAAGAACCACTCCCAGGGCTGCGG 
GGAGGGCCAAGTGGCCTGTCTCTTTGAGGATGTGGTCCCCATGAACTACATGGTG 
TACTTCAACTTCTTTGCCTGTGTGCTGGTGCCCCTGCTGCTCATGCTGGGTGTCTA 
TTTGCGGATCTTCCTGGCGGCGCGACGACAGCTGAAGCAGATGGAGAGCCAGCC 
TCTGCCGGGGGAGCGGGCACGGTCCACACTGCAGAAGGAGGTCCATGCTGCCAA 

40 GTCACTGGCCATCATTGTGGGGCTCTTTGCCCTCTGCTGGCTGCCCCTACACATCA 
TCAACTGCTTCACTTTCTTCTGCCCCGACTGCAGCCACGCCCCTCTCTGGCTCATG 
TACCTGGCCATCGTCCTCTCCCACACCAATTCGGTTGTGAATCCCTTCATCTACGC 
CTACCGTATCCGCGAGTTCCGCCAGACCTTCCGCAAGATCATTCGCAGCCACGTC 
CTGAGGCAGCAAGAACCTTTCAAGGCAGCTGGCACCAGTGCCCGGGTCTTGGCA 

45 GCTCATGGCAGTGACGGAGAGCAGGTCAGCCTCCGTCTCAACGGCCACCCGCCA 
GGAGTGTGGGCCAACGGCAGTGCTCCCCACCCTGAGCGGAGGCCCAATGGCTAT 
GCCCTGGGGCTGGTGAGTGGAGGGAGTGCCCAAGAGTCCCAGGGGAACACGGGC 
CTCCCAGACGTGGAGCTCCTTAGCCATGAGCTCAAGGGAGTGTGCCCAGAGCCC 
CCTGGCCTAGATGACCCCCTGGCCCAGGATGGAGCAGGAGTGTCCTGATGATTCA 
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TGGAGTTTGCCCCTTCCTAAGGGAAGGAGATCTTTATCTTTCTGGTTGGCTTGACC 
AGTCACGTTGGGAGAAGAGAGAGAGTGCCAGGAGACCCTGAGGGCAGCCGGTTC 
CTACTTTGGACTGAGAGAAGGGAGCCCCAGGCTGGAGCAGCATGAGGCCCAGCA 
AGAAGGGCTTGGGTTCTGAGGAAGCAGATGTTTCATGCTGTGAGGCCTTGCACCA 
5 GGTGGGGGCCACAGCACCAGCAGCAGCATCTTTCTGGGCAGGCCCAGCCCTCCA 
CTGCAGAAGCATCTGGAAGCACCACCTTGTCTCCACAGAGCAGCTTGGGCACAG 
CAGACTGGCCTGGCCCTGAGACTGGGGAGTGGCTCCAACAGCCTCCTGCCACCC 
ACACACCACTCTCCCTAGACTCTCCTAGGGTTCAGGAGCTGCTGGGCCCAGAGGT 
GACATTTGACTTTTTTCCAGGAAAAATGTAAGTGTGAGGAAACCCCTTTTATTTT 

1 0 ATTACCTTTCACTCTCTGGCTGCTGGGTCTGCCGTCGGTCCTGCTGCTAACCTGGC 
AGCAGAGCCTCTGCCCGGGGAGCCTCAGGCAGTCCTCTCCTGCTGTCACAGCTGC 
CATCCACTTCTCAGTCCCAGGGCCATCTCTTGGAGTGACAAAGCTGGGATCAAGG 
ACAGGGAGTTGTAACAGAGCAGTGCCAGAGCATGGGCCCAGGTCCCAGGGGAG 
AGGTTGGGGCTGGCAGGCCACTGGCATGTGCTGAGTAGCGCAGAGCTACCCAGT 

1 5 GAGAGGCCTTGTCTAACTGCCTTTCCTTCTAAAGGGAATGTTTTTTTCTGAGATAA 
AATAAAAACGAGCCACATCGTGTTTTAAG 

SEQ ID NO: 430 

>6176 BLOOD 480902.3 X83860 g633213 Human mRNA for prostaglandin E receptor 
20 (EP3c). 0 

ACCAGAGGTTTCCCAGAGAGGAAGGCGTGGCTCCCTCCCGGGCCAGTGAGCCCT 
GGGGCCGCGGGGGGCGGGGTGGGAGGAGeGGAGTAGGGCGGCGGGTGGGCGGGG 
U : CACGATGGGGGGGAGGCGAGGCGGAGGGGGGG^AAAGGCCGACCTGGGGGGGGG,: .. 
% GGGGGGGGGGTGTGGGGCGTCCGGGTGGGGGTCTCTGGACGGCATCGGCTCCTCAG 

25 CTCGAAGCCAACATGAAGGAGACCCGGGGCTACGGAGGGGATGCCCCCTTOTGC 
ACCCGCCTCAACCACTCCTACACAGGCATGTGGGCGCCCGAGCGTTCCGCCGAG 
GCGCGGGGCAACCTCACGCGCCCTCCAGGGTCTGGCGAGGATTGCGGATCGGTG 
TCCGTGGCCTTCCCGATCACCATGCTGCTCACTGGTTTCGTGGGCAACGCACTGG 
CCATGCTGCTCGTGTCGCGCAGCTACCGGCGCCGGGAGAGCAAGCGCAAGAAGT 

30 CCTTCCTGCTGTGCATCGGCTGGCTGGCGCTCACCGACCTGGTCGGGCAGCTTCT 
CACCACCCCGGTCGTCATCGTCGTGTACCTGTCCAAGCAGCGTTGGGAGCACATC 
GACCCGTCGGGGCGGCTCTGCACCTTTTTCGGGCTGACCATGACTGTTTTCGGGC 
TCTCCTCGTTGTTCATCGCCAGCGCCATGGCCGTCGAGCGGGCGCTGGCCATCAG 
GGCGCCGCACTGGTATGCGAGCCACATGAAGACGCGTGCCACCCGCGCTGTGCT 

35 GCTCGGCGTGTGGCTGGCCGTGCTCGCCTTCGCCCTGCTGCCGGTGCTGGGCGTG 
GGCCAGTACACCGTCCAGTGGCCCGGGACGTGGTGCTTCATCAGCACCGGGCGA 
GGGGGCAACGGGACTAGCTCTTCGCATAACTGGGGCAACCTTTTCTTCGCCTCTG 
CCTTTGCCTTCCTGGGGCTCTTGGCGCTGACAGTCACCTTTTCCTGCAACCTGGCC 
ACCATTAAGGCCCTGGTGTCCCGCTGCCGGGCCAAGGCCACGGCATCTCAGTCCA 

40 GTGCCCAGTGGGGCCGCATCACGACCGAGACGGCCATTCAGCTTATGGGGATCA 
TGTGCGTGCTGTCGGTCTGCTGGTCTCCGCTCCTGATAATGATGTTGAAAATGAT 
CTTCAATCAGACATCAGTTGAGCACTGCAAGACACACACGGAGAAGCAGAAAGA 
ATGCAACTTCTTCTTAATAGCTGTTCGCCTGGCTTCACTGAACCAGATCTTGGATC 
CTTGGGTTTACCTGCTGTTAAGAAAGATCCTTCTTCGAAAGTTTTGCCAGGTAGC 

45 AAATGCTGTCTCCAGCTGCTCTAATGATGGACAGAAAGGGCAGCCTATCTCATTA 
TCTAATGAAATAATACAGACAGAAGCATGAAAGAAAACACTTAACTTGCATGTG 
CACAGCTTTTGGTAACAAATATCGCTAAACCTTACTGTGAATTTAGGCATCTCTG 
GCATGCCACTGTTTATGCATTGAAGTGGAATTTTTGGTATAAAGCTAAATGGTCT 
TAGAAGCATAGAAAATCCCTATGTGCCAAAAGTAGTGAAACACAAACAAAGGAA 
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AATATATTAATAACAGTCTAGTGTTTTTGTTGAGTCTGCCATTCGTAGCTGAATAT 
GTGATTAATTATGTGATGAAAACATTTTTTATAAATGATCTTGGTCTATTGGGGA 
GCGGGGATAGTTAATATTCCAGTACACTGAATACATGAGGAATTTAACCACATAC 
ATCATTGAAGACAAGGGATAGCAGTTTGTTTTTATTCAAAGACATTGCTGTGTTC 
5 TCTTTCATTGCCTCTCTCGCTTTCTGTCACTTTTTTCCTCCTTACATTAAAGAAAAG 
TTTAATTACAGTTAAAAATGTATAATGTATTTATAATATTCATCGATACCATTATT 
CAAATATTGCTCAATACAGCAAATTAGCTCCTAACCTAACAAAGTTTAAGTTTAC 
TTGGATTGATAATTAGGTTTACTCTTTATCTGAATAAGAACCAATTCCATTTGTTT 
GAAATATGGAGTTTGTGACTACCCAAATTGCTAATTATTCTTTCTTTTGAATATAT 

10 TTTACATTTCTATGAGCCTAAGGAAGATTCATGAAACTGACCTATGAGAGTCGTG 
AAGTGGTTTTTCAGAATGCTATGTAAGGACCGATTTGAGCACTAACTATAGGTAC 
TCTGAATATATATTTCCCTTGATTATTCACCAAAAGTGTTCCCCAGTCTTTGACTC 
TTTAAATTCCAATACTGATTCCAAAACAAATAAATATTTTGAAGACTCAATGAAT 
ACTTTCCATATTTTGGCCTATTTATATAAGAAAGTTAATAACATTGACCCTTCACA 

1 5 GCTCTTCTGCCTGCTCCTCAAAGTGGCTCTATCTAAATATTTATT ACTAAAATGTT 
TTTCCTACAGTCTACATGAATACAAACCTCAATAGCTAAGCTTGACGTATTTGTG 
CACAAGTAGATCACTACATTAAGTTTTGGGAATTGCACTTCTTAAAAATGTCTCC 
CCACCAAACATAGTAATCCTGTAGTTATGCCTACACAAAGCTTGCCATATTCTTT 
GGTCGATTCATTTTGTAAACCCATTAACTTTTTATTGTGAAGATTTTCATTTGCAG 

20 TTTCTTGCACTGCTTTTCTAGTTTTTTAAAAGCTTGAGATTTATTTATACTTCTTGT 
AGTAACTGCATATTTCTGTGTGTGTTTAGTGGTAAAGAATTAATTTTGATAGGTA 
. • : r U IfGAATATGTGTATCAGAT-TGAmTATAGAGGAGCCTATGTCAATTGGGGCT^iATTA • : 

r,l ^TniSJTAAATGACGATGTGAAA ■■• 
■ : Wk< iTGTAATTAATGATGGTTGTACTAACTAAATTTTGGAAAAGGTGATAAAvFAGAGTA :' 

25 TACTAAAATCTCTCTATGCCATAGAATTGGATTATCCTGTAGGTCATCTCATTGGG 
TCTAAGACAAAACTACCTACTTTTTTTCAAAAGTGCACTGAAATCACATAATAAA 
GAGGCTTTACCTCTTGGTTGGTCCTGTGACCCTAAGTTCTAGTCAGATAGACACA 
GAGGCAATGTGAATTTGAGTGGCATGAGCATGATTAGGTTATTCCTTCCAGCATC 
TAGTATAGCACCTGGAATATAGAAACTGTCTAATACATATTTATTCAGTGAATCA 

30 ATGAGCAGAAGTTTGCCAGGACAGTACACATTGGCAAGGCACATACCATATGAT 
TGAAGTGCTTCATGCCATTACAGTCCATCAGGCTGATAAAGTGAATTATTTCTGA 
TTATTTAATTACAGAAATATGAATTTATCTTCAAGGGGTTAGTGTCATACTGCTGT 
ACAACACAGTGCTTTATTTATACTAATAATTTAGGAGACTGATACTTCCAAATGA 
TAGTGGACATTACTATCANAAGAATATCACTTTTCATCAAACTGCAAAAATACAG 

35 AAAGGCAAAAAACCTGACACTTATTCTTAACTGCAAATTAAATTCCTGCCCAGGG 
GATATATTTTAGGTGGGGATGAATGGCAGCTTTTGTGTTTTTTTTAACAAGCTTGA 
AAGGGAGGTGGAAAACAAAGAAATTATGTAAATGGCATATGAGTTTTATTATCT 
AGGCATTCGTTAGTATGGGGAAACCTGCATAAGCAA.CTGAAAATCCCAAATGAT 
TTCAGCCTTTTCATGATGGTTGAGGTTAGATTTCAGAGATGTACAGAGACTAGAG 

40 CGGTGGTTAGAAAGAGGATATATGTAGTCACAGCAGAAAGACGTGTCTAAGTTT 
AATTTTATTGGCTTTCAAGTTCACTCATGTATACTTAGTTTGTCCATACATATGTC 
TAATCAGGAAAAATGCATGTATAGATTATGACAATTCCTGAATTTTGAAGTATTG 
GTTAAAAGACAATTAAAGGCCAAGAAAACCATGGTGGAAGAAGTAAGCGAATG 
AAATGTAGAAATATATGTAAAATTAGCAAGTGTCAATTTTACCAAGTAGTGTTGA 

45 TTTTCCAAACAATGAATTTATATACTATGCTGAGTCACAGAGAAGAATGATCACA 
TGTTACTTAATGAGAGCAGTTTACTTTTCAAATAAAATAGGTATGATGAATGTCT 
TAAAAATATCTTGAAGTTGAAGAAACAAAAATGAGTTATCTCAATATTTACCAAG 
TTAACCTAGTGCTGTATATATCCCAAGATATTTTAGGTAAATGTAAGTGTTTAATC 
ATGCCAGATTTAAACTAGTCTGAAATATAGGGTATACATATATTTCTACTTACAT 
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TTCTTTATTTTATGAAATATCCGACCATGTTGCAGAAAATAATGCAAAACCTCAT 
GTAAGTTAACTATGAAAGATCCTGTGAGCACATTGGCATTGAGTGACAGACAAA 
CTAAAAACTGGCAAACAGTATTTTAATAAGGGGGTCACTCTGTGGCAGTATTCTA 
ATATTGGATTTTCAAGTAGATTAGGCTTTTTATTTATTCAACGCTTTTTATAATTTT 
5 GTTCTTTTTGACTCCAAATTATTGGTCAGCTTTCAACCTTCTCCACATCAGCAATC 
ACTAATAGTTCTTTTGGTTGAGATCAACTCAGAA 

SEQIDNO: 431 

>6204 BLOOD 350550.3 S74902 g984506 Human P2U nucleotide receptor mRNA, 
10 complete cds. 0 

GGGGAACAGCGCAGGGAGGTGGGTAGCCGGGCTCCCAGGCACGTGGGTCTCTGC 
GGCTGCGGCGGGACCCGGGCACTGGCACCCGGGAGCGGCGGCGACGGCACCCCG 
AGAGGAGAAGCGCAGCGCAGTGGCGAGAGGAGCCCCTTGTGGCAGCAGCACTA 
CCTGCCCAGAAAAATGCTGGAGGCTGGGCGTGGCCCCAGGCCTGGGGACCTGTT 

1 5 TTTCCTGTTTCCCGCAGAGTTCCCTGCAGCCCGGTCC AGGTGC AGGCGTGTGCATT 
CATGAGTGAGGAACCCGTGCAGGCGCTGAGCATCCTGACCTGGAGAGCAGGGGC 
TGGTCAGGGCGATGGCAGCAGACCTGGGCCCCTGGAATGACACCATCAATGGCA 
CCTGGGATGGGGATGAGCTGGGCTACAGGTGCCGCTTCAACGAGGACTTCAAGT 
ACGTGCTGCTGCCTGTGTCCTACGGCGTGGTGTGCGTGCTTGGGCTGTGTCTGAA 

20 CGCCGTGGCGCTCTACATCTTCTTGTGCCGCCTCAAGACCTGGAATGCGTCCACC 
ACATATATGTTCCACCTGGCTGTGTCTGATGCACTGTATGCGGCCTCCCTGCCGCT 
^GG^GGTGTATTAGTAGGCGCGGGGGGACCACTGGCCCTTCAGCAGGGTGGTGirGG 
-•■ , * ^m'GOTGGTGCGCJTOCIX^^ , 
,. .' liiGIEGGATGAGCGTGGACGGGTGTCTGGGCGTGTTACGACCTCTGGGGTCCCTGCGG ■ 

25 iTGGGGCCGGGCCCGCTACGCTCGCCGGGTGGCCGGGGCCGTGTGGGTGTTGGTG 
CTGGCCTGCCAGGCCCCCGTGCTCTACTTTGTCACCACCAGCGCGCGCGGGGGCC 
GCGTAACCTGCCACGACACCTCGGCACCCGAGCTCTTCAGCCGCTTCGTGGCCTA 
CAGCTCAGTCATGCTGGGCCTGCTCTTCGCGGTGCCCTTTGCCGTCATCCTTGTCT 
GTTACGTGCTCATGGCTCGGCGACTGCTAAAGCCAGCCTACGGGACCTCGGGCG 

30 GCCTGCCTAGGGCCAAGCGCAAGTCCGTGCGCACCATCGCCGTGGTGCTGGCTGT 
CTTCGCCCTCTGCTTCCTGCCATTCCACGTCACCCGCACCCTCTACTACTCCTTCC 
GCTCGCTGGACCTCAGCTGCCACACCCTCAACGCCATCAACATGGCCTACAAGGT 
TACCCGGCCGCTGGCCAGTGCTAACAGTTGCCTTGACCCCGTGCTCTACTTCCTG 
GCTGGGCAGAGGCTCGTACGCTTTGCCCGAGATGCCAAGCCACCCACTGGGCCC 

35 CAGCCCTGCCACCCCGGCTCGCCGCAGGCTGGGCCTGCGCAGATCCGACAGAAC 
TGACATGCAGAGGATAGAAGATGTGTTGGGCAGCAGTGAGGACTCTAGGCGGAC 
AGAGTCCACGCCGGCTGGTAGCGAGAACACTAAGGACATTCGGCTGTAGGAGCA 
GAACACTTCAGCCTGTGCAGGTTTATATTGGGAAGCTGTAGAGGACCAGGACTTG 
TGCAGACGCCACAGTCTCCCCAGATATGGACCATCAGTGACTCATGCTGGATGAC 

40 CCCATGCTCCGTCATTTGACAGGGGCTCAGGATATTCACTCTGTGGTCCAGAGTC 
AACTGTTCCCATAACCCCTAGTCATCGTTTGTGTGTATAAGTTGGGGGAATTAAG 
TTTCAAGAAAGGCAAGAGCTCAAGGTCAATGACACCCCTGGCCTGACTCCCATG 
CAAGTAGCTGGCTGTACTGCCAAGGTACCTAGGTTGGAGTCCAGCCTAATCAAGT 
CAAATGGAGAAACAGGCCCAGAGAGGAAGGTGGCTTACCAAGATCACATACCA 

45 GAGTCTGGAGCTGAGCTACCTGGGGTGGGGGCCAAGTCACAGGTTGGCCAGAAA 
ACCCTGGTAAGTAATGAGGGCTGAGTTTGCACAGTGGTCTGGAATGGACTGGGT 
GCCACGGTGGACTTAGCTCTGAGGAGTACCCCCAGCCCAAGAGATGAACATCTG 
GGGACTAATATCATAGACCCATCTGGAGGCTCCCATGGGCTAGGAGCCAGTGTG 
AGGCTGTAACTTATACTAAAGGTTGTGTTGCCTGCTGAAAAAAA 
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SEQ ID NO: 432 

>6217 BLOOD gi|535478|gb|U12512.1|HSU12512 Human bradykinin receptor Bl subtype 
mRNA, complete cds 

5 CTGTGCATGGCATCATCCTGGCCCCCTCTAGAGCTCCAATCCTCCAACCAGAGCC 
AGCTCTTCCCTCAAAATGCTACGGCCTGTGACAATGCTCCAGAAGCCTGGGACCT 
GCTGCACAGAGTGCTGCCGACATTTATCATCTCCATCTGTTTCTTCGGCCTCCTAG 
GGAACCTTTTTGTCCTGTTGGTCTTCCTCCTGCCCCGGCGGCAACTGAACGTGGC 
AGAAATCTACCTGGCCAACCTGGCAGCCTCTGATCTGGTGTTTGTCTTGGGCTTG 

1 0 CCCTTCTGGGCAGAGAATATCTGGAACCAGTTTAACTGGCCTTTCGGAGCCCTCC 
TCTGCCGTGTCATCAACGGGGTCATCAAGGCCAATTTGTTCATCAGCATCTTCCT 
GGTGGTGGCCATCAGCCAGGACCGCTACCGCGTGCTGGTGCACCCTATGGCCAG 
CGGAAGGCAGCAGCGGCGGAGGCAGGCCCGGGTCACCTGCGTGCTCATCTGGGT 
TGTGGGGGGCCTCTTGAGCATCCCCACATTCCTGCTGCGATCCATCCAAGCCGTC 

1 5 CCAGATCTGAACATCACCGCCTGCATCCTGCTCCTCCCCCATGAGGCCTGGCACT 
TTGCAAGGATTGTGGAGTTAAATATTCTGGGTTTCCTCCTACCACTGGCTGCGAT 
CGTCTTCTTCAACTACCACATCCTGGCCTCCCTGCGAACGCGGGAGGAGGTCAGC 
AGGACAAGAGTGCGGGGGCCGAAGGATAGCAAGACCACAGCGCTGATCCTCAC 
GCTCGTGGTTGCCTTCCTGGTCTGCTGGGCCCCTTACCACTTCTTTGCCTTCCTGG 

20 AATTCTTATTCCAGGTGCAAGCAGTCCGAGGCTGCTTTTGGGAGGACTTCATTGA 
CCTGGGCCTGCAATTGGCCAACTTCTTTGCCTTCACTAACAGCTCCCTGAATCCA 
-.■ i : "■..(••■? i -IGTAATTTATGTCTTTGTGGGCCGGCTCTTCAGGACCAAGGTCTGGGAACTTTATA. '■ ; . 
1 •■■ vr l: AAGAA^GCACGGGIAAAAG^CTTGGTGCAATArGTTGATGCeATAGGAAAGAAAT u 

c r; cttcc aagttttctggcggaattaaaag aggattg-a agg, '■<• ■, . ?-.-- •-' K" <Wr r : ov * 

f 25 •- \-< " •• - • ' 

SEQ ID NO: 433 

>6227 BLOOD gi|1823891gb|M57285.1|HUMFACX Human coagulation factor X (F10) 
mRNA, complete cds 

ATGGGGCGCCCACTGCACCTCGTCCTGCTCAGTGCCTCCCTGGCTGGCCTCCTGC 

30 TGCTCGGGGAAAGTCTGTTCATCCGCAGGGAGCAGGCCAACAACATCCTGGCGA 
GGGTCACGAGGGCCAATTCCTTTCTTGAAGAGATGAAGAAAGGACACCTCGAAA 
GAGAGTGCATGGAAGAGACCTGCTCATACGAAGAGGCCCGCGAGGTCTTTGAGG 
ACAGCGACAAGACGAATGAATTCTGGAATAAATACAAAGATGGCGACCAGTGTG 
AGACCAGTCCTTGCCAGAACCAGGGCAAATGTAAAGACGGCCTCGGGGAATACA 

35 CCTGCACCTGTTTAGAAGGATTCGAAGGCAAAAACTGTGAATTATTCACACGGA 
AGCTCTGCAGCCTGGACAACGGGGACTGTGACCAGTTCTGCCACGAGGAACAGA 
ACTCTGTGGTGTGCTCCTGCGCCCGCGGGTACACCCTGGCTGACAACGGCAAGGC 
CTGCATTCCCACAGGGCCCTACCCCTGTGGGAAACAGACCCTGGAACGCAGGAA 
GAGGTCAGTGGCCCAGGCCACCAGCAGCAGCGGGGAGGCCCCTGACAGCATCAC 

40 ATGGAAGCCATATGATGCAGCCGACCTGGACCCCACCGAGAACCCCTTCGACCT 
GCTTGACTTCAACCAGACGCAGCCTGAGAGGGGCGACAACAACCTCACCAGGAT 
CGTGGGAGGCCAGGAATGCAAGGACGGGGAGTGTCCCTGGCAGGCCCTGCTCAT 
CAATGAGGAAAACGAGGGTTTCTGTGGTGGAACTATTCTGAGCGAGTTCTACATC 
CTAACGGCAGCCCACTGTCTCTACCAAGCCAAGAGATTCAAGGTGAGGGTAGGG 

45 GACCGGAACACGGAGCAGGAGGAGGGCGGTGAGGCGGTGCACGAGGTGGAGGT 
GGTCATCAAGCACAACCGGTTCACAAAGGAGACCTATGACTTCGACATCGCCGT 
GCTCCGGCTCAAGACCCCCATCACCTTCCGCATGAACGTGGCGCCTGCCTGCCTC 
CCCGAGCGTGACTGGGCCGAGTCCACGCTGATGACGCAGAAGACGGGGATTGTG 
AGCGGCTTCGGGCGCACCCACGAGAAGGGCCGGCAGTCCACCAGGCTCAAGATG 
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CTGGAGGTGCCCTACGTGGACCGCAACAGCTGCAAGCTGTCCAGCAGCTTCATCA 
TCACCCAGAACATGTTCTGTGCCGGCTACGACACCAAGCAGGAGGATGCCTGCC 
AGGGGGACAGCGGGGGCCCGCACGTCACCCGCTTCAAGGACACCTACTTCGTGA 
CAGGCATCGTCAGCTGGGGAGAGGGCTGTGCCCGTAAGGGGAAGTACGGGATCT 
5 ACACCAAGGTCACCGCCTTCCTCAAGTGGATCGACAGGTCCATGAAAACCAGGG 
GCTTGCCCAAGGCCAAGAGCCATGCCCCGGAGGTCATAACGTCCTCTCCATTAAA 
GTGAGATCCCACTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 434 

10 >6233 BLOOD 988660.1 L33930 g500848 Human CD24 signal transducer rnKNA, complete 
cds and 3' region. 0 

CCTTTCCTCTGCGGCGGGCCGAGAGATAACCCTGCCCGAGGGGTCCCGGCGCCCG 
CCCCCCACGCGGTCGCACTGGAATTCGCAGCCCCTCTCGGGTCCCCGGGGCGCAT 
TTTGCAGTCTGAGTGGCAATGCACTTGCTCCAGGACAGGCGGCTACCCCGCCGCA 

1 5 GCGAGGCGCGGACTTTTCTTTTGGGGGGTTCGCCGGCTCGCCGCGCTCCCCACCT 
TGCCTGCGCCCGCCCGGAGCCAGCGGTTCTCCAAGCACCCAGCATCCTGCTAGAC 
GCGCCGCGCACCGACGGAGGGGACATGGGCAGAGCAATGGTGGCCAGGCTCGG 
GCTGGGGCTGGCTGCTGCTGGCACTGCTCCTACCCACGCAGATTTATTCCAGTGA 
AACAACAACTGGAACTTCAAGTAACTCCTCCCAGAGTACTTCCAACTCTGGGTTG 

20 GCCCCAAATCCAACTAATGCCACCACCAAGGCGGCTGGTGGTGCCCTGCAGTCA 
ACAGCCAGTCTCTTCGTGGTCTCACTCTCTCTTCTGCATCTCTACTCTTAAGAGAC 
-. vTCAGGCCAAGAAACGTGTTCTAA^ ■ 
v./ A • GGTGTGGAAGTCCAATGTGGGAAGGAAAAAGAGGTGTTCATCGAATGTAGT^^TT \ 
CGAGACGTTTTATTGACACAGAAAATGTTGAGAATCGCAAATTTGATTGATT.TGA ' 

25 AGAACATGTGAGAGGTTTGACTAGATGATGGATGCCAATATTAAATCTGCTGGA 
GTTTCATGTACAAGATGAAGGAGAGGCAACATCCAAAATAGTTAAGACATGATT 
TCCTTGAATGTGGCTTGAGAAATATGGACACTTAATACTACCTTGAAAATAAGAA 
TAGAAATAAAGGATGGGATTGTGGAATGGAGATTCAGTTTTCATTTGGTTCATTA 
ATTCTATAAGGCCATAAAACAGGTAATATAAAAAGCTTCCATGATTCTATTTATA 

30 TGTACATGAGAAGGAACTTCCAGGTGTTACTGTAATTCCTCAACGTATTGTTTCG 
ACAGCACTAATTTAATGCCGATATACTCTAGATGAAGTTTTACATTGTTGAGCTA 
TTGCTGTTCTCTTGGGAACTGAACTCACTTTCCTCCTGAGGCTTTGGATTTGACAT 
TGCATTTGACCTTTTATGTAGTAATTGACATGTGCCAGGGCAATGATGAATGAGA 
ATCTACCCCCAGATCCAAGCATCCTGAGCAACTCTTGATTATCCATATTGAGTCA 

35 AATGGTAGGCATTTCCTATCACCTGTTTCCATTCAACAAGAGCACTACATTCATTT 
AGCTAAACGGATTCCAAAGAGTAGAATTGCATTGACCACGACTAATTTCAAANN 
NNNNNNNNNNNNNNNN^ 
NNNlSnsnsTNNNNNN^ 
NNNNNNNNNNNNNNr^^ 

40 NNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNN^ 
NNNNNNNNNNNNN^ 

NNNNTATTTCTGCATATGTTTGAATACTTTTTACAATTTAAAAAAATGATCTGTTT 
TGAAGGCAAAATTGCAAATCTTGAAATTAAGAAGGCAAAATGTAAAGGAGTCAA 
45 ACTATAAATCAAGTATTTGGGAAGTGAAGACTGGAAGCTAATTTGCATAAATTCA 
CAAACTTTTATACTCTTTCTGTATATACATTTTTTTTCTTTAAAAAACAACTATGG 
ATCAGAATAGCAACATTTAGAACACTTTTTGTTATCAGTCAATATTTTTAGATAGT 
TAGAACCTGGTCCTAAGCCTAAAAGTGGGCTTGATTCTGCAGTAAATCTTTTACA 
ACTGCCTCGACACACATAAACCTTTTTAAAAATAGACACTCCCCGAAGTCTTTTG 
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TTCGCATGGTCACACACTGATGCTTAGATGTTCCAGTAATCTAATATGGCCACAG 
TAGTCTTGATTACCAAAGTCCTTTTTTTCCATCTTTAGAAAACTACATGGGAACAA 
ACAGATCGAACAGTTTTGAAGCTACTGTGTGTGTGAATGAACACTCTTGCTTTAT 
TCCAGAATGCTGTACATCTATTTTGGATTGTATATTGTGTTTGTGTATTTACGCTT 
5 TGATTCATAGTAACTTCTTATGGAATTGATTTGCATTGAACACAAACTGTAAATA 
AAAAGAAATGGCTGAAAGAGCAA 

SEQ ID NO: 435 

>6245 BLOOD 222810.1 M33537 gl 82662 Human N-formylpeptide receptor (1MLP-R98) 

10 mRNA, complete cds. 0 

GTCACTCTCCCCAGGAGACCCAGACCTAGAACTACCCAGAGCAAGACCACAGCT 
GGTGAACAGTCCAGGAGCAGACAAGATGGAGACAAATTCCTCTCTCCCCACGAA 
CACCTCTGGAGGGACACCTGCTGTATCTGCTGGCTATCTCTTCCTGGATATCATCA 
CTTATCTGGTATTTGCAGTCACCTTTGTCCTCGGGGTCCTGGGCAACGGGCTTGTG 

1 5 ATCTGGGTGGCTGGATTCCGGATGAC ACACACAGTCACC ACC ATCAGTTACCTGA 
ACCTGGCCGTGGCTGACTTCTGTTTCACCTCCACTTTGCCATTCTTCATGGTCAGG 
AAGGCCATGGGAGGACATTGGCCTTTCGGCTGGTTCCTGTGCAAATTCCTCTTTA 
CCATAGTGGACATCAACTTGTTCGGGAAGTGTCTTCCTGATCGCCCTCATTGCTCT 
GGACCGCTGTGTTTGCGTCCTGCATCCAGTCTGGACCCAGAACCACCGCACCGTG 

20 AGCCTGGCCAAGAAGGTGATCATTGGGCCCTGGGTGATGGCTCTGCTCCTCACAT 
TGCCAGTTATCATTCGTGTGACTACAGTACCTGGTAAAACGGGGACAGTAGCCTG 
..' <.." .. ;r ;GAGTTTT^CTTTTCGGCeTGGAC€AAGGAeCCTAAAGAGAGGATAAA€GTGGeC.f 
-.?.,\A • il G^SGGAITGTTGACGGTGAGAGGGA^ATCaSG^TGATCAIlTGGGTSGAGGGCAG,:-! 
• " -w CGATGTCCATCGTTGCTGTGAGTTA'EGGG€1:TATTGCCACCAAGATGCAGAAGCA t 

25 AGGCTTGATTAAGTCCAGTCGTCGCTTACGGGTCCTCTCCTTTGTCGCAGCAGCCT 
TTTTTCTCTGCTGGTCCCCATATCAGGTGGTGGCCCTTATAGCCACAGTCAGAATC 
CGTGAGTTATTGCAAGGCATGTACAAAGAAATTGGTATTGCAGTGGATGTGACA 
AGTGCCCTGGCCTTCTTCAACAGCTGCCTCAACCCCATGCTCTATGTCTTCATGGG 
CCAGGACTTCCGGGAGAGGCTGATCCACGCCCTTCCCGCCAGTCTGGAGAGGGC 

30 CCTGACCGAGGACTCAACCCAAACCAGTGACACAGCTACCAATTCTACTTTACCT 
TCTGCAGAGGTGGCGTTACAGGCAAAGTGAGGAGGGAGCTGGGGGACACTTTCG 
AGCTCCCAGCTCCAGCTTCGTCTCACCTTGAGTTAGGCTGAGCCACAGGCATTTC 
CTGCTTATTTTAGGATTACCCACTCATCAGAAAAAAAAAAAAAGCCTTTGTGTCC 
CCTGATTTGGGGAGAATAAACAGATATGAGTTTATTATTGACTTCTTTTTTGATTT 

35 TGGACCTCAGCCTCGGGTGGTCAGGGTGGGAAATGATAGGAAGAAGCTGTCATC 
TGCATCCTAGTTTGCCTGAAATGAACCCAAATAATACCCATTATTATTAGTCCTG 
AATTATGAGTAGTGAATGATACCCATCATTCTGGCATCATGATGAGTAGTGTCCA 
CTTCCATTCTGAAAAGTGCCCTGCTGTGAAAAATAAATTATATAGTCATCCTAGG 
TAAATGAAGGAGGAGGGAGAAGTGTGAAAGAGTATGGCTTAAATCAGACAAGA 

40 TATACAAGAAGATACTTT 

SEQ ID NO: 436 

>6269 BLOOD 234630.33 M59040 gl 80129 Human cell adhesion molecule (CD44) mRNA, 
complete cds. 0 

45 CTTCGCTCGCTCCCTCCCTCCGTCTTAGGTCACTGTTTTCAACCTCGAATAAAAAC 
TGCAGCCAACTTCCGAGGCAGCCTCATTGCCCAGCGGACCCCAGCCTCTGCCAGG 
TTCGGTCCGCCATCCTCGTCCCGTCCTCCGCCGGCCCCTGCCCCGCGCCCAGGGA 
TCCTCCAGCTCCTTTCGCCCGCGCCCTCCGTTCGCTCCGGACACCATGGACAAGTT 
TTGGTGGCACGCAGCCTGGGGACTCTGCCTCGTGCCGCTGAGCCTGGCGCAGATC 
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GATTTGAATATAACCTGCCGCTTTGCAGGTGTATTCCACGTGGAGAAAAATGGTC 
GCTACAGCATCTCTCGGACGGAGGCCGCTGACCTCTGCAAGGCTTTCAATAGCAC 
CTTGCCCACAATGGCCCAGATGGAGAAAGCTCTGAGCATCGGATTTGAGACCTG 
CAGGTATGGGTTCATAGAAGGGCACGTGGTGATTCCCCGGATCCACCCCAACTCC 
5 ATCTGTGCAGCAAACAACACAGGGGTGTACATCCTCACATCCAACACCTCCCAGT 
ATGACACATATTGCTTCAATGCTTCAGCTCCACCTGAAGAAGATTGTACATCAGT 
CACAGACCTGCCCAATGCCTTTGATGGACCAATTACCATAACTATTGTTAACCGT 
GATGGCACCCGCTATGTCCAGAAAGGAGAATACAGAACGAATCCTGAAGACATC 
TACCCCAGCAACCCTACTGATGATGACGTGAGCAGCGGCTCCTCCAGTGAAAGG 
1 0 AGC AGCACTTCAGGAGGTT AC ATCTTTTACACCTTTTCTACTGTAC ACCCC ATCCC 
AGACGAAGACAGTCCCTGGATCACCGACAGCACAGACAGAATCCCTGCTACCAG 
AGACCAAGACACATTCCACCCCAGTGGGGGGTCCCATACCACTCATGGATCTGA 
ATCAGATGGACACTCACATGGGAGTCAAGAAGGTGGAGCAAACACAACCTCTGG 
TCCTATAAGGACACCCCAAATTCCAGAATGGCTGATCATCTTGGGCATCCCTCTT 
1 5 GGCCTTGGCTTTGATTCTTGCAGTTTGCATTGCAGTCAACAGTCGAAGAAGGTGT 
GGGCAGAAGAAAAAGCTAGTGATCAACAGTGGCAATGGAGCTGTGGAGGACAG 
AAAGCCAAGTGGACTCAACGGAGAGGCCAGCAAGTCTCAGGAAATGGTGCATTT 
GGTGAACAAGGAGTCGTCAGAAACTCCAGACCAGTTTATGACAGCTGATGAGAC 
AAGGAACCTGCAGAATGTGGACATGAAGATTGGGGTGTAACACCTACACCATTA 
20 TCTTGGAAAGAAACAACCGTTGGAAACATAACCATTACAGGGAGCTGGGACACT 
TAACAGATGCAATGTGCTACTGATTGTTTCATTGCGAATCTTTTTTAGCATAAAAT 
- : V;' a ■ < ' 
■ . v • •• f. { ^^AAGAGGATTGGTTTCTGAAATTAGGGGGGAATTAATAATCAGCmGAAT : TTGATG, - 

25 AACAAAAACTACAGATATGTATTCCTGATCGCCAACCTTTCCCCCACCAGCTAAG 
GACATTTCCCAGGGTTAATAGGGCCTGGTCCCTGGGAGGAAATTTGAATGGGTCC 
ATTTTGGCCTTCCATAGCCTAATCCCTGGGCATTGCTTTCCACTGAGGTTGGGGGT 
TGGGGTGTACTAGTTACACATCTTCAACAGACCCCCTCTAGAAATTTTTCAGATG 
CTTCTGGGAGACACCCAAAGGGTGAAGCTATTTATCTGTAGTAAACTATTTATCT 

30 GTGTTTTTGAAATATTAAACCCTGGATCAGTCCTTTGATCAGTATAATTTTTTAAA 
GTTACTTTGTCAGAGGCACAAAAGGGTTTAAACTGATTCATAATAAATATCTGTA 
CTTCTTCGATCTTCA 

SEQ ID NO: 437 

35 >6289 BLOOD GB_M80800 gi(164698) PIGTRKC Pig gpl45-trkC (trkC) iriRNA, complete 
cds 

CGGGCTCCGATAACCGAAGCAGCGATCGGAGATGGATGTCTCTCTTTGCCCAGCC 

AAGTGTAGTTTCTGGCGGATTTTCTTGCTGGGAAGCGTCTGGCTGGACTATGTGG 

GCTCCGTGCTGGCTTGCCCTGCAAATTGTGTCTGCAGCAAGACTGAGATCAATTG 

40 CCGGCGGCCGGACGATGGGAACCTCTTCCCCCTCCTGGAAGGGCAGGATTCAGG 
GAACAGCAATGGGAATGCCAGCATCAACATCACGGACATCTCAAGGAATATCAC 
TTCCATACACATAGAGAACTGGCGCGGTCTGCACACGCTCAACGCTGTGGACATG 
GAGCTCTACACCGGCCTCCAGAAGCTGACCATCAAGAACTCAGGACTTCGGAGC 
ATCCAGCCCAGAGCCTTTGCCAAGAACCCCCACCTGCGCTACATAAACCTGTCGA 

45 GTAACCGGCTCACCACACTCTCATGGCAGCTCTTCCAGACGCTGAGTCTTCGGGA 
ATTGAGATTGGAGCAGAACTTCTTCAACTGCAGCTGTGACATCCGCTGGATGCAG 
CTGTGGCAGGAGCAGGGGGAGGCCAAGCTGAACAGCCAGAGCCTCTATTGCATC 
AGTGCCGATGGCTCCCAGCTCCCCCTCTTCCGCATGAACATTAGCCAGTGTGACC 
TTCCTGAGATCAGTGTGAGCCACGTCAATCTGACCGTTCGGGAGGGTGACAATGC 
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TGTTGTCACCTGCAATGGCTCTGGATCACCCCTGCCCGACGTGGACTGGATCGTC 
ACTGGACTGCAGTCCATGAACACCCACCAGACAAATCTGAATTGGACCAACGTA 
CACGCCATCAACCTGACACTGGTCAATGTGACGAGTGAGGACAACGGCTTCACC 
CTGACGTGCATTGCAGAGAACGTGGTGGGCATGAGCAATGCCAGCGTCGCCCTC 
5 ACTGTTCACTACCCCCCACGAGTGGTGAGCCTGGAGGAGCCAGAGCTGCGCCTG 
GAACACTGCATCGAGTTTGTGGTGCGTGGCAACCCGCCGCCCACGCTGCACTGGC 
TGCACAACGGGCAGCCGCTGCGTGAGTCCAAGATCACCCACGTGGAGTACTACC 
AGGAGGGCGAGGTCTCCGAGGGCTGCCTGCTCTTCAACAAGCCCACCCACTACA 
ACAATGGCAACTACACACTCAATCGCCAAGAACCCCTTGGCACAGCCAACCAGA 

1 0 CCATCAATGGCCACTTCCTC AAGGAGCCTTTTCCAGAGAGCACGGAT AACTTTGT 
CTCTTTCTATGAAGTGAGCCCCACCCCTCCCATCACTGTGACGCACAAGCCAGAG 
GAAGATACATTTGGGGTATCCATAGCTGTTGGACTTGCCGCTTTTGCCTGTGTCCT 
TCTGGTGGTTCTCTTTATCATGATCAACAAGTATGGTCGACGGTCTAAATTTGGA 
ATGAAGGGTCCTGTGGCTGTCATCAGTGGTGAAGAGGACTCAGCCAGCCCACTG 

1 5 CATCACGATCAACCATGGCATCACCACACCCTCATCACTGGACGCCGGGCCGGA 
CACAGTGTCATTGGCATGACCCGCATCCCAGTCATTGAGAACCCCCAGTACTTCC 
GCCAGGGACACAACTGCCACAAGCCAGACACGTATGTGCAGCACATTAAAAGGA 
GGGACATCGTGCTGAAGCGAGAACTGGGTGAGGGAGCCTTTGGGAAGGTCTTCC 
TGGCCGAGTGCTACAACCTCAGCCCCACCAAGGTCAAGATGCTCGTGGCTGTGA 

20 AGGCCCTGAAGGATCCCACCCTGGCCGCCCGGAAGGATTTCCAGAGGGAGGCTG 
AGCTGCTCACCAACCTGCAGCATGAGCACATTGTCAAGTTCTATGGGGTGTGCGG 
/SV* • ; '. GGACGGGGAGGCAGTCATGAXGGTTTTTGAGTACATGAAACAGGGGGATGTGAA 
"• ^GAAGTTGCTCAGGGGGGAgjGGGGGAGATGGGATG ATeGTGGTGGAGGGCCAGCC 

-i* AGGCCAGGGAAAAGGGGAGGTGGGGGTCTGCGAGATGCTGCACATTGCCAGTGA 

25 GATCTGCTCTGGCATGGTGTACCTGGCCTCCCAGCATTTTGTGCACCGGGACCTG 
GCCACCAGGAACTGCCTGGTTGGAGCCAACCTGCTGGTGAAGATTGGCGATTTCG 
GCATGTCCAGAGATGTCTACAGCACGGATTACTACAGGGTAGGAGGACACACCA 
TGCTCCCAATTCGCTGGATGCCTCCTGAAAGCATCATGTACCGGAAGTTCACTAC 
TGAGAGTGACGTGTGGAGCTTCGGGGTGATCCTCTGGGAGATCTTCACCTACGGA 

30 AAGCAGCCATGGTTCCAACTCTCAAACACAGAGGTCATTGAGTGCATCACCCAA 
GGTCGCGTTTTGGAACGGCCCCGGGTCTGCCCCAAAGAGGTGTATGATGTCATGC 
TGGGGTGCTGGCAGAGGGAACCGCAGCAGCGGCTGAACATCAAGGAAATCTACA 
AAATCCTCCATGCTTTGGGGAAAGCCACCCCCATCTACCTGGACATCCTTGGCTA 
GCGGTGGCCGGTGGTCAC 

35 

SEQ ID NO: 438 

>6304 BLOOD 447973.12 D50683 gl 827474 Human mRNA for TGF-betallR alpha, 
complete cds. 0 

GTTGGCGAGGAGTTTCCTGTTTCCCCCGCAGCGCTGAGTTGAAGTTGAGTGAGTC 
40 ACTCGCGCGCACGGAGCGACGACACCCCCGCGCGTGCACCCGCTCGGGACAGGA 
GCCGGACTCCTGTGCAGCTTCCCTCGGCCGCCGGGGGCCTCCCCGCGCCTCGCCG 
GCCTCCAGGCCCCCTCCTGGCTGGCGAGCGGGCGCCACATCTGGCCCGCACATCT 
GCGCTGCCGGCCCGGCGCGGGGTCCGGAGAGGGCGCGGCGCGGAGGCGCAGCC 
AGGGGTCCGGGAAGGCGCCGTCCGCTGCGCTGGGGGCTCGGTCTATGACGAGCA 
45 GCGGGGTCTGCCATGGGTCGGGGGCTGCTCAGGGGCCTGTGGCCGCTGCACATC 
GTCCTGTGGACGCGTATCGCCAGCACGATCCCACCGCACGTTCAGAAGTCGGTTA 
ATAACGACATGATAGTCACTGACAACAACGGTGCAGTCAAGTTTCCACAACTGT 
GTAAATTTTGTGATGTGAGATTTTCCACCTGTGACAACCAGAAATCCTGCATGAG 
CAACTGCAGCATCACCTCCATCTGTGAGAAGCCACAGGAAGTCTGTGTGGCTGTA 
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TGGAGAAAGAATGACGAGAACATAACACTAGAGACAGTTTGCCATGACCCCAAG 
CTCCCCTACCATGACTTTATTCTGGAAGATGCTGCTTCTCCAAAGTGCATTATGAA 
GGAAAAAAAAAAGCCTGGTGAGACTTTCTTCATGTGTTCCTGTAGCTCTGATGAG 
TGCAATGACAACATCATCTTCTCAGAAGAATATAACACCAGCAATCCTGACTTGT 
5 TGCTAGTCATATTTCAAGTGACAGGCATCAGCCTCCTGCCACCACTGGGAGTTGC 
CATATCTGTCATCATCATCTTCTACTGCTACCGCGTTAACCGGCAGCAGAAGCTG 
AGTTCAACCTGGGAAACCGGCAAGACGCGGAAGCTCATGGAGTTCAGCGAGCAC 
TGTGCCATCATCCTGGAAGATGACCGCTCTGACATCAGCTCCACGTGTGCCAACA 
ACATCAACCACAACACAGAGCTGCTGCCCATTGAGCTGGACACCCTGGTGGGGA 

1 0 AAGGTCGCTTTGCTGAGGTCTATAAGGCCAAGCTGAAGCAGAAC ACTTCAGAGC 
AGTTTGAGACAGTGGCAGTCAAGATCTTTCCCTATGAGGAGTATGCCTCTTGGAA 
GACAGAGAAGGACATCTTCTCAGACATCAATCTGAAGCATGAGAACATACTCCA 
GTTCCTGACGGCTGAGGAGCGGAAGACGGAGTTGGGGAAACAATACTGGCTGAT 
CACCGCCTTCCACGCCAAGGGCAACCTACAGGAGTACCTGACGCGGCATGTCAT 

1 5 C AGCTGGGAGGACCTGCGCAAGCTGGGC AGCTCCCTCGCCCGGGGGATTGCTC A 
CCTCCACAGTGATCACACTCCATGTGGGAGGCCCAAGATGCCCATCGTGCACAG 
GGACCTCAAGAGCTCCAATATCCTCGTGAAGAACGACCTAACCTGCTGCCTGTGT 
GACTTTGGGCTTTCCCTGCGTCTGGACCCTACTCTGTCTGTGGATGACCTGGCTAA 
CAGTGGGCAGGTGGGAACTGCAAGATACATGGCTCCAGAAGTCCTAGAATCCAG 

20 GATGAATTTGGAGAATGTTGAGTCCTTCAAGCAGACCGATGTCTACTCCATGGCT 
CTGGTGCTCTGGGAAATGACATCTCGCTGTAATGCAGTGGGAGAAGTAAAAGAT 
• • : u ?CATGAGGCTGCATTTGGTTGGAAGGTGGGGGAGCACGGCTGTGT.CGAAAGCATGA 
<'*:-. - AGGAGAACGTGTTGAGAGAIGGAGGGCGAGGAGAAATTGCCAGGTTCTGGCTC^; \ 
ACCAGCAGGGCATGGAGA^GGTGTGTGAGAGGTTGAGTGAGTGCTGGGAGGAGG 

25 ACCCAGAGGGCCGTCTCACAGCCCAGTGTGTGGCAGAACGCTTCAGTGAGCTGG 
AGCATCTGGACAGGCTCTCGGGGAGGAGCTGCTCGGAGGAGAAGATTCCTGAAG 
ACGGCTCCCTAAACACTACCAAATAGCTCTTCTGGGGCAGGCTGGGCCATGTCCA 
AAGAGGCTGCCCCTCTCACCAAAGAACAGAGGCAGCAGGAAGCTGCCCCTGAAC 
TGATGCTTCCTGGAAAACCAAGGGGGTCACTCCCCTCCCTGTAAGCTGTGGGGAT 

30 AAGCAGAAACAACAGCAGCAGGGAGTGGGTGACATAGAGCATTCTATGCCTTTG 
ACATTGTCATAGGATAAGCTGTGTTAGCACTTCCTCAGGAAATGAGATTGATTTT 
TACAATAGCCAATAACATTTGCACTTTATTAATGCCTGTATATAAATATGAATAG 
CTATGTNTTATATATATNTATATNTCTATATATGTCTATAGCTCTATATATATAGC 
CATACCTTGAAAAGAGACAAGGAAAAACATCAAATATTCCCAGGAAATTGGTTT 

35 TATTGGAGAACTCCAGAACCAAGCAGAGAAGGAAGGGACCCATGACAGCATTAG 
CATTTGACAATCACACATGCAGTGGTTCTCTGACTGTAAAACAGTGAACTTTGCA 
TGAGGAAAGAGGCTCCATGTCTCACAGCCAGCTATGACCACATTGCACTTGCTTT 
TGCAAAATAATCATTCCCTGCCTAGCACTTCTCTTCTGGCCATGGAACTAAGTAC 
AGTGGCACTGTTTGAGGACCAGTGTTCCCGGGGTTCCTGTGTGCCCTTATTTCTCC 

40 TGGACTTTTCATTTAAGCTCCAAGCCCCAAATCTGGGGGGCTAGTTTAGAAACTC 
TCCCTCAACCTAGTTTAGAAACTCTACCCCATCTTTAATACCTTGAATGTTTTGAA 
CCCCACTTTTTACCTTCATGGGTTGCAGAAAAATCAGAACAGATGTCCCCATCCA 
TGCGATTGCCCCACCATCTACTAATGAAAAATTGTTCTTTTTTTCATCTTTCCCCT 
GCACTTATGTTACTATTCTCTGCTCCCAGCCTTCATCCTTTTCTAAAAAGGAGCAA 

45 ATTCTCACTCTAGGCTTTATCGTGTTTACTTTTTCATTACACTTGACTTGATTTTCT 
AGTTTTCTATACAAACACCAATGGGTTCCATCTTTCTGGGCTCCTGATTGCTCAAG 
CACAGTTTGGCCTGATGAAGAGGATTTCAACTACACAATACTATCATTGTCAGGA 
CTATGCACCTCAGGCACTCTAAAACACATGT 
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SEQ ID NO: 439 

>6308 BLOOD Hs.22675 gnl|UG|Hs#S 1969031 Homo sapiens mRNA for KIAA1144 
protein, partial cds /cds=(l 19,1588) /gb=AB032970 /gi=6329972 /ug=Hs.22675 /len=5027 
CACACTCGCACCCGCGCACGCACCGCCAGCAGGCAGCGGCCACCGCCGCGATGC 
5 TCGCCCGCGGGTTGGGGAAGTTTCCCGCCGGCCTCGGCCGCGGGCACCCGTGCTC 
CCAGGTGTAGCGCCCCCGCGCGGCGCGGGCGGCCGGCGCCTCCAGCATGACCGG 
CCAGAGCCTGTGGGACGTGTCGGAGGCTAACGTCGAGGACGGGGAGATCCGCAT 
CAATGTGGGCGGCTTCAAGAGGAGGCTGCGCTCGCACACGCTGCTGCGCTTCCCC 
GAGACGCGCCTGGGCCGCTTGCTGCTCTGCCACTCGCGCGAGGCCATTCTGGAGC 

1 0 TCTGCGATGACTACGACGACGTCCAGCGGGAGTTCTACTTCGACCGC AACCCTGA 
GCTCTTCCCCTACGTGCTGCATTTCTATCACACCGGCAAGCTTCACGTCATGGCTG 
AGCTATGTGTCTTCTCCTTCAGCCAGGAGATCGAGTACTGGGGCATCAACGAGTT 
CTTCATTGACTCCTGCTGCAGCTACAGCTACCATGGCCGCAAAGTAGAGCCCGAG 
CAGGAGAAGTGGGACGAGCAGAGTGACCAGGAGAGCACCACGTCTTCCTTCGAT 

1 5 GAGATCCTTGCCTTCTACAACGACGCCTCCAAGTTCGATGGGCAGCCCCTCGGCA 
ACTTCCGCAGGCAGCTGTGGCTGGCGCTGGACAACCCCGGCTACTCAGTGCTGAG 
CAGGGTCTTCAGCATCCTGTCCATCCTGGTGGTGATGGGGTCCATCATCACCATG 
TGCCTCAATAGCCTGCCCGATTTCCAAATCCCTGACAGCCAGGGCAACCCTGGCG 
AGGACCCTAGGTTCGAAATCGTGGAGCACTTTGGCATTGCCTGGTTCACATTTGA 

20 GCTGGTGGCCAGGTTTGCTGTGGCCCCTGACTTCCTCAAGTTCTTCAAGAATGCC 
CTAAACCTTATTGACCTCATGTCCATCGTCCCCTTTTACATCACTCTGGTGGTGAA 

• • ■ ■ . ', CGTGGTGGTGGAGAGCACAGGTAGTTTAGGGAAeTTGGGCAGGGTGGGGCAGGT 

: ,- .vi i GGTGAGGCTGATGCGGATGTIGGGGATGTTAAAGGTGGGGAGGCAGTCCACTGGG . 

• r ' - GTCGGCTGCCTGGGGGCC AGTTrTGAAAmGAGCTAC AAAGAAGTAGGGGTGGTCT . 

25 TGCTCTACCTCTCCGTGGGGATTTCCATCTTCTCCGTGGTGGCCTACACCATTGAA 
AAGGAGGAGAACGAGGGCCTGGCCACCATCCCTGCCTGCTGGTGGTGGGCTACC 
GTCAGTATGACCACAGTGGGGTACGGGGATGTGGTCCCAGGGACCACGGCAGGA 
AAGCTGACTGCCTCTGCCTGCATCTTGGCAGGCATCCTCGTGGTGGTCCTGCCCA 
TCACCTTGATCTTCAATAAGTTCTCCCACTTTTACCGGCGCCAAAAGCAACTTGA 

30 GAGTGCCATGCGCAGCTGTGACTTTGGAGATGGAATGAAGGAGGTCCCTTCGGT 
CAATTTAAGGGACTATTATGCCCATAAAGTTAAATCCCTTATGGCAAGCCTGACG 
AACATGAGCAGGAGCTCACCAAGTGAACTCAGTTTAAATGATTCCCTACGTTAGC 
CGGGAGGACTTGTCACCCTCCACCCCACATTGCTGAGCTGCCTCTTGTGCCTCTG 
GCACAGCCCAGGCACCTTATGGTTATGGTGTAAGGAGTATGCCCAGCCCCTGAG 

35 GGGAGAGATGCATGGGATATGCACCCAGGTTTCTTTTACAGTTTTTAGAATCGTT 
TTTAGAGGGTGGTGTGTCTGACACCATGCCTTTGCACCTTTCCATGAAATGACAC 
TCACTGGTCTTTGCATCGTGGGCATAAAATGTTCACCTTTTTGCCAGATGAGTAC 
ACCCAGAATGCTAATTTTTCTGTCCATCGTGTACGCTATTCTAGTGCTTGTGGCCC 
AGTACTGTCTATGAGTTGTCGTGCTCCTGTTTCTGAGGTTGTCGTGTGAGTTCTGT 

40 ACAAAAAGCCCCCACAAGTCGTCCAGTAGAAATGCATCTATGAGGTCAGCAAGG 
ATATGATGAGATTTTGCTCACAGTCATGTGAAAACAAAATCTCAGCTCTTTATCC 
ATTGCTTTCACTTAGTTTTAGTACCAAAACAAAGAGAATGCAAAGTTAAGCAGAC 
TTGACCAATGCAAGTCTCTAAGTTGTTTTTATAAATGATCTGTAGTTCCGTGGCTT 
GCATGGGTGCACCAATCATCTTTAGAACGATGTACACTGATGTTCATCTCATAAA 

45 TGTCACTCTTTAGAGAATGTTACTTAGTTAAACATGCAGTGAAGATCGAATTTTTT 
TCCCAAGAACAGATGTGTTAGGGAGAGGGGCTTCAGCTAAATAGTCCAAACCCT 
AGGGTGCTTAAAGCCAAGTTAGTGCAGGCTGAGCCCCTTGGTTCACAGTCAAGCC 
TCCTTGTTTCCTAGGGTGACTGTAGAGAAATGTATTTCCGGATGAGGTTTCTGATC 
TAGGCCATTTGACCAAACTTTGCTGTGTCTAAGATATTAGCATGTTTTTGAAATAT 
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TTATTTTTTAAGATGTTTAGGAGTAAGGTCGTGTTGTCTTCCTCAACTAAAAAGA 
AGTTTACTGTTGTATCGTCTCCCTGAGGTGAACGTTGTTGGGTTGCTAGCAAGGG 
CAGTAGCTTAAATACTTTTGTTGCCTACTCTGAAAGCTCATCAAATGAGAGCCCT 
TTTATTTCCAAGCAGAATTTAGTCAGATAATTTTGCTTCTAGGATATAGTATGTTG 
5 TATATGATGCTGTGATTGCCCTGGAGTTCCTGCCATGACATGGAAACCTGGTGGT 
ATGGAAGCATGTACTCAAAATATAGACGTGCACGATGGTGGTGTGGCTTACCCA 
GGATGGAAACACTGCAGTTCTTACTTGCATTCCCACTGCCTTTCATGGGGGGTGA 
CTGGGTAGAGGCCAGGAGAAAGGAAAGAGTTGTAAAATAAAAAACTGCTAGTTC 
ATAAAATGTCATAAAAAATTGTAAACTTGAAAAGCTTAATGCTATTCAAAAGAC 

1 0 CTTCAAGCTTCCAAACTTGTATTGAAGGGAGACGACTGTTTCCTCCTCC AAAATG 
CTCCTGCTCCTCTTGTTCGGTTAACCAGCACATAACATTGTGATGGGGAACCTGG 
GTTCCTCTATAAGATAATTCTTCTCCATCATCTTTAAGGTAATCTGATGGTTTTCC 
AGGTGGCTTTCATTATTGTTCCATCTTTGAAAAGGCAATAGAACCCAGGGGTCTG 
AGCATGGAGCTATCCAGGGTTTTCATCCAAAGGTTGGGCCTCTTCTTAAGAGGTC 

1 5 CTTTTGTGTTTC AGTTGATTGAAGATGATACTTACCTC ATTGGAGGTGTGGC AAG 
GATCTTATCAGAAGGCTTTGTGTTCTTGTAGTTGTCATGGCTACTACAGTGTGGGT 
GATTTATTGAATGAATTCACTAGCCACTTGTGTCCTGGAGCCCCCAGTTCAAATC 
TTTCCATTGGACTGGAGGCTTGTGGGAGGCTGGGAGGTGGCTGTCTCCTAGTGTC 
TACATCCGTGTCTCTGAAGCATCAGGAAAAGTGAGATGACTTAGAGGCAACTGG 

20 GCACTGAATCAGAGGAGCAGAGTTATTTTTCAGAATTTGCACATGGAACACTTAG 
ATTTGGCTGGTGCTTCCAGCCCTGGAAGGCATAACATTTACGGACTCATCCCCAG 
•-. GTGG AG TGAAGGCAGGTGGTGGTAC AGAGTTATGAGGAGGGATC AGTTTCfGGAA '\ 
V. ■•• '-' GGGTGAIIGG'TATTGGGTGAGTGAGGGI^GTATCGATGGCCGCTGAGGAGGAAGG^ ;. 
• rimTGGAAAGTGGAAGCAAGGAAGAAGGCAGAATAACTCAGTGAGTTTCATGAAG.. ■• 

25, ATTTTTCTAAACAAGAAGGCTTACCACCAAAAAAGAGGTAGCCTAGTGGTTACCC 
TTTGCAGATGTGAAAGCTGGAAAACTTGACTTTTCTTTTTGGTAATGACTTGCATT 
TATCTGGTGCCTTTCGTTGGAGGAATCCCAACGTGCTTTAGAGACTATCTTTTTAA 
CATCTCTTGTACATACATATATACTTATATAAAATATTATCTTGCCCAACTGGACC 
TTTACTCACTTCTGAGCATGAGAATGTCCCAATAGCATTGAGTTTTTCAAGTGGT 

30 GGTTTCAGATAAGTGGGAGAAAGAACAACCCGGCTGGCTTAAACCCTGGAGCTA 
ATTCCCACAAGGAATGTAGACTGAATGGTGACCCAGGGAGAAATAATCTTCCTCT 
CCCCTAAAGTCTCACTAAGGTTTGAAGTTTACAGGTGCTCTCCACTGGGTCTTTG 
ATCGACCTTGCTAGATAACATCTAACTAAAAGCAGTTTCTTTTAGTCCCTGAAGC 
TAACCAGGGAGAGTCAGGTTAATTTTCTGTAAAAATATGAGGTGACATCTTTGGC 

35 AACCAGGCTGTCAGACTGACCTGTAAACCTCCTTTAGGGGGACAGAGTAGAAAC 
TGGAGATGACTTGTTTCCAGCTGTGAGCTTGAGAGAAGTGTCACTCCCAGCATTT 
GAAGGTTATTGTTTTCAATGCCAGTGGGCCAAATATATGGGCCAGGCTTTGATAT 
CTGTGATGTGCATTTTGGAAGTGCTGGGTTGGGAAGTGACACGTCTGTTGCACAA 
ATGCATATTGGTTATAGGTTTGTGTTTTCTGCCAAACCCCCACATTTCTCGGGTTT 

40 GTGAGTGAGGAAGGGCATGTTGTAATGCCAAGCTGATTTGTAGCTCGTAAGGTA 
GTAATTGGTATTTAACATTTGCATTTGTTATTTCTACTTATCTTAGCACTCAAATA 
ATTGAACTACCTGCTAATTCTTGCCGCATTTCAAAGAAAATAAGTTGTTATGCAC 
TTTGGGATAGTGGTGATCTGTACAGGCTGTGTGTTAGCTACTTGAAGGCGTAACT 
GGTATTTCTTGTGTGTTTTAACAGCATGACTTCTTACAGAGCTGTAATTTTTAAAA 

45 TTGAGGATGCCATATTTGAGATGTCAGTTTTAACACTCATTAACACACTACTGTG 
CAAGCATTGACACAGGCTGCACTG 
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SEQ ID NO: 440 

>6321 BLOOD gi|177991|gb|M16405.1 [HUMACHRM4 Human m4 muscarinic 
acetylcholine receptor gene 

TCTAGACCACCAGCCTGGACAACATACCAAGACCCTGTCTCTACAAATAAATAG 
5 ATAAATAAATAGACACTTTTTTTAAGTGTCAAAAGTGCTTGGCACTTAGTAGACC 
ATCAGTGTTAGGTGCTCATACATACCCCGATTATTGCCTTGTCCCAGTGTCTTGTA 
CAGGGGTTGGAGAGNAGGTGTTAAGAAATGACCGAATGGGTAAATGGATGAAC 
AGAACACCTCCCTCCAGAGCCCACATGCTCGTGGGCCTCTGGGACCACTCTCCTC 
CTCCTCTTGCTTCCCTGAGCTCCCCCAGCATGGCCTCTGTCCAGGCCTTGCGCTGC 

1 0 CTCCAGGCCTTTGCTGTGGCTACTGCCCCTGGAGCGCCATNTCCAC AGCTCCTCCT 
GTGGCTGGCTCCTCATCACCCAGATGACCTGGTGGGTGAGGCCACCTAGCAAGG 
AGTCATGCCTGTCCTGCCTTCTGACTCACTCTCTCATCACCCTGCCTTTTTTTTCTT 
TTGTGGCTCACGTGTTTGCATGTCTCCCCCCATGAGGCAGGGGGCCATGTGTGTC 
TTATTCACTTCTGTAGCCACAGCACCCTGAGCAATGCTTGCCACATAGTAGGTGC 

1 5 TCAATTAATGTTGAATGAATGGGCAAAATGCGGGATGGCGGGAC AGAGTTCTCT 
CAAGGCATTCTGCCAGAGAATGTCCCTCTGTCACCTTGAATCCAGTGTACCTCCA 
GATGACTCCCCCATTCCCTCCTGTAGTTCATGCTTTTCTCTCCCCTTCCTCCCCAG 
ACACGGCCTACCCACCCCTGGCAACCAACATGGCCAACTTCACACCTGTCAATGG 
CAGCTCGGGCAATCAGTCCGTGCGCCTGGTCACGTCATCATCCCACAATCGCTAT 

20 GAGACGGTGGAAATGGTCTTCATTGCCACAGTGACAGGCTCCCTGAGCCTGGTG 
ACTGTCGTGGGCAACATCCTGGTGATGCTGTCCATCAAGGTCAACAGGCAGCTGC 
{-I ••.> 1 \;AGA©AGTGAAGAACTAOTT€G^GTTGAGGGTGGCGTGTGCTGATCTGATCATAGG 
•v* • < i \GGCGrf TGTGG ATGAAGGTCTAGAGGGTGT ACATCATCAAGGGCTAGTGGGGGGTG - • 
4k< 'y. GGCGGGGTGGTCTGCGAGGTGTGGCTGGCCCTGGACTAGGTGGTGAGCAAGGGGT 

25 GCGTCATGAACCTTCTCATCATCAGCTTTGACCGCTACTTGTGCGTCACCAAGCCT 
CTCACCTACCCTGCCCGGCGCACCACCAAGATGGCAGGCCTCATGATTGCTGCTG 
CCTGGGTACTGTCCTTCGTGCTCTGGGCGCCTGCCATCTTGTTCTGGCAGTTTGTG 
GTGGGTAAGCGGACGGTGCCCGACAACCACTGCTTCATCCAGTTCCTGTCCAACC 
CAGCAGTGACCTTTGGCACAGCCATTGCTGCCTTCTACCTGCCTGTGGTCATCAT 

30 GACGGTGCTGTACATCCACATCTCCCTGGCCAGTCGCAGCCGAGTCCACAAGCAC 
CGGCCCGAGGGCCCGAAGGAGAAGAAAGCCAAGACGCTGGCCTTCCTCAAGAGC 
CCACTAATGAAGCAGAGCGTCAAGAAGCCCCGCCCGGGAGGCCGCCCGGGAGG 
ACTGCGCAATGGCAAGCTGGAGGAGGCCCCCCCGCCAGCGCTGCCACCGCCACC 
GCGCCCCGTGGCTGATAAGGACACTTCCAATGAGTCCAGCTCAGGCAGTGCCAC 

35 CCAGAACACCAAGGAACGCCCAGCCACAGAGCTGTCCACCACAGAGGCCACCAC 
TCCCGCCATGCCCGCCCCTCCCCTGCAGCCGCGGGCCCTCAACCCAGCCTCCAGA 
TGGTCCAAGATCCAGATTGTGACGAAGCAGACAGGCAATGAGTGTGTGACAGCC 
ATTGAGATTGTGCCTGCCACGCCGGCTGGCATGCGCCCTGCGGCCAACGTGGCCC 
GCAAGTTCGCCAGCATCGCTCGCAACCAGGTGCGCAAGAAGCGGCAGATGGCGG 

40 CCCGGGAGCGCAAAGTGACACGAACGATCTTTGCCATTCTGCTAGCCTTCATCCT 
CACCTGGACGCCCTACAACGTCATGGTCCTGGTGAACACCTTCTGCCAGAGCTGC 
ATCCCTGACACGGTGTGGTCCATTGGCTACTGGCTCTGCTACGTCAACAGCACCA 
TCAACCCTGCCTGCTATGCTCTGTGCAACGCCACCTTTAAAAAGACCTTCCGGCA 
CCTGCTGCTGTGCCAGTATCGGAACATCGGCACTGCCAGGTAGGCAGGCAGGAG 

45 TGCCCTAGGAGGTGCGGTGTGCGTGCGTGTGCTGGGGGACCACACGGCTCACTTG 
CTGTGGGGAAGAGTGCAGGCACCATTCTGCGTTCACGTTTGCTGAGGAGGAAGTT 
CAGAAGAGGCTCTGTGGCTGCATTCAGAGACCAGATCTCTGCTCACCCGTGAGG 
AGGCTCACCCCAGGGAGTGTCTGAACTGGGGCTGCCTGGCCCACCTCTGTGGCCC 
TGCTTCAGCGAGCTGCGGGGCACTGGCCTGGGTGGGCACCTGCCCACTGTGACCA 
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ACCATCAGCAGTGCTGGAAGAATGGAGATCTGGATGGGGGCCGAAGCCCAGGGC 
CCCCTCAGGAAGAACAAAG 

SEQ ID NO: 441 

5 >6329 BLOOD 1 0996 1 8 . 1 3 J03 5 1 6 g607029 Human elastase m B mRNA, complete cds, 
clone pCLlE3. 0 

TTAGAGCCCCAGGTTCTGTGCCCTTTTCCTATCATCGCAAAACTCATGATGCTCCG 

GCTGCTCAGTTCCCTCCTCCTTGTGGCCGTTGCCTCAGGCTATGGCCCACCTTCCT 

CTCGCCCTTCCAGCCGCGTTGTCAATGGTGAGGATGCGGTCCCCTACAGCTGGCC 

1 0 CTGGC AGGTTTCCCTGCAGTATGAGAAAAGTGGAAGCTTCTACC ACACGTGTGGC 
GGTAGCCTCATCGCCCCCGACTGGGTTGTGACTGCCGGCCACTGCATCTCGAGCT 
CCTGGACCTACCAGGTGGTGTTGGGCGAGTACGACCGTGCTGTGAAGGAGGGCC 
CCGAGCAGGTGATCCCCATCAACTCTGGGGACCTCTTTGTGCATCCACTCTGGAA 
CCGCTCGTGTGTGGCCTGTGGCAATGACATCGCCCTCATCAAGCTCTCACGCAGC 

1 5 GCCCAGCTGGGGAGACGCCGTCCAGCTCGCCTCACTCCCTCCCGCTGGTGACATC 
CTTCCCAACGAGACACCCTGCTACATCACCGGCTGGGGCCGTCTCTATACCAACG 
GGCCACTCCCAGACAAGCTGCAGGAGGCCCTGCTGCCCGTGGTGGACTATGAAC 
ACTGCTCCAGGTGGAACTGGTGGGGTTCCTCCGTGAAGAAGACCATGGTGTGTGC 
TGGAGGGGACATCCGCTCCGGCTGCAACGGTGACTCTGGAGGACCCCTCAACTG 

20 CCCCACAGAGGATGGTGGCTGGCAGGTCCATGGCGTGACCAGCTTTGTTTCTGCC 
TTTGGCTGC AACACCCGCAGGAAGCCCACGGTGTTCACTCGAGTCTCCGCCTTC A 
v -i ■ • i ;.. (TGGAGTGGATTG AGGAGA€GATAGC AAGCG ACT AGAAGC>,AGGGGGAGGTGGCA \ 
• , : : * G^GGTGATCGAOi CCCAGAfTCCTGAATAAAGAATAAA GATGTCTGAGAAAATTG AA'. ',: 
i V- liC AAC-. >■■'" T ■■■ •V'Wk-JtmW*'' * •■ i -.'.;v:-. V ^ -.<) ' 

25 5 - ' •• - ' < 

SEQ ID NO: 442 

>6332 BLOOD 1095450.1 X87949 gl 143491 Human mRNA for BiP protein. 0 

CCAAGACAGCACAGACAGATTGACCTATTGGGGTGTTTCGCGAGTGTGAGAGGG 

AAGCGCCGCGGCCTGTATTTCTAGACCTGCCCTTCGCCTGGTTCGTGGCGCCTTGT 

30 GACCCCGGGCCCCTGCCGCCTGCAAGTCGGAAATTGCGCTGTGCTCCTGTGCTAC 
GGCCTGTGGCTGGACTGCCTGCTGCTGCCCAACTGGCTGGCAAGATGAAGCTCTC 
CCTGGTGGCCGCGATGCTGCTGCTGCTCAGCGCGGCGCGGGCCGAGGAGGAGGA 
CAAGAAGGAGGACGTGGGCACGGTGGTCGGCATCGACCTGGGGACCACCTACTC 
CTGCGTCGGCGTGTTCAAGAACGGCCGCGTGGAGATCATCGCCAACGATCAGGG 

35 CAACCGCATCACGCCGTCCTATGTCGCCTTCACTCCTGAAGGGGAACGTCTGATT 
GGCGATGCCGCCAAGAACCAGCTCACCTCCAACCCCGAGAACACGGTCTTTGAC 
GCCAAGCGGCTCATCGGCCGCACGTGGAATGACCCGTCTGTGCAGCAGGACATC 
AAGTTCTTGCCGTTCAAGGTGGTTGAAAAGAAAACTAAACCATACATTCAAGTTG 
ATATTGGAGGTGGGCAAACAAAGACATTTGCTCCTGAAGAAATTCTGCCATGGTT 

40 CTCACTAAAATGAAAGAAACCGCTGAGGCTTATTTGGGAAAGAAGGTTACCCAT 
GCAGTTGTTACTGTACCAGCCTATTTTAATGATGCCCAACGCCAAGCAACCAAAG 
ACGCTGGAACTATTGCTGGCCTAAATGTTATGAGGATCATCAACGAGCCTACGGC 
AGCTGCTATTGCTTATGGCCTGGATAAGAGGGAGGGGGAGAAGAACATCCTGGT 
GTTTGACCTGGGTGGCGGAACCTTCGATGTGTCTCTTCTCACCATTGACAATGGT 

45 GTCTTCGAAGTTGTGGCCACTAATGGAGATACTCATCTGGGTGGAGAAGACTTTG 
ACCAGCGTGTCATGGAACACTTCATCAAACTGTACAAAAAGAAGACGGGCAAAG 
ATGTCAGGAAAGACAATAGAGCTGTGCAGAAACTCCGGCGCGAGGTAGAAAAG 
GCCAAACGGGCCCTGTCTTCTCAGCATCAAGCAAGAATTGAAATTGAGTCCTTCT 
ATGAAGGAGAAGACTTTTCTGAGACCCTGACTCGGGCCAAATTTGAAGAGCTCA 
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ACATGGATCTGTTCCGGTCTACTATGAAGCCCGTCCAGAAAGTGTTGGAAGATTC 
TGATTTGAAGAAGTCTGATATTGATGAAATTGTTCTTGTTGGTGGCTCGACTCGA 
ATTCCAAAGATTCAGCAACTGGTTAAAGAGTTCTTCAATGGCAAGGAACCATCCC 
GTGGCATAAACCCAGATGAAGCTGTAGCGTATGGTGCTGCTGTCCAGGCTGGTGT 
5 GCTCTCTGGTGATCAAGATACAGGTGACCTGGTACTGCTTGATGTATGTCCCCTT 
ACACTTGGTATTGAAACTGTGGGAGGTGTCATGACCAAACTGATTCCAAGGAAC 
ACAGTGGTGCCTACCAAGAAGTCTCAGATCTTTTCTACAGCTTCTGATAATCAAC 
CAACTGTTACAATCAAGGTCTATGAAGGTGAAAGACCCCTGACAAAAGACAATC 
ATCTTCTGGGTACATTTGATCTGACTGGAATTCCTCCTGCTCCTCGTGGGGTCCCA 

1 0 C AGATTGAAGTC ACCTTTGAGATAGATGTGAATGGTATTCTTCGAGTGACAGCTG 
AAGACAAGGGTACAGGGAACAAAAATAAGATCACAATCACCAATGACCAGAAT 
CGCCTGACACCTGAAGAAATCGAAAGGATGGTTAATGATGCTGAGAAGTTTGCT 
GAGGAAGACAAAAAGCTCAAGGAGCGCATTGATACTAGAAATGAGTTGGAAAG 
CTATGCCTATTCTCTAAAGAATCAGATTGGAGATAAAGAAAAGCTGGGAGGTAA 

1 5 ACTTTCCTCTGAAGATAAGGAGACCATGGAAAAAGCTGTAGAAGAAAAGATTGA 
ATGGCTGGAAAGCCACCAAGATGCTGACATTGAAGACTTCAAAGCTAAGAAGAA 
GGAACTGGAAGAAATTGTTCAACCAATTATCAGCAAACTCTATGGAAGTGCAGG 
CCCTCCCCCAACTGGTGAAGAGGATACAGCAGAAAAAGATGAGTTGTAGACACT 
GATCTGCTAGTGCTGTAATATTGTAAATACTGGACTCAGGAACTTTTGTTAGGAA 

20 AAAATTGAAAGAACTTAAGTCTCGAATGTAATTGGAATCTTCACCTCAGAGTGGA 
GTTGAAACTGCTATAGCCTAAGCGGCTGTTTACTGCTTTTCATTAGCAGTTGCTCA 
■(* ''£. :.%GAmTGTTTGGGTGGGGGGGAGAAGAAGAATTGGGeATCTTAAAAAGGGGGTAA: ' 

:'. : ; • TCATGTGGATCTGGTGTAGGAAGTTTTTTCTAGCATAAGTGACACGAATAAATGT ; X ■■ 
25 TTGTTATTTACACTGGAAAAAAAAAAAAAANGNGGCCNCCGA 

SEQ ID NO: 443 

>6336 BLOOD 988256.7 M21121 g339420 Human T-cell-specific protein (RANTES) 
mRNA, complete cds. 0 

30 GACGTAGGATCAAGACAGCACGTGGACCTCGCACAGCCTCTCCCACAGGTACCA 
TGAAGGTCTCCGCGGCAGCCCTCGCTGTGCATCCTCATTGCTACTGCCCTCTGCG 
CTCCTGCATCTGCCTCCCCATATTCCTCGGACACCACACCCTGCTGCTTTGCCTAC 
ATTGCCCGCCCACTGCCCCGTGCCCACATCAAGGAGTATTTCTACACCAGTGGCA 
AGTGCTCCAACCCAGCAGTCGTCTTTGTCACCCGAAAGAACCGCCAAGTGTGTGC 

35 CAACCCAGAGAAGAAATGGGTTCGGGAGTACATCAACTCTTTGGAGATGAGCTA 
GGATGGAGAGTCCTTGAACCTGAACTTACACAAATTTGCCTGTTTCTGCTTGCTCT 
TGTCCTAGCTTGGGAGGCTTCCCCTCACTATCCTACCCCACCCGCTCCTTGAAGG 
GCCCAGATTCTACCACACAGCAGCAGTTACAAAAACCTTCCCCAGGCTGGACGT 
GGTGGCTCACGCCTGTAATCCCCAGCACTTTTGGGAGGCTGAGGCGGGTGGACCC 

40 CGGGGTTAAAGAGATCCGAGCCATTCTTGGTTACCCCGGTGAAACCCCAGTCTCC 
ACTAAGAATTTAAAAAATTAGCCGGGCGTGGTAGCGGGCGCCTGTAGTCCCAGC 
TACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCA 
GTGAGCCGAGATCGCGCCACTGCACTCCAGCCTGGGAGACAGTGTAAGACTGTC 
TCAAAAAAAATAAAATAAAATAAAAAGTCAGATCAGTAAAACTGATAAACCCCT 

45 ACCCAACCTGATTAGGAAAGTGAGAACAGAAATTACCAGTATCATAATGAAAAG 
GAAATTATCAACACAGCTCCTAAAGACATTAAAAGGGTAAGAAGGGACCATTAT 
AAATAACCTTATGTCTACAAATTTGATAACCTGGGTCAAAAGGATAGATTTCTTG 
GATAGATTCATTACCTAAATGACACCAAGATCAAACCAAAAAATGTGAATAGCC 
CTATATTTATTAAATACACTATAGAAAACCAGACAAAGAAAATTTAAGGCCCAG 
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ATGGTTTCAGACATTAATTCTACAGCCCTGACAAGGAAAAAGGGGATAGTTAGA 
ATTGGGTTACTAAAAAGTTAGCTTTTAATATCAACAGGAATACTGGTCAAGAGTC 
CACATTATGCAGGTTGTAAATGGTAGACACTATAAACAAATAGGAATCAGCTCT 
GATGATACTCATTTTTTCTTCCCTTTCAAAGGCTTGGCAAATAAAGCCGGGTCAA 
5 TTTGCTCCTTTGCCAGTCCTCTGACAGAGAAGAGTCTTGCTGCCCGCTCCTGCAG 
AGTGCCCCCACATTTCAGTCCAAGGGCCATCAGTTCACATTTGAGCTTCTCCAAA 
CCCAGCAACTCCAGTTCTGCAACAGAGGTGAACGCCAATAAATCTATAGTTTCCT 
TATCAATAACTGCGTTTCCTGGCTGGCTTTCCTGCAGTTTGGCAACGGCAACGTTT 
TCCCTTTCTTCAGGTGCTACCTCAGCAACTCTTTCCCCATCAGTCCTTTCTTCTGTC 

1 0 TCTTTATCCTTATTCAGTCCAGCCCCAGTGGGCTCCTCTTCTATGGGTTCTTTACTC 
TCTGCCTTCTTCTCCTGGGTCTCTTCTGTTTCTGTAACCATCCTGCTTTCCATGTGC 
TCTTTGGACTCCCCCAGCTCAGCACATGAGTCTTCTAAAATATGCCTCCCAGAGT 
CAGTCACCGGGATCTGCAGTTGTTCTGGTGATCCATGGTCTGTATTCACTACTCTC 
GCCCTCTGAGAACCACTGGGAAATTTGGCTGCCATCTCGACACCATTGCTACCAA 

1 5 TTTTTGGAGCATGGAAACCCATTCCTGAAGTGCTTGGTGCTTCTTCACTGTCATCA 
TCTGAACTCTCAGAGTTGGACCCTTCTGCAGTCTCTAGTCCCTCCATGCCCAACCA 
GAAGCATCTCCTCTTTCCCGCACTGGCTCCTCTGTCTGTTTGAGATTTAGTAGGCC 
ATTGCCGTTTCCGATTCTCACTGATTTCTGCTGAAACCATCTTGCTGGAGGCAGCC 
TGCATACCTTTGAGGACGGAATCCTCCAGACGCTCAGCCATCTCATGGCACTGCT 

20 GCTGGTAGTCGGGGCTGGTGAAGCAGTGCTTGGGTTCTACAAGCTTCCGCTGCAG 
TCGCTCCAGCCGCTTCTGCTCCTTTTCAGCCTCTCGCTCGGCTTGTTGTTTTACCCA 
• • : K 1?TC AGGCATTGCTTTTTC ATGATTGACATGGeGTAGTGTC.CTTGC AGTGAGAT.GGC 
.•-W--T , ... GAGAA.GGTTGTCGATTG.GTTGTCTTCTGAATGIXjAGGAGGAAGTGG'TGGGAGCAT ,.• 

• r • AGATGGAAAAGCTCCTTTTCCAGCGGAAAGTCTGGGTTCCAAACTATAAACAGGT 

25 CCATGCTGCACTGTGTCACTGGTGTTAATGAGTGCTCCATTGCATTTCACAAAGA 
AGTTTTCCACTGGAACATTCTGATCTTGGCAGTGCCGGTGGATAAAATCCCGGAC 
GGTGCACCGACCCGAGGCACACCGCACCGCCTTGCACCCGAAGCCAGGGCCGCG 
AATCCACACCAGCGCCGCGGCCTCCGGCCATGTCACCGACTACCCGAACCTCAA 
GCCTCTCTGTAGAC 

30 

SEQ ID NO: 444 

>6352 BLOOD 346440.22 M24899 g537521 Human triiodothyronine (ear7) mRNA, 
complete cds. 0 

CCCCGGGCGCAGGAGGCGGGCGGCCCGGCCCCACCGGCCCCCCATGGACGCCCC 
35 CAGCACGGGGCGCTGAGACCCCCGCGTCGCTGCCCAGCCCGGTCCGGCGCGCCA 
CGCCGAGGGATCTCTGGACAGGACAAGACTCCGAAGCTACTCCCCCAGCACACA 
GCCCGGGACCCACAAACCCAGCTTGCCCCCAGCCCTCCCACCTGCCACTCCCTGG 
CCCCTCCCACCGCCCGCCCCCCTTGGGGCGCAGGGCATGGTGTGAAAGGCCAAG 
TGCTGAGGCGGGTATCATGGGTGCTGTGCCCTAGGGCCTGGGTGGCAGGGGGTG 
40 GGTGGCCTGTGGGTGTGCCGGGGGGGCCAGTGTGCCCACCCCAGTCTCTTGGCGT 
GCTGGAGGGCATCCTGGATGGAATTGAAGTGAATGGAACAGAAGCCAAGCAAG 
GTGGAGTGTGGGTCAGACCCAGAGGAGAACAGTGCCAGGTCACCAGATGGAAA 
GCGAAAAAGAAAGAACGGCCAATGTTCCCTGAAAACCAGCATGTCAGGGTATAT 
CCCTAGTTACCTGGACAAAGACGAGCAGTGTGTCGTGTGTGGGGACAAGGCAAC 
45 TGGTTATCACTACCGCTGTATCACTTGTGAGGGCTGCAAGGGCTTCTTTCGCCGC 
ACAATCCAGAAGAACCTCCATCCCACCTATTCCTGCAAATATGACAGCTGCTGTG 
TCATTGACAAGATCACCCGCAATCAGTGCCAGCTGTGCCGCTTCAAGAAGTGCAT 
CGCCGTGGGCATGGCCATGGACTTGGTTCTAGATGACTCGAAGCGGGTGGCCAA 
GCGTAAGCTGATTGAGCAGAACCGGGAGCGGCGGCGGAAGGAGGAGATGATCC 
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GATCACTGCAGCAGCGACCAGAGCCCACTCCTGAAGAGTGGGATCTGATCCACA 
TTGCCACAGAGGCCCATCGCAGCACCAATGCCCAGGGCAGCCATTGGAAACAGA 
GGCGGAAATTCCTGCCCGATGACATTGGCCAGTCACCCATTGTCTCCATGCCGGA 
CGGAGACAAGGTGGACCTGGAAGCCTTCAGCGAGTTTACCAAGATCATCACCCC 
5 GGCCATCACCCGTGTGGTGGACTTTGCCAAAAAACTGCCCATGTTCTCCGAGCTG 
CCTTGCGAAGACCAGATCATCCTCCTGAAGGGGTGCTGCATGGAGATCATGTCCC 
TGCGGGCGGCTGTCCGCTACGACCCTGAGAGCGACACCCTGACGCTGAGTGGGG 
AGATGGCTGTCAAGCGGGAGCAGCTCAAGAATGGCGGCCTGGGCGTAGTCTCCG 
ACGCCATCTTTGAACTGGGCAAGTCACTCTCTGCCTTTAACCTGGATGACACGGA 

1 0 AGTGGCTCTGCTGC AGGCTGTGCTGCTAATGTCAACAGACCGCTCGGGCCTGCTG 
TGTGTGGACAAGATCGAGAAGAGTCAGGAGGCGTACCTGCTGGCGTTCGAGCAC 
TACGTCAACCACCGCAAACACAACATTCCGCACTTCTGGCCCAAGCTGCTGATGA 
AGGAGAGAGAAGTGCAGAGTTCGATTCTGTACAAGGGGGCAGCGGCAGAAGGC 
CGGCCGGGCGGGTCACTGGGCGTCCACCCGGAAGGACAGCAGCTTCTCGGAATG 

1 5 C ATGTTGTTC AGGGTCCGC AGGTCCGGC AGCTTGAGC AGC AGCTTGGTGAAGCG 
GGAAGTCTCCAAGGGCCGGTTCTTCAGCACCAGAGCCCGAAGAGCCCGCAGCAG 
CGTCTCCTGGAGCTGCTCCACCGAAGCGGAATTCTCCATGCCCGAGCGGTCTGTG 
GGGAAGACGACAGCAGTGAGGCGGACTCCCCGAGCTCCTCTGAGGAGGAACCGG 
AGGTCTGCGAGGACCTGGCAGGCAATGCAGCCTCTCCCTGAAGCCCCCCAGAAG 

20 GCCGATGGGGAAGGAGAAGGAGTGCCATACCTTCTCCCAGGCCTCTGCCCCAAG 
AGCAGGAGGTGCCTGAAAGCTGGGAGCGTGGGCTCAGCAGGGCTGGTCACCTCC 
GATCeeGTAAGAGCACGTTCGCTTCGTCDAGGAGGCGAAACATGGCGAGAG'f CCGT , ■ 
',. k i 'TGGT-TTT;TGCTGTGTAGTTCGCTGTGCCTGGGATGGGCTTCGGGGT.TTGTGTGGCTG: ■ 
•GGAAGATCTTACTTGTCCTTTGAGGCCCGAACTGAAGTGTCAGGTCGT-TCGGCAGG 

25 TCCCCCAGGCAGAAATAGTTGTCTGTGCTTCCTTGGTTCATGCTTCTACTGTGACA 
CTTATCTCACTGTTTTATAATTAGTCGGGCATGAGTCTGTTTCCCAAGCTAGACTG 
TGTCTGAATCATGTCTGTATCCCCAGTGCCCGGTGCAGGGCCTGGCATAGAGTAG 
GTACTCCATAAAAGGTGTGTTGAATTGAACTGCGTCTGCCTCCTCCCCCGGGTCA 
GGCGAGAGCCTGACCTACCTGCAGAGACAAGCACCACCGCGGTGAAGAGGCCCA 

30 GCTCCTCCTCGGTAAGCGCCAGGGAGTTGAGCTTCTCGCTGAAGTCGAACATGGC 
ACTGAGCAGGTCTCCCATGCCCATGGCACCAAGCTCCTGCAGGCTGTAGGTG 

SEQ ID NO: 445 

>6353 BLOOD Hs.73817 gnl|UG|Hs#S268571 Homo sapiens gene for LD78 alpha 
35 precursor, complete cds /cds=(86,364) /gb=D90144 /gi=219905 /ug=Hs.73817 /len=781 

CAGAAGGACACGGGCAGCAGACAGTGGTCAGTCCTTTCTTGGCTCTGCTGACACT 
CGAGCCCACATTCCGTCACCTGCTCAGAATCATGCAGGTCTCCACTGCTGCCCTT 
GCTGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGTTCTCTGCATCACTTGCTGC 
TGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGGCAGATTCCACAGAAT 
40 TTCATAGCTGACTACTTTGAGACGAGCAGCCAGTGCTCCAAGCCCGGTGTCATCT 
TCCTAACCAAGCGAAGCCGGCAGGTCTGTGCTGACCCCAGTGAGGAGTGGGTCC 
AGAAATATGTCAGCGACGTGGAGCTGAGTGCCTGAGGGGTCCAGAAGCTTCGAG 
GCCCAGCGACCTCGGTGGGCCCAGTGGGGAGGAGCAGGAGCCTGAGCCTTGGGA 
ACATGCGTGTGACCTCCACAGCTACCTCTTCTATGGACTGGTTGTTGCCAAACAG 
45 CCACACTGTGGGACTCTTCTTAACTTAAATTTTAATTTATTTATACTATTTAGTTTT 
TGTAATTTATTTTCGATTTCACAGTGTGTTTGTGATTGTTTGCTCTGAGAGTTCCC 
CTGTCCCCTCCCCCTTCCCTCACACCGCGTCTGGTGACAACCGAGTGGCTGTCATC 
AGCCTGTGTAGGCAGTCATGGCACCAAAGCCACCAGACTGACAAATGTGTATCG 
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GATGCTTTTGTTCAGGGCTGTGATCGGCCTGGGGAAATAATAAAGATGCTCTTTT 
AAAAGGTAAA 

SEQ ID NO: 446 

5 >6372 BLOOD 902559. 1 M34309 gl 83990 Human epidermal growth factor receptor 
(HER3) mRNA, complete cds. 0 

CTCTCACACACACACACCCCTCCCCTGCCATCCCTCCCCGGACTCCGGCTCCGGC 
TCCGATTGCAATTTGCAACCTCCGCTGCCGTCGCCGCAGCAGCCACCAATTCGCC 
AGCGGTTCAGGTGGCTCTTGCCTCGATGTCCTAGCCTAGGGGCCCCCGGGCCGGA 

1 0 CTTGGCTGGGCTCCCTTCACCCTCTGCGGAGTCATGAGGGCGAACGACGCTCTGC 
AGGTGCTGGGCTTGCTTTTCAGCCTGGCCCGGGGCTCCGAGGTGGGCAACTCTCA 
GGCAGTGTGTCCTGGGACTCTGAATGGCCTGAGTGTGACCGGCGATGCTGAGAA 
CCAATACCAGACACTGTACAAGCTCTACGAGAGGTGTGAGGTGGTGATGGGGAA 
CCTTGAGATTGTGCTCACGGGACACAATGCCGACCTCTCCTTCCTGCAGTGGATT 

1 5 CGAGAAGTGAC AGGCTATGTCCTCGTGGCC ATGAATGAATTCTCTACTCTACCAT 
TGCCCAACCTCCGCGTGGTGCGAGGGACCCAGGTCTACGATGGGAAGTTTGCCAT 
CTTCGTCATGTTGAACTATAACACCAACTCCAGCCACGCTCTGCGCCAGCTCCGC 
TTGACTCAGCTCACCGAGATTCTGTCAGGGGGTGTTTATATTGAGAAGAACGATA 
AGCTTTGTCACATGGACACAATTGACTGGAGGGACATCGTGAGGGACCGAGATG 

20 CTGAGATAGTGGTGAAGGACAATGGCAGAAGCTGTCCCCCCTGTCATGAGGTTT 
GCAAGGGGCGATGCTGGGGTCCTGGATCAGAAGACTGCCAGACATTGACCAAGA 
r i <GGATCTGTGGTCCTC AGTGTAATGGTCACTGCT:r.TGGGCCC AACCGG AAGC AGTG 
- 5 i: :GTGGGATGATGAGTGTGCGGGGGGCirGGOiGAGGGCGTGAGGACAGAGAGTGGTTT 
" , i 5GGGTGCCGGCACTTCAATGAGAGTGGAGCGTGTGTAGCTGGGTGTCCACAGCCTC 

25 TTGTCTACAACAAGCTAACTTTCCAGCTGGAACCCAATCCCCACACCAAGTATCA 
GTATGGAGGAGTTTGTGTAGCCAGCTGTCCCCATAACTTTGTGGTGGATCAAACA 
TCCTGTGTCAGGGCCTGTCCTCCTGACAAGATGGAAGTAGATAAAAATGGGCTCA 
AGATGTGTGAGCCTTGTGGGGGACTATGTCCCAAAGCCTGTGAGGGAACAGGCT 
CTGGGAGCCGCTTCCAGACTGTGGACTCGAGCAACATTGATGGATTTGTGAACTG 

30 CACCAAGATCCTGGGCAACCTGGACTTTCTGATCACCGGCCTCAATGGAGACCCC 
TGGCACAAGATCCCTGCCCTGGACCCAGAGAAGCTCAATGTCTTCCGGACAGTAC 
GGGAGATCACAGGTTACCTGAACATCCAGTCCTGGCCGCCCCACATGCACAACTT 
CAGTGTTTTTTCCAATTTGACAACCATTGGAGGCAGAAGCCTCTACAACCGGGGC 
TTCTCATTGTTGATCATGAAGAACTTGAATGTCACATCTCTGGGCTTCCGATCCCT 

35 GAAGGAAATTAGTGCTGGGCGTATCTATATAAGTGCCAATAGGCAGCTCTGCTAC 
CACCACTCTTTGAACTGGACCAAGGTGCTTCGGGGGCCTACGGAAGAGCGACTA 
GACATCAAGCATAATCGGCCGCGCAGAGACTGCGTGGCAGAGGGCAAAGTGTGT 
GACCCACTGTGCTCCTCTGGGGGATGCTGGGGCCCAGGCCCTGGTCAGTGCTTGT 
CCTGTCGAAATTATAGCCGAGGAGGTGTCTGTGTGACCCACTGCAACTTTCTGAA 

40 TGGGGAGCCTCGAGAATTTGCCCATGAGGCCGAATGCTTCTCCTGCCACCCGGAA 
TGCCAACCCATGGAGGGCACTGCCACATGCAATGGGCTCGGGCTCTGATACTTGT 
GCTCAATGTGCCCATTTTCGAGATGGGCCCCACTGTGTGAGCAGCTGCCCCCATG 
GAGTCCTAGGTGCCAAGGGCCCAATCTACAAGTACCCAGATGTTCAGAATGAAT 
GTCGGCCCCTGCCATGAGAACTGCACCCAGGGGTGTAAAGGACCAGAGCTTCAA 

45 GACTGTTTAGGACAAACACTGGTGCTGATCGGCAAAACCCATCTGACAATGGCTT 
TGACAGTGATAGCAGGATTGGTAGTGATTTTCATGATGCTGGGCGGCACTTTTCT 
CTACTGGCGTGGGCGCCGGATTCAGAATAAAAGGGCTATGAGGCGATACTTGGA 
ACGGGGTGAGAGCATAGAGCCTCTGGACCCCAGTGAGAAGGCTAACAAAGTCTT 
GGCCAGAATCTTCAAAGAGACAGAGCTAAGGAAGCTTAAAGTGCTTGGCTCGGG 
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TGTCTTTGGAACTGTGCACAAAGGAGTGTGGATCCCTGAGGGTGAATCAATCAA 
GATTCCAGTCTGCATTAAAGTCATTGAGGACAAGAGTGGACGGCAGAGTTTTCA 
AGCTGTGACAGATCATATGCTGGCCATTGGCAGCCTGGACCATGCCCACATTGTA 
AGGCTCCTGGGACTATGCCCAGGGTCATCTCTGCAGCTTGTCACTCAATATTTGC 
5 CTCTGGGTTCTCTGCTGGATCATGTGAGACAACACCGGGGGGCACTGGGGCCAC 
AGCTGCTGCTCAACTGGGGAGTACAAATTGCCAAGGGAATGTACTACCTTGAGG 
AACATGGTATGGTGCATAGAAACCTGGCTGCCCGAAACGTGCTACTCAAGTCAC 
CCAGTCAGGTTCAGGTGGCAGATTTTGGTGTGGCTGACCTGCTGCCTCCTGATGA 
TAAGCAGCTGCTATACAGTGAGGCCAAGACTCCAATTAAGTGGATGGCCCTTGA 

10 GAGTATCCACTTTGGGAAATACACACACCAGAGTGATGTCTGGAGCTATGGTGTG 
ACAGTTTGGGAGTTGATGACCTTCGGGGCAGAGCCCTATGCAGGGCTACGATTG 
GCTGAAGTACCAGACCTGCTAGAGAAGGGGGAGCGGTTGGCACAGCCCCAGATC 
TGCACAATTGATGTCTACATGGTGATGGTCAAGTGTTGGATGATTGATGAGAACA 
TTCGCCCAACCTTTAAAGAACTAGCCAATGAGTTCACCAGGATGGCCCGAGACCC 

1 5 ACC ACGGTATCTGGTCATAAAGAGAGAGAGTGGGCCTGGAATAGCCCCTGGGCC 
AGAGCCCCATGGTCTGACAAACAAGAAGCTAGAGGAAGTAGAGCTGGAGCCAG 
AACTAGACCTAGACCTAGACTTGGAAGCAGAGGAGGACAACCTGGCAACCACCA 
CACTGGGCTCCGCCCTCAGCCTACCAGTTGGAACACTTAATCGGCCACGTGGGAG 
CCAGAGCCTTTTAAGTCCATCATCTGGATACATGCCCATGAACCAGGGTAATCTT 

20 GGGGAGTCTTGCCAGGAGTCTGCAGTTTCTGGGAGCAGTGAACGGTGCCCCCGTC 
CAGTCTCTCTACACCCAATGCCACGGGGATGCCTGGCATCAGAGTCATCAGAGG 
->>■-; GGGATGTAAGAGGCTCTGAGGGjTGAGCTGGAGGAGAAAGTGTCAATGTGTAGAA 
•v. 1 ;\fGGCGGAGCAGGAGCCGGAGGCCAGGGGGACGCGGAGATAGGGGCTACGATTGGC 
^■AGCGCCACAGTGTGGTGAGTCCTGTI'AGCCCACTCTCCGGACCCGGGTTAGAGGA 

25 AGAGGATGTCAACGGTTATGTCATGCCAGATACACACCTCAAAGGTACTCCCTCC 
TCCCGGGAAGGCACCCTTTCTTCAGTGGGTCTCAGTTCTGTCCTGGGTACTGAAG 
AAGAAGATGAAGATGAGGAGTATGAATACATGAACCGGAGGAGAAGGCACAGT 
CCACCTCATCCCCCTAGGCCAAGTTCCCTTGAGGAGCTGGGTTATGAGTACATGG 
ATGTGGGGTCAGACCTCAGTGCCTCTCTGGGCAGCACACAGAGTTGCCCACTCCA 

30 CCCTGTACCCATCATGCCCACTGCAGGCACAACTCCAGATGAAGACTATGAATAT 
ATGAATCGGCAACGAGATGGAGGTGGTCCTGGGGGTGATTATGCAGCCATGGGG 
GCCTGCCCAGCATCTGAGCAAGGGTATGAAGAGATGAGAGCTTTTCAGGGGCCT 
GGACATCAGGCCCCCCATGTCCATTATGCCCGCCTAAAAACTCTACGTAGCTTAG 
AGGCTACAGACTCTGCCTTTGATAACCCTGATTACTGGCATAGCAGGCTTTTCCC 

35 CAAGGCTAATGCCCAGAGAACGTAACTCCTGCTCCCTGTGGCACTCAGGGAGCA 
TTTAATGGCAGCTAGTGCCTTTAGAGGGTACCGTCTTCTCCCTATTCCCTCTCTCT 
CCCAGGTCCCAGCCCCTTTTCCCCAGTCCCAGACAATTCCATTCAATCTTTGGAG 
GCTTTTAAACATTTTGACACAAAATTCTTATGGTATGTAGCCAGCTGTGCACTTTC 
TTCTCTTTCCCAACCCCAGGAAAGGTTTTCCTTATTTTGTGTGCTTTCCCAGTCCC 

40 ATTCCTCAGCTTCTTCACAGGCACTCCTGGAGATATGAAGGATTACTCTCCATAT 
CCCTTCCTCTCAGGCTCTTGACTACTTGGAACTAGGCTCTTATGTGTGCCTTTGTT 
TCCCATCAGACTGTCAAGAAGAGGAAAGGGAGGAAACCTAGCAGAGGAAAGTG 
TAATTTTGGTTTATGACTCTTAACCCCCTAGAAAGACAGAAGCTTAAAATCTGTG 
AAGAAAGAGGTTAGGAGTAGATATTGATTACTATCATAATTCAGCACTTAACTAT 

45 GAGCCAGGCATCATACTAAACTTCACCTACATTATCTCACTTAGTCCTTTATCATC 
CTTAAAACAATTCTGTGACATACATATTATCTC 
NNNNWINNNNNM^ 
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NNNNNNNNNNN^ 

nnnnnnnnnnnnnn^ 

aataaattaagcagtagatccaggatgcaaaatcctcccaattcctgtgcatgtg 
5 ctcttattgtaaggtgccaagaaaaactgatttaagttacagcccttgtttaagg 
ggcactgtttcttgtttttgcactgaatcaagtctaaccccaacagccacatcctc 
ctatacctagacatctcatctcaggaagtggtggtgggggtagtcagaaggaaa 
aataactggacatctttgtgtaaaccataatccacatgtgccgtaaatgatcttc 
actccttatccgagggcaaattcacaaggatccccaagatccacttttagaagcc 
1 0 attctcatccagcagtgagaagcttcc aggtaggac agaaaaaagatcc agctt 
cagctgcacacctctgtccccttggatggggaactaagggaaaacgtctgttgta 
tcactgaagttttttgttttgtttttatacgtgtctgaataaaaatgccaaagttt 
tttttcacaaaaaa 

15 SEQ ID NO: 447 

>6394 BLOOD 474544.13 L41351 g862304 Human prostasin mRNA, complete cds. 0 
AGACGGTGCTGGTGACTCGTCCACACTGCTCGCTTCGGATACTCCAGGCGTCTCC 
CGTTGCGGCCGCTCCCTGCCTTAGAGGCCAGCCTTGGACACTTGCTGCCCCTTTCC 
AGCCCGGATTCTGGGATCCTTCCCTCTGAGCCAACATCTGGGTCCTGCCTTCGAC 

20 ACCACCCCAAGGCTTCCTACCTTGCGTGCCTGGAGTCTGCCCCAGGGGCCCTTGT 
CCTGGGCCATGGCCCAGAAGGGGGTCCTGGGGCCTGGGCAGCTGGGGGCTGTGG 
! . . ;;G€ATTCTGCTCTATGTTGGATTAGTGGGGTCGGGGACAGGAGCGGAAGGGGGAG . 
v • ■ '.AAGCTCGCI'GCGGTGTGGGGGGGG AAGC AGGG ATC AG AGGTGGC AGCAGTGC AG 
*V" TCGCCGGTCAGTGGCCCTGGCAGGTCAGCATGACCTATGAAGGCGTCCATGTGTG 

25 TGGTGGCTCTCTCGTGTCTGAGCAGTGGGTGCTGTCAGCTGCTCACTGCTTCCCCA 
GCGAGCACCACAAGGAAGCCTATGAGGTCAAGCTGGGGGCCCACCAGCTAGACT 
CCTACTCCGAGGACGCCAAGGTCAGCACCCTGAAGGACATCATCCCCCACCCCA 
GCTACCTCCAGGAGGGCTCCCAGGGCGACATTGCACTCCTCCAACTCAGCAGACC 
CATCACCTTCTCCCGCTACATCCGGCCCATCTGCCTCCCTGCAGCCAACGCCTCCT 

30 TCCCCAACGGCCTCCACTGCACTGTCACTGGCTGGGGTCATGTGGCCCCCTCAGT 
GAGCCTCCTGACGCCCAAGCCACTGCAGCAACTCGAGGTGCCTCTGATCAGTCGT 
GAGACGTGTAACTGCCTGTACAACATCGACGCCAAGCCTGAGGAGCCGCACTTT 
GTCCAAGAGGACATGGTGTGTGCTGGCTATGTGGAGGGGGGCAAGGACGCCTGC 
CAGGGTGACTCTGGGGGCCCACTCTCCTGCCCTGTGGAGGGTCTCTGGTACCTGA 

35 CGGGCATTGTGAGCTGGGGAGATGCCTGTGGGGCCCGCAACAGGCCTGGTGTGT 
ACACTCTGGCCTCCAGCTATGCCTCCTGGATCCAAAGCAAGGTGACAGAACTCCA 
GCCTCGTGTGGTGCCCCAAACCCAGGAGTCCCAGCCCGACAGCAACCTCTGTGGC 
AGCCACCTGGCCTTCAGCTCTGCCCCAGCCCAGGGCTTGCTGAGGCCCATCCTTT 
TCCTGCCTCTGGGCCTGGCTCTGGGCCTCCTCTCCCCATGGCTCAGCGAGCACTG 

40 AGCTGGCCCTACTTCCAGGATGGATGCATCACACTCAAGGACAGGAGCCTGGTC 
CTTCCCTGATGGCCTTTGGACCCAGGGCCTGACTTGAGCCACTCCTTCCTTCAGG 
ACTCTGCGGGAGGCTGGGGCCCCATCTTGATCTTTGAGCCCATTCTTCTGGGTGT 
GCTTTTTGGGACCATCACTGAGAGTCAGGAGTTTTACTGCCTGTAGCAATGGCCA 
GAGCCTCTGGCCCCTCACCCACCATGGACCAGCCCATTGGCCGAGCTCCTGGGGA 

45 GCTCCTGGGACCCTTGGCTATGAAAATGAGCCCTGGCTCCCACCTGTTTCTGGAA 
GACTGCTCCCGGCCCGCCTGCCCAGACTGATGAGCACATCTCTCTGCCCTCTCCC 
TGTGTTCTGGGCTGGGGCCACCTTTGTGCAGCTTCGAGGACAGGAAAGGCCCCAA 
TCTTGCCCACTGGCCGCTGAGCGCCCCCGAGCCCTGACTCCTGGACTCCGGAGGA 
CTGAGCCCCCACCGGAACTGGGCTGGCGCTTGGATCTGGGGTGGGAGTAACAGG 
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GCAGAAATGATTAAAATGTTTGAGCACAACTTGCCGTGCATGTGTGAAGTGAAA 
TGAAGAACATCCGCTCTTGGCCTCCCCTTCCCCTCCAAAGTCCAGGGCCACCAGA 
ACTGACTTTATTAAAAAAATGACAAAACAGGTCTATACATATTTACAGGCTGGGA 
GCCAGGAGGCTCAGGTCCGACAGCAGGGGCCAGGCTGCTCACTTCTTGGAGAGC 
5 TTGACTTGCTTGTGCTTGGGGGGTGCCCACTTGAGGCAGACGGAGTCCACTGTGA 
TGGGTGGTTTCTTATACTGGGCACTTTTGAGGTGCTCCTCCACCAGCTTGGGTGTG 
ACACAGATCACGTGCTGGCCCTTCCAGTACTTGACCATATTGAGGGATTGCAGGG 
TACTGATGATGTCATTTTGGGTGATACTGGTCATCTGGCTGAGGTCCTTGATGGA 
CAGTGTGCCCCGGAAGTCCCGCAGGATCTCCAGCAGCACCCAGGACCAGTAGCT 

1 0 GCGGTAGCTGAGCTTGCCCAGGTCAGACAGCGGCTTCTCCGGGGAGCCGACTGT 
GCTCTCCAGCTTGGAGAGCTCATAACTGAAAGCGATGAGGAACTTCCCGTAGCC 
GCGGCGTTGGTAGGGGGGCAAGGTCAGGATGCAGGCCACATTGTTTCCATCCGG 
GGACTCCTTCTCCTTGGAGAAGTAGCCAACAATGTGGGCCCCCTGCCGGTCCACC 
TCAGTCAGGATGTAAAAGACGAACGGCTCCACGTCAAAGTACAGTGTCTTATGG 

1 5 TCC AGGAAAAGCTTGGCCAGCAGAC AC AGGTTCTGAC AGT AAATCTTATGGTCTT 
TGCCATCAACTTCGTACACGGAGATGTTGCTCTTGCGGTAGATCTCTTTCCCGGG 
GGGCTGCCGCCACTGGCACTGACCCAAGTGGAAGCGGTAGCTCTTCTCATATTTC 
ATGTACTTGAGGCAGTACTCGCAGAGCCAGAGCTTGGGCTGTTTCCCATAGTCTT 
CGGGGAATGGTGAGAAATACCAGGCATCAATTTCGTAGTTCCCGATGTGGATCTT 

20 GTCCACATACTTCACCTTGGTGATCGCCTCATGCTCCTTCTCCAAGGCTGCTGTGG 
TGGGGTCCATCTCTGCATAAGTCTTCTGCACATGGTTGATCTCATCATGCTTGCGC 
.;■ :: v TTTTGGTTGCGAGTGATGT.TGCGCTCAGGGTGCTGTGGGAGCTCGG1'GAGGTAGTT : ; 
CTCTGAGTTCTTCTGTAGAGGATGCTTGAGTGTGTTGGTCAGGGCCAGCGGGTTGT 
TGTCTAGGCAGTCGTCCAGGGGCCGGTTAAAGCGCACGTAGTGTACATAGAATTC 

25 CTCTCGGCCCTCCTGGTCGTTCACTCGAGACTGGATCACTTCAGCAGAATGGCAG 
GTGCTATCCGGTCGCCGGCACAGGTACGTTTCTCCGATCTCCACCGTGACTTCCG 
GCTCGCCGCGCGCCGGGGTCGGCGGAGAGACGCGGCCCGGGGATGGGGCGGTCC 
CCTCAGCGGCCGCATTCTCCCCGGGCCCGGGCTCGCCCTCCCCCGCGACCCCTGA 
AGTCCCCGCCGCAACCGCCGCAGCAGCTCCCTGTGCC 

30 

SEQ ID NO: 448 

>6407 BLOOD 199338.3 M31315 gl82291 Human coagulation factor XII (Hageman) 
mRNA, 3' end. 0 

GCTGGACCAACGGACGGATGCCATGAGGGCTCTGCTGCTCCTGGGGTTCCTGCTG 
35 GTGAGCTTGGAGTCAACACTTTCGATTCCACCTTGGGAAGCCCCCAAGGAGCATA 
AGTACAAAGCTGAAGAGCACACAGTCGTTCTCACTGTCACCGGGGAGCCCTGCC 
ACTTCCCCTTCCAGTACCACCGGCAGCTGTACCACAAATGTACCCACAAGGGCCG 
GCCAGGCCCTCAGCCCTGGTGTGCTACCACCCCCAACTTTGATCAGGACCAGCGA 
TGGGGATACTGTTTGGAGCCCAAGAAAGTGAAAGACCACTGCAGCAAACACAGC 
40 CCCTGCCAGAAAGGAGGGACCTGTGTGAACATGCCAAGCGGCCCCCACTGTCTC 
TGTCCACAACACCTCACTGGAAACCACTGCCAGAAAGAGAAGTGCTTTGAGCCT 
CAGCTTCTCCGGTTTTTCCACAAGAATGAGATATGGTATAGAACTGAGCAAGCAG 
CTGTGGCCAGATGCCAGTGCAAGGGTCCTGATGCCCACTGCCAGCGGCTGGCCA 
GCCAGGCCTGCCGCACCAACCCGTGCCTCCATGGGGGTCGCTGCCTAGAGGTGG 
45 AGGGCCACCGCCTGTGCCACTGCCCGGTGGGCTACACCGGACCCTTCTGCGACGT 
GGACACCAAGGCAAGCTGCTATGATGGCCGCGGGCTCAGCTACCGCGGCCTGGC 
CAGGACCACGCTCTCGGGTGCGCCCTGTCAGCCGTGGGCCTCGGAGGCCACCTAC 
CGGAACGTGACTGCCGAGCAAGCGCGGAACTGGGGACTGGGCGGCCACGCCTTC 
TGCCGGAACCCGGACAACGACATCCGCCCGTGGTGCTTCGTGCTGAACCGCGAC 
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CGGCTGAGCTGGGAGTACTGCGACCTGGCACAGTGCCAGACCCCAACCCAGGCG 
GCGCCTCCGACCCCGGTGTCCCCTAGGCTTCATGTCCCACTCATGCCCGCGCAGC 
CGGCACCGCCGAAGCCTCAGCCCACGACCCGGACCCCGCCTCAGTCCCAGACCC 
CGGGAGCCTTGCCGGCGAAGCGGGAGCAGCCGCCTTCCCTGACCAGGAACGGCC 
5 CACTGAGCTGCGGGCAGCGGCTCCGCAAGAGTCTGTCTTCGATGACCCGCGTCGT 
TGGCGGGCTGGTGGCGCTACGCGGGGCGCACCCCTACATCGCCGCGCTGTACTG 
GGGCCACAGTTTCTGCGCCGGCAGCCTCATCGCCCCCTGCTGGGTGCTGACGGCC 
GCTCACTGCCTGCAGGACCGGCCCGCACCCGAGGATCTGACGGTGGTGCTCGGC 
CAGGAACGCCGTAACCACAGCTGTGAGCCGTGCCAGACGTTGGCCGTGCGCTCC 

1 0 TACCGCTTGC ACGAGGCCTTCTCGCCCGTCAGCTACC AGC ACGACCTGGCTCTGT 
TGCGCCTTCAGGAGGATGCGGACGGCAGCTGCGCGCTCCTGTCGCCTTACGTTCA 
GCCGGTGTGCCTGCCAAGCGGCGCCGCGCGACCCTCCGAGACCACGCTCTGCCA 
GGTGGCCGGCTGGGGCCACCAGTTCGAGGGGGCGGAGGAATATGCCAGCTTCCT 
GCAGGAGGCGCAGGTACCGTTCCTCTCCCTGGAGCGCTGCTCAGCCCCGGACGTG 

1 5 CACGGATCCTCCATCCTCCCCGGCATGCTCTGCGCAGGGTTCCTCGAGGGCGGCA 
CCGATGCGTGCCAGGGTGATTCCGGAGGCCCGCTGGTGTGTGAGGACCAAGCTG 
CAGAGCGCCGGCTCACCCTGCAAGGCATCATCAGCTGGGGATCGGGCTGTGGTG 
ACCGCAACAAGCCAGGCGTCTACACCGATGTGGCCTACTACCTGGCCTGGATCCG 
GGAGCACACCGTTTCCTGATTGCTCAGGGACTCATCTTTCCCTCCTTGGTGATTCC 

20 GCAGTGAGAGAGTGGCTGGGGCATGGAAGGCAAGATTGTGTCCCATTCCCCCAG 
TGCGGCCAGCTCCGCGCCAGGATGGCGCAGGAACTCAATAAAGTGCTTTGAAAA 
,"■ '?TGCTGAGAAAAAAAAAAAAA li s.\ • • "', '^v •,<,, 

vt : «BQJBlNO:'4494 ■•■>V:.'4 , .i •'■■» ^••■~>,yA^:.?vw^v. - ' ' -t- * O ;.--.,<• '• 
25 >6436 BLOOD gi|219919|dbj|D13515.1|HUMMARR Homo sapiens mRNA for key subunit 
of N-methyl-D-aspartate receptor, complete cds 

GCTTCAGCGCCCCTTCCCTCGGCCGACGTCCCGGGACCGCCGCTCCGGGGGAGAC 
GTGGCGTCCGCAGCCCGCGGGGCCGGGCGAGCGCAGGACGGCCCGGAAGCCCCG 
CGGGGGATGCGCCGAGGGCCCCGCGTTCGCGCCGCGCAGAGCCAGGCCCGCGGC 

30 CCGAGCCCATGAGCACCATGCGCCTGCTGACGCTCGCCCTGCTGTTCTCCTGCTC 
CGTCGCCCGTGCCGCGTGCGACCCCAAGATCGTCAACATTGGCGCGGTGCTGAGC 
ACGCGGAAGCACGAGCAGATGTTCCGCGAGGCCGTGAACCAGGCCAACAAGCG 
GCACGGCTCCTGGAAGATTCAGCTCAATGCCACCTCCGTCACGCACAAGCCCAAC 
GCCATCCAGATGGCTCTGTCGGTGTGCGAGGACCTCATCTCCAGCCAGGTCTACG 

35 CCATCCTAGTTAGCCATCCACCTACCCCCAACGACCACTTCACTCCCACCCCTGTC 
TCCTACACAGCCGGCTTCTACCGCATACCCGTGCTGGGGCTGACCACCCGCATGT 
CCATCTACTCGGACAAGAGCATCCACCTGAGCTTCCTGCGCACCGTGCCGCCCTA 
CTCCCACCAGTCCAGCGTGTGGTTTGAGATGATGCGTGTCTACAGCTGGAACCAC 
ATCATCCTGCTGGTCAGCGACGACCACGAGGGCCGGGCGGCTCAGAAACGCCTG 

40 GAGACGCTGCTGGAGGAGCGTGAGTCCAAGGCAGAGAAGGTGCTGCAGTTTGAC 
CCAGGGACCAAGAACGTGACGGCCCTGCTGATGGAGGCGAAAGAGCTGGAGGC 
CCGGGTCATCATCCTTTCTGCCAGCGAGGACGATGCTGCCACTGTATACCGCGCA 
GCCGCGATGCTGAACATGACGGGCTCCGGGTACGTGTGGCTGGTCGGCGAGCGC 
GAGATCTCGGGGAACGCCCTGCGCTACGCCCCAGACGGCATCCTCGGGCTGCAG 

45 CTCATCAACGGCAAGAACGAGTCGGCCCACATCAGCGACGCCGTGGGCGTGGTG 
GCCCAGGCCGTGCACGAGCTCCTCGAGAAGGAGAACATCACCGACCCGCCGCGG 
GGCTGCGTGGGCAACACCAACATCTGGAAGACCGGGCCGCTCTTCAAGAGAGTG 
CTGATGTCTTCCAAGTATGCGGATGGGGTGACTGGTCGCGTGGAGTTCAATGAGG 
ATGGGGACCGGAAGTTCGCCAACTACAGCATCATGAACCTGCAGAACCGCAAGC 
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TGGTGCAAGTGGGCATCTACAATGGCACCCACGTCATCCCTAATGACAGGAAGA 
TCATCTGGCCAGGCGGAGAGACAGAGAAGCCTCGAGGGTACCAGATGTCCACCA 
GACTGAAGATTGTGACGATCCACCAGGAGCCCTTCGTGTACGTCAAGCCCACGCT 
GAGTGATGGGACATGCAAGGAGGAGTTCACAGTCAACGGCGACCCAGTCAAGAA 
5 GGTGATCTGCACCGGGCCCAACGACACGTCGCCGGGCAGCCCCCGCCACACGGT 
GCCTCAGTGTTGCTACGGCTTTTGCATCGACCTGCTCATCAAGCTGGCACGGACC 
ATGAACTTCACCTACGAGGTGCACCTGGTGGCAGATGGCAAGTTCGGCACACAG 
GAGCGGGTGAACAACAGCAACAAGAAGGAGTGGAATGGGATGATGGGCGAGCT 
GCTCAGCGGGCAGGCAGACATGATCGTGGCGCCGCTAACCATAAACAACGAGCG 

1 0 CGCGC AGTACATCGAGTTTTCCAAGCCCTTCAAGTACCAGGGCCTGACTATTCTG 
GTCAAGAAGGAGATTCCCCGGAGCACGCTGGACTCGTTCATGCAGCCGTTCCAG 
AGCACACTGTGGCTGCTGGTGGGGCTGTCGGTGCACGTGGTGGCCGTGATGCTGT 
ACCTGCTGGACCGCTTCAGCCCCTTCGGCCGGTTCAAGGTGAACAGCGAGGAGG 
AGGAGGAGGACGCACTGACCCTGTCCTCGGCCATGTGGTTCTCCTGGGGCGTCCT 

1 5 GCTCAACTCCGGC ATCGGGGAAGGCGCCCCCAGAAGCTTCTC AGCGCGC ATCCT 
GGGCATGGTGTGGGCCGGCTTTGCCATGATCATCGTGGCCTCCTACACCGCCAAC 
CTGGCGGCCTTCCTGGTGCTGGACCGGCCGGAGGAGCGCATCACGGGCATCAAC 
GACCCTCGGCTGAGGAACCCCTCGGACAAGTTTATCTACGCCACGGTGAAGCAG 
AGCTCCGTGGATATCTACTTCCGGCGCCAGGTGGAGCTGAGCACCATGTACCGGC 

20 ATATGGAGAAGCACAACTACGAGAGTGCGGCGGAGGCCATCCAGGCCGTGAGA 
GACAACAAGCTGCATGCCTTCATCTGGGACTCGGCGGTGCTGGAGTTCGAGGCCT 
GGCAGAAGTGCGAGGTGGTGACGAGTGGAGAGCTGTTTTTCCGCTCGGGGTTGGG 
GATAGGGATGGGGAAAGACAGCGGGTGGAAGCAGAACGTCTCCCTGTGCA'EGCTC 

• ; AAGTGGCACGAGAATGGGTTCATGGAAGACCTGGAC AAGACGTGGGTTCGGTAT 

25 CAGGAATGTGACTCGCGCAGCAACGCCCCTGCGACCCTTAGTTTTGAGAACATGG 
CCGGGGTCTTCATGCTGGTAGCTGGGGGCATCGTGGCCGGGATCTTCCTGATTTT 
CATCGAGATTGCCTACAAGCGGCACAAGGATGCTCGCCGGAAGCAGATGCAGCT 
GGCCTTTGCCGCCGTTAACGTGTGGCGGAAGAACCTGCAGGATAGAAAGAGTGG 
TAGAGCAGAGCCTGACCCTAAAAAGAAAGCCACATTTAGGGCTATCACCTCCAC 

30 CCTGGCTTCCAGCTTCAAGAGGCGTAGGTCCTCCAAAGACACGAGCACCGGGGG 
TGGACGCGGCGCTTTGCAAAACCAAAAAGACACAGTGCTGCCGCGACGCGCTAT 
TGAGAGGGAGGAGGGCCAGCTGCAGCTGTGTTCCCGTCATAGGGAGAGCTGAGA 
CTCCCCGCCCGCCCTCCTCTGCCCCCTCCCCCGCAGACAGACAGACAGACGGACG 
GGACAGCGGCCCGGCCCACGCAGAGCCCCGGAGCACCACGGGGTCGGGGGAGG 

35 AGCACCCCCAG 

SEQ ID NO: 450 

>6437 BLOOD 242455.2 U72648.1 g3914602 Human alpha2-C4-adrenergic receptor gene, 
complete cds. 0 

40 GGCGCTCGATGTGCTGTTTTGCACCTCGTCGATCGTGCATCTGTGTGCCATCAGCC 
TGGATCGCTACTGGTCGGTGACGCANGCCGTCGAGTACAACCTGAAGCGCACAC 
CACGCNGCGTCAAGGCCACCATCGTCGCCGTGTGGCTCATCTCGGCCGTCATCTC 
CTTCCCGCCGCTGGTCTCGCTCTACCGCCAGCCCGACGGCGCCGCCTACCCGCAG 
TGCGGCCTCAACGACGAGACCTGGTACATCCTGTCCTCCTGCATCGGCTCCTTCTT 

45 CGCGCCCTGCCTCATCATGGGCCTGGTCTACGCGCGCATCTACCGAGTGGCCAAG 
CGTCGCACGCGCACGCTCAGCGAGAAGCGCGCCCCCGTGGGCCCCGACGGTGCG 
TCCCCGACTACCGAAAACGGGCTGGGCGCGGCGGCAGGCGAGGCGAGAACGGG 
CACTGCGCGCCCCCGCCCGCCGACGTGGAGCCGGACGAGAGCAGCGCAGCGGCC 
GAGAGGCGGCGCGCCGGGGCCGTTGCGGCGGGGCGGGCGGCGGCGAGCGGGCG 
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CGGAGGGGGGCGCGGGCGGTGCGGACGGGCAGGGGGCGGGGCCGGGGGCGGCT 
CAGTCGGGGGCGCTGACCGCCTCCAGGTCCCCGGGGCCCGGTGGCCGCCTCTCGC 
GCGCCAGCTCGCGCTCCGTCGAGTTCTTCCTGTCGCGCCGGCGCCGGGCGCGCAG 
CAGCGTGTGCCGCCGCAAGGTGGCCCAGGCGCGCGAGAAGCGCTTCACCTTTGT 
5 GCTGGCTGTGGTCATGGGCGTGTTCGTGCTCTGCTGGTTCCCCTTCTTCTTCAGCT 
ACAGCCTGTACGGCATCTGCCGCGAGGCCTGCCAGGTGCCCGGCCCGCTCTTCAA 
GTTCTTCTTCTGGATCGGCTACTGCAACAGCTCGCTCAACCCGGTCATCTACACG 
GTCTTCAACCAGGATTTCCGGCGATCCTTTAAGCACATCCTCTTCCGACGGAGGA 
GAAGGGGCTTCAGGCAGTGACTCGCACCCGTCTGGGAATCCTGGACAGCTCCGC 

10 GCTCGGGGCTGGGCAGAAGGGGCGGCCCGGACGGGGGAGCTTTCCCAGAGACCC 
GGGGAGCTCTCCCAGAGACCCGGGGATGGATTGGCCTCCAGGGCGCAGGGGAGG 
GTGCGGCAGGGCAGGAGCTTGGCAGAGAGATAGCCGGGCTCCAGGGAGTGGGG 
AGGAGAGAGGGGGAGACCCCTTTGCCTTCCCCCCTCAGCAAGGGGCTGCTTCTG 
GGGCTCCCTGCCTGGATCCAGCTCTGGGAGCCCTGCCGAGGTGTGGCTGTGAGGT 

1 5 CAGGGTTTTAGAGAGC AGTGGC AGAGGTAGCCCCCTAAATGGGCAAGCAAGGAG 
CCCCCCAAAGACACTACCACTCCCCATCCCCGTCTGACCAAGGGCTGACTTCTCC 
AGGACCTAGTCGGGGGGTGGCTGCCAGGGGGCAAGGAGAAAGCACCGACAATC 
TTTGATTACTGAAAGTATTTAAATGTTTGCCAAAAACAACAGCCAAAACAACCAA 
ACTATTTTCTAAATAAACCTTTGTAATCTAAGATTGTCGGTGCTTTCTCCTTGCCC 

20 CCTGGCAGCCACCCCCCGACTAGGTCCTGGAGAAGTCAGCCCTTGGTCAGACGG 
GGATGGGGAGTGGTAGTGTGTTTCGGGGGGCTCCTTGCTCGCCCATTTAGGAAGC 

. • ' ,- - : 'TACOTGTGAC ACTGGTGTGTAAAACCGTGACCTCACAGCCACACeTCGGCAGGGC ' 
KV CGGC AG AGCTGGAT -'Vi*,**^-'- --'.Mi: ■ ■ ' " '.,/•■ :.<JV,<U\*,\C; i' 

25 SEQIDNO:451 : 

>6460 BLOOD gi|603954|dbj|D43950.1|HUMKGlDD Homo sapiens mRNA for KIAA0098 
protein, partial cds 

ATTCCGGTTGTTGCACCATGGCGTCCATGGGGACCCTCGCCTTCGATGAATATGG 
GCGCCCTTTCCTCATCATCAAGGATCAGGACCGCAAGTCCCGTCTTATGGGACTT 

30 GAGGCCCTCAAGTCTCATATAATGGCAGCAAAGGCTGTAGCAAATACAATGAGA 
ACATCACTTGGACCAAATGGGCTTGATAAGATGATGGTGGATAAGGATGGAGAT 
GTGACTGTAACTAATGATGGGGCCACCATCTTAAGCATGATGGATGTTGATCATC 
AGATTGCCAAGCTGATGGTGGAACTGTCCAAGTCTCAGGATGATGAAATTGGAG 
ATGGAACCACAGGAGTGGTTGTCCTGGCTGGTGCCTTGTTAGAAGAAGCGGAGC 

35 AATTGCTAGACCGAGGCATTCACCCAATCAGAATAGCCGATGGCTATGAGCAGG 
CTGCTCGTGTTGCTATTGAACACCTGGACAAGATCAGCGATAGCGTCCTTGTTGA 
CATAAAGGACACCGAACCCCTGATTCAGACAGCAAAAACCACGCTGGGCTCCAA 
AGTGGTCAACAGTTGTCACCGACAGATGGCTGAGATTGCTGTGAATGCCGTCCTC 
ACTGTAGCAGATATGGAGCGGAGAGACGTTGACTTTGAGCTTATCAAAGTAGAA 

40 GGCAAAGTGGGCGGCAGGCTGGAGGACACTAAACTGATTAAGGGCGTGATTGTG 
GACAAGGATTTCAGTCACCCACAGATGCCAAAAAAAGTGGAAGATGCGAAGATT 
GCAATTCTCACATGTCCATTTGAACCACCCAAACCAAAAACAAAGCATAAGCTG 
GATGTGACCTCTGTCGAAGATTATAAAGCCCTTCAGAAATACGAAAAGGAGAAA 
TTTGAAGAGATGATTCAACAAATTAAAGAGACTGGTGCTAACCTAGCAATTTGTC 

45 AGTGGGGCTTTGATGATGAAGCAAATCACTTACTTCTTCAGAACAACTTGCCTGC 
GGTTCGCTGGGTAGGAGGACCTGAAATTGAGCTGATTGCCATCGCAACAGGAGG 
GCGGATCGTCCCCAGGTTCTCAGAGCTCACAGCCGAGAAGCTGGGCTTTGCTGGT 
CTTGTACAGGAGATCTCATTTGGGACAACTAAGGATAAAATGCTGGTCATCGAGC 
AGTGTAAGAACTCCAGAGCTGTAACCATTTTTATTAGAGGAGGAAATAAGATGA 
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TCATTGAGGAGGCGAAACGATCCCTTCACGATGCTTTGTGTGTCATCCGGAACCT 
CATCCGCGATAATCGTGTGGTGTATGGAGGAGGGGCTGCTGAGATATCCTGTGCC 
CTGGCAGTTAGCCAAGAGGCGGATAAGTGCCCCACCTTAGAACAGTATGCCATG 
AGAGCGTTTGCCGACGCACTGGAGGTCATCCCCATGGCCCTCTCTGAAAACAGTG 
5 GCATGAATCCCATCCAGACTATGACCGAAGTCCGAGCCAGACAGGTGAAGGAGA 
TGAACCCTGCTCTTGGCATCGACTGTTTGCACAAGGGGACAAATGATATGAAGCA 
ACAGCATGTCATAGAAACCTTGATTGGCAAAAAGCAACAGATATCTCTTGCAAC 
ACAAATGGTTAGAATGATTTTGAAGATTGATGACATTCGTAAGCCTGGAGAATCT 
GAAGAATGAAGACATTGAGAAAACTATGTAGCAAGATCCACTTCTGTGATTAAG 
1 0 TAAATGGATGTCTCGTGATGCATCTACAGTTATTTATTGTTACATCCTTTTCCAGA 
CACTGTAGATGCTATAATAAAAATAGCTGTTTGGTAACCATAGTTTCACTTGTTC 
AAAGCTGTGTAATCGTGGGGGTACCATCTCAACTGCTTTTGTATTCATTGTATTAA 
AAGAATCTGTTTAAACAACCTTTATCTTCTCTTCGGGTTTAAGAAACGTTTATTGT 
AACAGTAATTAAATGCTGCCTTAATTG 

15 

SEQ ID NO: 452 

>6469 BLOOD 478620.78 D55696 gl 890049 Human mRNA for cysteine protease, complete 
cds. 0 

GCGGCGGCGCCCGCAGCAATCACAGCAGTGCCGACGTCGTGGGTGTTTGGTGTG 

20 AGGCTGCGAGCCGCCGCGAGTTCTCACGGTCCCGCCGGCGCCACCACCGCGGTC 
ACTCACCGCCGCCGCCGCCACCACTGCCACCACGGTCGCCTGCCACAGGTGTCTG 
, "= ,.GAATTGAACTCCAAGGTGCAGAATGGTTTGGAAAGTAGCTGTATT:GCTGAGTGTG , 
, ' GGGCTGGGGATTGGTGCeGTTCGTATAGATGATGCTGAAGATGGAGGG AAGCAGT •" 
GGGTGGTGATCGTGGCAGGTTGAAATGGCTGGTATAATTATAGGCACCAGGGAG 

25 ACGCGTGCCATGCCTACCAGATCATTCACCGGAATGGGATTCCTGACGAACAGAT 
CGTTGTGATGATGTACGATGACATTGCTTACTCTGAAGACAATCCCACTCCAGGA 
ATTGTGATCAACAGGCCCAATGGCACAGATGTCTATCAGGGAGTCCCGAAGGAC 
TACACTGGAGAGGATGTTACCCCACAAAATTTCCTTGCTGTGTTGAGAGGCGATG 
CAGAAGCAGTGAAGGGCATAGGATCCGGCAAAGTCCTGAAGAGTGGCCCCCAGG 

30 ATCACGTGTTCATTTACTTCACTGACCATGGATCTACTGGAATACTGGTTTTTCCC 
AATGAAGATCTTCATGTAAAGGACCTGAATGAGACCATCCATTACATGTACAAA 
CACAAAATGTACCGAAAGATGGTGTTCTACATTGAAGCCTGTGAGTCTGGGTCCA 
TGATGAACCACCTGCCGGATAACATCAATGTTTATGCAACTACTGCTGCCAACCC 
CAGAGAGTCGTCCTACGCCTGTTACTATGATGAGAAGAGGTCCACGTACCTGGG 

35 GGACTGGTACAGCGTCAACTGGATGGAAGACTCGGACGTGGAAGATCTGACTAA 
AGAGACCCTGCACAAGCAGTACCACCTGGTAAAATCGCACACCAACACCAGCCA 
CGTCATGCAGTATGGAAACAAAACAATCTCCACCATGAAAGTGATGCAGTTTCA 
GGGTATGAAACGCAAAGCCAGTTCTCCCGTCCCCCTACCTCCAGTCACACACCTT 
GACCTCACCCCCAGCCCTGATGTGCCTCTCACCATCATGAAAAGGAAACTGATGA 

40 ACACCAATGATCTGGAGGAGTCCAGGCAGCTCACGGAGGAGATCCAGCGGCATC 
TGGATGCCAGGCACCTCATTGAGAAGTCAGTGCGTAAGATCGTCTCCTTGCTGGC 
AGCGTCCGAGGCTGAGGTGGAGCAGCTCCTGTCCGAGAGAGCCCCGCTCACGGG 
GCACAGCTGCTACCCAGAGGCCCTGCTGCACTTCCGGACCCACTGCTTCAACTGG 
CACTCCCCCACGTACGAGTATGCGTTGAGACATTTGTACGTGCTGGTCAACCTTT 

45 GTGAGAAGCCGTATCCGCTTCACAGGATAAAATTGTCCATGGACCACGTGTGCCT 
TGGTCACTACTGAAGAGCTGCCTCCTGGAAGCTTTTCCAAGTGTGAGCGCCCCAC 
CGACTGTGTGCTGATCAGAGACTGGAGAGGTGGAGTGAGAAGTCTCCGCTGCTC 
GGGCCCTCCTGGGGAGCCCCCGCTCCAGGGCTCGCTCCAGGACCTTCTTCACAAG 
ATGACTTGCTCGCTGTTACCTGCTTCCCCAGTCTTTTCTGAAAAACTACAAATTAG 
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GGTGGGAAAAGCTCTGTATTGAGAAGGGTCATATTTGCTTTCTAGGAGGTTTGTT 
GTTTTGCCTGTTAGTTTTGAGGAGCAGGAAGCTCATGGGGGCTTCTGTAGCCCCT 
CTCAAAAGGAGTCTTTATTCTGAGAATTTGAAGCTGAAACCTCTTTAAATCTTCA 
GAATGATTTTATTGAAGAGGGCCGCAAGCCCCAAATGGAAAACTGTTTTTAGAA 
5 AATATGATGATTTTTGATTGCTTTTGTATTTAATTCTGCAGGTGTTCAAGTCTTAA 
AAAATAAAGATTTATAACAGAACCCAAATATTCACGT 



SEQ ID NO: 453 

>6521 BLOOD 244633.12 LI 1066 g307322 Human mRNA sequence. 0 

1 0 cgaggaccggggctgtccgagatacggccttcatatccctcttcctcccctggac 
tctttctgagctcagagccgccgcagccgggacaggagggcaggctttctccaac 
catcatgctgcggagcatattacctgtacgccctggctccgggagcggcagtcga 
gtatcctctggtcaggcggcgcgggcggcgcctcagcggaagagcgggcctctg 
nnggccgcatgtgaccaacccccggccccctcacccnncacgtggttggaggttt 

1 5 ccagaagcgctgccgccaccgcatcgcgcagctctttgccgtcggagcgcttgtt 
tgctgcctcgtactcctccatttatccgccatgataagtgccagccgagctgcag 
cagcccgtctcgtgggcgccgcagcctcccggggccctacggccgcccgccacca 
ggatagctggaatggccttagtcatgaggcttttagacttgtttcaaggcgggat 
tatgcatcagaagcaatcaagggagcagttgttggtattgatttgggtactacca 

20 actcctgcgtggcagttatggaaggtaaacaagcaaaggtgctggagaatgccg 
aaggtgccagaaccaccccttcagttgtggcctttacagcagatggtgagcgact 

•- < . , :•! ;tgttggaatggcgggcaagcgacaggctgtgacc.aagccaaacaatagat,tttat • 

s .'v(;;'.:ggtaggaagggtctcattggccggcgatatgatgatcgtgaagtacag:aaagac :. ■■ 
..; .-, attaaaaatgttccctttaaaattgtccgt.gcgtccaatggtgatgcgtgggttg • 

25 AGGCTCATGGGAAATTGTATTCTCCGAGTCAGATTGGAGCATTTGTGTTGATGAA 
GATGAAAGAGACTGCAGAAAATTACTTGGGGCACACAGCAAAAAATGCTGTGAT 
CACAGTCCCAGCTTATTTCAATGACTCGCAGAGACAGGCCACTAAAGATGCTGGC 
CAGATATCTGGACTGAATGTGCTTCGGGTGATTAATGAGCCCACAGCTGCTGCTC 
TTGCCTATGGTCTAGACAAATCAGAAGACAAAGTCATTGCTGTATATGATTTAGG 

30 TGGTGGAACTTTTGATATTTCTATCCTGGAAATTCAGAAAGGAGTATTTGAGGTG 
AAATCCACAAATGGGGATACCTTCTTAGGTGGGGAAGACTTTGACCAGGCCTTGC 
TACGGCACATTGTGAAGGAGTTCAAGAGAGAGACAGGGGTTGATTTGACTAAAG 
ACAACATGGCACTTCAGAGGGTACGGGAAGCTGCTGAAAAGGCTAAATGTGAAC 
TCTCCTCATCTGTGCAGACTGACATCAATTTGCCCTATCTTACAATGGATTCTTCT 

35 GGACCCAAGCATTTGAATATGAAGTTGACCCGTGCTCAATTTGAAGGGATTGTCA 
CTGATCTAATCAGAAGGACTATCGCTCCATGCCAAAAAGCTATGCAAGATGCAG 
AAGTCAGCAAGAGTGACATAGGAGAAGTGATTCTTGTGGGTGGCATGACTAGGA 
TGCCCAAGGTTCAGCAGACTGTACAGGATCTTTTTGGCAGAGCCCCAAGTAAAGC 
TGTCAATCCTGATGAGGCTGTGGCCATTGGAGCTGCCATTCAGGGAGGTGTGTTG 

40 GCCGGCGATGTCACGGATGTGCTGCTCCTTGATGTCACTCCCCTGTCTCTGGGTAT 
TGAAACTCTAGGAGGTGTCTTTACCAAACTTATTAATAGGAATACCACTATTCCA 
ACCAAGAAGAGCCAGGTATTCTCTACTGCCGCTGATGGTCAAACGCAAGTGGAA 
ATTAAAGTGTGTCAGGGTGAAAGAGAGATGGCTGGAGACAACAAACTCCTTGGA 
CAGTTTACTTTGATTGGAATTCCACCAGCCCCTCGTGGAGTTCCTCAGATTGAAG 

45 TTACATTTGACATTGATGCCAATGGGATAGTACATGTTTCTGCTAAAGATAAAGG 
CACAGGACGTGAGCAGCAGATTGTAATCCAGTCTTCTGGTGGATTAAGCAAAGA 
TGATATTGAAAATATGGTTAAAAATGCAGAGAAATATGCTGAAGAAGACCGGCG 
AAAGAAGGAACGAGTTGAAGCAGTTAATATGGCTGAAGGAATCATTCACGACAC 
AGAAACCAAGATGGAAGAATTCAAGGACCAATTACCTGCTGATGAGTGCAACAA 
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GCTGAAAGAAGAGATTTCCAAAATGAGGGAGCTCCTGGCTAGAAAAGACAGCGA 
AACAGGAGAAAATATTAGACAGGCAGCATCCTCTCTTCAGCAGGCATCACTGAA 
GCTGTTCGAAATGGCATACAAAAAGATGGCATCTGAGCGAGAAGGCTCTGGAAG 
TTCTGCACTGGGGAACAAAGGAAGATCAAAAGGAGGAAAACAGTATAATA 

5 

SEQ ID NO: 454 

>6538 BLOOD 332156.1 AF004021 g2257849 Human prostaglandin F2 alpha receptor 
mRNA, complete cds. 0 

GCCGCGCGCGCCCCGCAGTTTCCGCGCTAAGGGAACGAGTGCGCGGAGGGGACG 

1 0 AGCGGCTGGACC ACAGCCGGCGCCCGATC AGGATCTCCGCGCTGGGATCGGTGG 
AACTTGAGGCAGCGGCGGCGCGGGGCGCCATGGCACACCGAGCGGCTCCGTCTT 
CTGCTCCTCAGAGAGCCCGGCTGGCGGCCTGGGATGACAAGATGTCTGGACTGC 
AATCCTGCACAGTTTTGAGAGGGAGATGACTTGAGTGGTTGGCTTTTATCTCCAC 
AACAATGTCCATGAACAATTCCAAACAGCTAGTGTCTCCTGCAGCTGCGCTTCTT 

1 5 TC AAACAC AACCTGCC AGACGGAAAACCGGCTTTCCGT ATTTTTTTCAGTAATCT 
TCATGACAGTGGGAATCTTGTCAAACAGCCTTGCCATCGCCATTCTCATGAAGGC 
ATATCAGAGATTTAGACAGAAGTCCAAGGCATCGTTTCTGCTTTTGGCCAGCGGC 
CTGGTAATCACTGATTTCTTTGGCCATCTCATCAATGGAGCCATAGCAGTATTTGT 
ATATGCTTCTGATAAAGAATGGATCCGCTTTGACCAATCAAATGTCCTTTGCAGT 

20 ATTTTTGGTATCTGCATGGTGTTTTCTGGTCTGTGCCCACTTCTTCTAGGCAGTGT 
GATGGCCATTGAGCGGTGTATTGGAGTCACAAAACCAATATTTCATTCTACGAAA 
: .V* ^CATTAGATC ■ 
■ : \s -vfeOATAGCTTTGCTGGCCATCCTTGGAeATGGAGAGTAmAAATTCAGGGGTeGAGG 
' ' ••AGG.TGGTGTTTCTACAACACAGAAGAGATGAAAGACTGGGAAGATAGATTTTATC 

25 TTCTACTTTTTTCTTTTCTGGGGCTCTTAGGGCTTGGTGTTTCATTGTTGTGCAATG 
CAATCACAGGAATTACACTTTTAAGAGTTAAATTTAAAAGTCAGCAGCACAGAC 
AAGGCAGATCTCATCATTTGGAAATGGTAATCCAGCTCCTGGCGATAATGTGTGT 
CTCCTGTATTTGTTGGAGCCCATTTCTGGTTACAATGGCCAACATTGGAATAAAT 
GGAAATCATTCTCTGGAAACCTGTGAAACAACACTTTTTGCTCTCCGAATGGCAA 

30 CATGGAATCAAATCTTAGATCCTTGGGTATATATTCTTCTACGAAAGGCTGTCCTT 
AAGAATCTCTATAAGCTTGCCAGTCAATGCTGTGGAGTGCATGTCATCAGCTTAC 
ATATTTGGGAGCTTAGTTCCATTAAAAATTCCTTAAAGGTTGCTGCTATTTCTGAG 
TCACCAGTTGCAGAGAAATCAGCAAGCACCTAGCTTAATAGGACAGTAAATCTG 
TGTGGGGCTAGAACAAAATTAAGACATGTTTGGCAATATTTCAGTTAGTTAAATA 

35 CCTGTAGCCTAACTGGAAAATTCAGGCTTCATCATGTAGTTTGAAGATACTATTG 
TCAGATTCAGGTTTTGAAATTTGTCAAATAAACAGGATAACTGTACATTTTTCAC 
TTGTTTTTGCCAATGGGAGGTAGACACAATAAAATAATGCCATGGGAGTCACACT 
GAAAGCAATTTTGAGCTTATCTGTCTTATTTATGCTTTGAGTGAATCATCTGTTGA 
GGTCTAATGCCTTTACTTGGCCTATTTGCCAGAGAACATCTTAATGCAGCCTGCA 

40 TAGTGAAATGGTTATTTTGAGATCACCGCTCTGTAGCTAACCCTTATAAACTAGG 
CTCAGTAAAATAAAGCACTCTTATTTTTTGATCTGGCCTATTTTGCCCCTCATTGT 
GTAGCCTCAATTAACACATGCATGGTCATGACACCCAGAATTCATGATGGTTTGT 
TATAACAACCTCTGCATATTCCAGGTCTGGCAGACAGGTTGCCTGACCCTGCAAT 
CCTATCTAGAATGGGCTCATTCTTGTCATATTTGACAAATAGGACTGCCTACATTT 

45 ATTATTATGAAGGTCGATTGTTGTTGGAAGTGTTTTTTCATGTCATAGATTAGCAA 
TTTTCAAATAATTATTTTTTCTCTGAAAATTTTGTGTGTGATTGCACAATAAATAA 
TTTTTAGAGAAACAAAGGCTCTTTCTCAGCACATTGATGGGCAACTAGAATTACA 
GCAGTTTCAAAACTCTACCATGGATAATGCAAACAAACCGAAGCTACATGCCAA 
TGATAGGTGCAAAGAATATTGGCAAAAGGTGCTTTACCTTGAGCCATTATTTGTG 
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TCAGAGAACAAAAGAAACAGAATCAATATATAAAATTCAAAGACTATCTGCAGC 
TAGTGTGTTTCTTCTTTACACACATATACACACAGACATCAGAAAATTCTGTTGA 
GAGCAGGTTCATTAAATTTGTAAGATGGCATATTCTAAAGCCTGTGCTACCAGTA 
CTAAGAGGGGAAGACTGGCAATTTGCCAAGCACTTGGGGATTATTATAACAATT 
5 AACTAGGAGATCAAGAGATAATAATCTCTCCCCAAATTTTCCAATAATAATTGAG 

ATTGTCCTAGGTCTATCAGAAATTAGGGAAGGTAGTCCTGCTTTATAATAGGAAA 
ATGTATTTCTGTATAAGATTTCTTTGCTTTCATTAAAAATGGGATTCATTTAAAAA 
TTAATCTTCCCTGTTAGGCTGATTTCAGATTCTCTAGGAAATCTGTGTAAGTAA.ee 

1 0 AGAAGACCTTTC AGATGGTTTATTTGCTTTCAGCAGAGAATTTATTTC ATAC AGTT 
ACTTAAGAGTGTTGATGTCTTGTGAACAGAGATATAAGGAACCATTCTCCATCCT 
TCCTTATCATGCTGGGTACAATGCTTCTATGAATATTTCCATGTATTTTGACTGGG 
GAGAGGCATGGAGAAGAAACTCTCATTCAGGGGCTCCAGGATCCTTCTCCTTGA 
GGCTTCTAAATAAATGGCAGAATTCTTGCTGTATTGCCATGATGTCACCCTGGCC 

1 5 ATGTGTACTGACTTGAGGAGATCTTGC AAC ATGGCCATGTGCAAGGCTTTAAGGA 
GTGAGAGAGATGTGTACATATCTTAGGAGGGTTATCTATGTTATCTGAGTATATG 
TTTGGGTAACCAAATTGGTCTTAAAAATGATGTTAACCCAAGAAGTAGACATCAA 
AAATT 

20 SEQ ID NO: 455 

>6545 BLOOD 228575.9 L29384 g495867 Human (clone pcDNA-alphalE-1) voltage- 
; '•■ ^dependent calcium channel alphaTlE-l'subunitimEiNA, complete cds. 0 '■• r.y-'. •>.;-. • • 
. : CTTGGATCTTCCTTTTCCCTCTTGGTCGCCGCGGGGCCGCAeTGGCTTCCCAATTCT 

.. '*".*' '.GTCTTGGTTTTCTCCATGTGAGAGAAGAGGATGCATCGGAGGGGGGAGCAGCCT 

25 CTAGCATTTGTCATCTTCTTCCGTGTCACTTAGCAGGTTGTTGACAGCCCCACACA 
TCATGCCTGGCCCAGGCCCCCCGCGCCTCCGCCGCCGATAGTGCCCGTTGGGCAT 
CTGCCAGCTATGCCGCAGGGGTGGGGCTGAGCCGATGGTGTTGGAACGGCCCAG 
GCTAGTAGCCACGGCTGCTTCGAAAGTGAGCGTCTCCTCCTCAACACAGTCTGAG 
GCGTGGGAGTCTTCGTGCAGGGCCAAGTAGGGCTCGGAGATGTAGCGCTGTGGG 

30 GAGGCATGTTGCCTCTGCTGGGGGTGCGGAGAGTTGGAAGACTCGGTCAGCCAA 
GCATTGTTGCTCTCCAGAGCTTGGGAGGTCAGCGGGGAGCCCTCCTCGCTTCCAT 
CAGCAGGTGGAGAGATGCTGCCCGCGTGTCGAATCAGGGAGCTGTAGGAAAGGA 
GGGGCCGGGGCTTTGGCGGGACGGGTGGGAGCTGCCGACGACTTCTTCTTGGGG 
TGCTGGTGTCAGAGACAGAGGGGATGGAGCTCTCACTTAGGGAACCTGTGCCCT 

35 GTCTGTTGGGCGTCTGTGACCTGCCCTCACTGGGTGACCTGGATTGACGGCGCTC 
TGGGGACTCCCAGTCAGCCTGGGTCCCTCGCTCTTCTGAATTGCAGCGGGAGACA 
TCAGGAGAGAGAAGATGCTTTCGCTCTTTTGATCGTCGCCGCTCCCTGCCCCCTG 
AGGGGTGAGTGTCAGACTTGTGGCCTGAATCAGAGTTCAGGCGGTGGGCTGACA 
GCCGCAAGGAGGAGTGGTAACTCCGGCGACGGGACTTGTAGGTATTTTCACTGCT 

40 TCGCTCCATGGAGAATTCCTCCAACCACGAGGAATTTGAACGCTTATCCCGAATA 
GTGGAAAATGAACGTCTCATGGAGCTAGGGTCTGTCACCACCAGAGACTGCCGT 
TCTTGGAACTGTCCGTCATCGGCGGGGTCCATACAAGCCAACTGGAATATATCCT 
GGGGAGAGAGTGGACTCATCGAAGGGTATCCACTCCGGCCACTCAGGCCTGAAA 
CGGGGTCCTGCTGGAGGTAAGGCAGGGCTTTGGCATTAGCAATGATCTCCTGAG 

45 GCAGAGATGAAGGCTCCATGCGCTGGAACATGGGGGCATTTTTCTGTTCCTCCAG 
CTGCTGCCTCTGCTTCTTCACCTTACTCTGCTTATAGTAGTCCATGATCATCATTG 
CTGCATAGATTTTGCCCACAGTCAGGTCAGAGGCTTTGGGCATGGGCACAAGCA 
GATCCAGCATCTTCTGGGATAGGTGAGGCCAGATGGCTAGGGTCTCCTTTTGTAG 
CTCTGAGTCTAGCTGCTGCCTGTCTGCACCACCTTTGGCAATTTTAATGTCCAGAG 
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CTGTCCGGATCAGAGCCATAAGTGTGGAGGTGAAGTGGACCGTCATGTCCTCAG 
CTACTGGCATGTTCATCAGGACCAACCTCTTATATGCCACTTTGGAGGGACATCT 
CTTGCCGAGGCCTAGCGGAGGTGACATGAGAGTCAGCATTTCATACATCTCAGTG 
TAATGGATGCGGCCACATGCTGCTCGGTCATATTCTGCCCAGACGCGGACAAACT 
5 CGTCCAAGTGGTGAGGCCCCAGGATGGAGGAGTCCCGAGTCAGGTACTCAAAGT 
TGTCCATGATGACGGCCACAAACAGGTTGAGCATCAAGAAGGAGCAGAAGAAG 
ATGAAGGAGACAAAGTACACGTAGGCCAGATCGGTGCCGCAGCGTTCATTCTCG 
TTCTGCCCTGATGGTGCGGTGGTGTCAGGCTCACAGCCCTTCTCCCCAAGGCATG 
ACAGCATAATCTCCTGCCAGGCCTCACCTGTGGCACTCCTGAAGAGTAGCATTAG 

1 0 GGACCCAAAGAAACTCCGGAAGTTGTTGTGCCGGTTGATGTGACTCTCCTCGTCT 
AATTTTATGTTTCCAAATACCTGCATCCCAATGATGGCATAAATGAAGAAAAGCA 
TGGCAATTAAAAGGCAGACATAAGGGAGGGCCTTAAAGGACTGCACAAAGGTCC 
ACAGCAAAATGCGTATGGTATAGCCCTGACGCAGGAGCTTTATGAGGCGGGCAG 
CTCGGAAGAGCTTCAGAAAGCTCATATTGAAGCCACTGGTGTTCACCAGCTTGCT 

1 5 GTCTGTCAGGATAATTTCTGTGATACTGCCAATCACGGTGATGAAGTCAAAGATA 
TTCCAGGTGTCTCGGAAATAGTTCAAAAAGCCAAAAGCGATGACCTTCAGGACA 
CATTCCAGGGAAAACACCATGGTGAAGGCGATATTCAGGTACTTCAGGGCCAGC 
TCATAGGTACAGGGAGCAGAATAATACTTCATCATCAGCACAACAGTATTCAAG 
GCGATCATGGCCATAATGGTGTACTCAAAGGACGGAGACACCACAAAGTGCCAC 

20 ACGCGGTACTGGAAGGTGTGTCTGTTCTGCGGCATGTAGCGGGTGAGAGGTTTGG 
CGCTGATGGCGAAGTCGATGCACGCCCTCTCATTCTTCTCCAGGCTGCACTCCTC 
GATGATCTTATGCCGTTGCT.CGTGGAAGGTGATGATGATGAGAGCCACAAAGATA 
W* r> :■• ■<■'■ TTGAGAAAGAAGAAGGGGAAGAGGACAAAGTAGACTAGATAAAAGATAGACAT 
CTGCATGCGGITGGTGCGGGTTGGGGGTCGGTGTTGGTCTGTCACATCTACAGAGT 

25 GCTGCAGAACTTGAGGCCATCGTTCCCCTGTGGAGACGGTGAAGAGGGTCAGCA 
GGGCCCAGATAATGTTGTCGTAGTGGAATTCATGGCGCTTCCATTCCCGGCCCTT 
CACCTCCATCTTGTTTTTGTCGTGATCTACATAGTTGCCTATGCACTCCTTCTCTGT 
GTCCTTGGAACTGTCCGTGCAATAAAAGAACTTTCCCTTGAAGAGCTGAACTGCG 
ATGACAGCAAAGATGAACATGAAGAGCTTGTACACAATGAGTATGTTGAAGACA 

30 TTCTTCAAGGAGGTCACTACGCAGTCGAAGACGGCCTTGAGCTTGGGCAAGCGCT 
TGATGGTTTTCAGTGGCCTTAGAACTCGGAGCACCCGCAGAGACTTGATGGTCTT 
GATGTCCCGTCCTTTGTTGGTTCCCAAAGCGTTCGCCAGAGCAAAGGCCACCAAT 
GCGCCAACGACCACCACAAAGTCCAGGATGTTCCACAAGTCTCGGAAGTAGGAC 
CCATCCTGCAGGATCAAGCCTTGGTCTATCATCTTTATAACCATCTCAAAGGTGA 

35 ACACGCCCGTGAACACATAGTCAAAATACCTCAGGACTTTGTTGCGCTCCGAGTT 
GGTCAGGACGGGGTCCTCTGCCGCCAGGGCGATGCTGCTGGCTGCAATCACCAG 
GAGGATGCACATCTCAAAGTAGCGCAGGTTCACGATGTAGTGGCAGGCCCTCCG 
GATCGGGTTGGTGGTGCTGAAGATGAACATTGAGCTGTGGGGCACCATGGCTTTG 
CCTGTCTCACGCTTNNNNNNNNlNnsrNN^ 

40 TCTCTGATCTCTGCCTCCTTCAAGGGACTGGCTTCCCCATCCGTCTTGTTGCTAAT 
GTGCACCACGGTTGAGTCCACCAAGGGGTCCACGTCGGGGATGGCGACGGTGAC 
GCTGGTGCTCTCGGTGGTGGCCTTGTCCGTGTTGGCCGTGATGCAGGAGAGGTCA 
GGCTCGCTCTGGCTGATGACCCGGCCCATGTCTAGCTGCACATTCCCCAGCAGGG 
CCTGCTCACTGCTGCCTTCTGGCTCCTGCTCCGTCAGCACCACGTGCTTCCCCACT 

45 TCCAGCTCAGGATGGGGCAGGACTAGGGGGGTGTCAGCCTCATCAAGGCCTCCT 
GCCAGCCCGGAGCCTCTGGACACCATCAGACTGTTGGTCCTCCTTAAATCCTGGG 
CTCTCTCTTCTTGGATCGTTGGCTCCTTGGCACCATGGTTGCCCCTGAGCTCATGG 
TCCTTCTCCCCTTCAGTGGGCATGGCTTCATCCAGACTGCGTTCCTGGCTGGCAGA 
CCTGCTCCGGGAGGCTGAAGAGGACTCCTTGCCTTCTGTCCTGACGCGGCGATGC 
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CGGCTGCGCCGTTGGCTCTGCCTGTGCCTGGCCCGGTCCTCAAAGGTCACCACAG 
CCTCTCCTCCCCCTGCCTCCTGCTGAGTCGGGTCACAGTTTCCATGACAGGGCCTG 
GCCAGCCATGGTGGCTCCCGCTGGCCCAGGGACAAAGGGGTCCTCTGGTTGTCCA 
GGGCACTGGATCGGTCCCCTCCATCCCCCTTGAGGGACCCCCCACGGCTGATGCG 
5 CTCCTCCTCGAACTTCTCCAGGGCCAGGCCCAGGGCCAGGCCCTCAATGGCCCTG 
GGTCGCCGATAAAGGCTGGGGTGGGCATTGAGCGGGTTGAGGGAGCTGAGCGGG 
TTGAGGGGGTTGAGCGGGTTCATGGTCGGCGCCTCCTCTCTGTTGAGGGCCTCCT 
GGCTGGACATCTGCATGTGCTTCCTCAGCTGGCTGGTACGCTGCTCCCACACGGA 
CATGTGGTGCCGGCGCCTCCGCTCCCTCAGGTGGCTGCTGCGTGGCTCCCACATC 

1 0 GACATGTGGTGTCTTCTCCTTCTGTCTCTTTCGATCGAAGGCATGTTGGGTGCAGA 
CATCGGGCTGACCTCCTTGGCCTTCTGCAGTGCATGTTTCTGGTTGAAGGCCTCTT 
CTTCCTCCTGTTCATCCTTGGTCAGTTCCTGGGCGTTGGCGAGATTATCCACAGCG 
ATAGCCAAGAACACATTCAGTAGCGTGTAGTTGCCAAACAAGGTGAGCACAATG 
AAGTAGATGGCAGACCACATGCCTGAGCTGACCCCACCCTGGGAGCGGATCCCA 

1 5 TTGTAC ATCACCTCATTCCAGTCCTC ACCCGTC AGGATCTGGAACACAGTC ATGA 
TGGCTGCAGGGAAGGTATCAAAATTTGCCGAAGGAGTCCCATCATTAAAGTTAA 
ACCTGCCTCCAAATAACTGCATTCCTAGGAGAGCAAAGACAACGATGAAGAGGA 
AGAGGAGGAAAAGCAAACTGATGATAGACTTCATTGAGCTCATCAAGGAGACCA 
CCAAATTCCGTAGGGAAGCCCAATACTTGGTTATTTTAAATATTCTTAGAAGCCG 

20 GAGGGCTCGCAAGACACTGATTCCAAAAGACGTACCAGGTCTGAAGATTGCCCA 
GACCACTTCAAAGATACTGCCCACTGTGACCCCAAAATCAAAGCAGTTGAATGA 
a v. ..VAGAGTGAAAATAAAGGGGAGGGGCGATGeGATAG A TGTTCAGGGACATGTGGAA • ■ 
• • C ;GAGGAAGAGTGCCAGAAACAGAAATTCTGGATAGTAGAGGAGGTGGGTGAGCG - . \ 
• ACTGGGGGTGGTTGTGATGGAC A^TGGCCAGAGAGGCAGTGTTGAGTGGGAGAA i ■ 

25 GGCTCAGCACAATCCAGTAAAACACCTGGGATTTAACCATGTGGCGAATGGAGA 
TGCGCAGAAGCCTTTCCTTGTGCCGGAAATAAGAGACCCCGTCTACCTTTGCACT 
TTTGATACTGGCTCGGGCCAGAGGTGTGCCCACAGAGGAGATATCAACACAGTG 
TCATCACTGGAGTCTCGAGTCATGGCCTCTGTCCGGCTCCTCTTGATGGTTGCCCT 
TCGAAGCACTTCTAAGGCGGATGTTCCAGCATTTTTATTTTCTTCAGCGAGCATG 

30 ACTTCCTCTGCTTTGTCTATCCAGGCACGGTAGCCATTCAGCTCACGCTCAATCTG 
CTGCTGGCGCCGCAGCTTCATGAAAGCCCTTCGGTTCTCCACTCTCTCTCTCTCTT 
TGGCAAATTCCCCGGAAAGCACTCCCAGGACTAGGTTGAGAACAAAGAAGGATC 
CAATGATGATGAGGGGGATGAAGTACAGCCAATTCCAGGTGGCTCCTAAGGCAT 
CATTGGTATTGTACAGCACAGTGGTCCACCCTTCCATGGTGATGCACTGGAAGAC 

35 AGTCAGCACAGCAAAAAGGATGTTATCAAACTGGGTGATCCCATCATTGGGGCC 
GATCCAGTCCTTGCATTCATAACCAGCTGGGCAGCCCTGCACACCACATGGGTGA 
GGGGGGTCAAATCCTTCTAGAATACCTGAATTGTTCATGAAGCACGCTCGATGTA 
ACTTGCCACTGTAGAACTCCAAACCAATGATAGCAAACATCAGGATGGCAAAGA 
AGAGCAGAAGGCCAATCTGCAGAAGAGGTACCATGGCCTTCATGATGGACTTCA 

40 ACACAATCTGCAGGCTAGGTATCCCTGACACGAGCTTCAAAGGCCGCAGGACAC 
GCACAGCCCGGAGGGTCCTCAGGTCCACGTGAGTATTGAAGTGGGTTCCTGCAGT 
GGCCAGGATGCCACTGAGGACCACGATGAAGTCCATGACATTCCAGCCATTGCG 
GAGGTAAGAGCCCTTATGGAAGATGAACCCCAGGGCCACAATTTTGATCCCAGC 
TTCAAAGCAAAAGATCCCAATGAAATAAGGTTCTGTCTTCTCCAGTCTTCGGGAC 

45 ATGGGGGTCTTGTCATCCTCAGGAAGATGCTGCTCCAGGGCCAGGACGATGCAG 
TTGGCAATGATGGTGGCCAGGATCATGTACTCAAATGGCGGCCAATCGATGAGC 
TTCTTGGCATATTTCCTGACAATGTTATCTTCTCCGAAGATGAACAGGGATCTGTT 
GACGGTGAAACAGTTCTGCCGGACGGGAATGGGGTTGTACAAAGCCATAGTCCG 
CGCCCTCTGTGCTTTCGTCTGCTTGTAGGCGGCCGCCTGCCCCGAGGCCGGCACG 
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GGGGTTCCTTGCCGGTTCCTGCTCTGGTCCGAGTCTCCATCGCCGGACCCTGGCCT 
GGCGACCACCGCCTCCCCGAAGCGAGCCATCCTGAGGTTTAAACAGACAGAAGA 
CACACAAAGGTGATCGCGGCCGAACACCCGCACACAGCAACAAGCAGAAAGAC 
ACACGGAGACTCAGAGCCGCATCCAGACAAGCACGGGGACCACCGCCTCTGGGG 
5 AGCTCCGCGAGCTCTTCGGAGAGGCAGCAGCAGC 

SEQ ID NO: 456 

>6559 BLOOD 404061.1 U21051 g687793 Human G-protein-coupled receptor (GPR4) gene, 
complete cds. 0 

1 0 GCGGAGAGAGGTGCCGCCGCCCGCCCCGTCC AGTCGCCGCGCGC AGGC ACTGCA 
GTCAGCGGTGAACTGACTTCATCCCAATCCCTCAGCCCCCACCAGGACCAGTCTG 
GAGTCCCTCCCCTGCCCCCATTGAAATTTCCCTTCCGTCCCCAAACTTACCTCTGA 
TCTAGACCTTACTCACCTCCTTCCTGTTTCCTAAGACTCCTTCCTGCCGTCCACAG 
ACCGAGCCTTTTATCTTTGTCCACCCTGTGCCAGACACCTCCTTTTCCAGAACCTT 

1 5 CTCCTTACTGGTGACCTTACTT ATCTCTGTTGCTTTCTGGGGTCCT AGGAAATGCC 
AGCACTCCCACCCACATTGCCTGAACTTTCCAACACTCCCTAACTGCGCTGTGTC 
CTATCTCAACACTTTCTCATGTATTTCTTGTGTCTTCTAGAACATTCCCCCGCCATT 
ATTACTTCAATATGGCTACACATACTTCCTAATTGCCCTGCAAACCATCTCCTTCT 
CACCATTGCCCAGCGATGCTTTCGTCTCCTCCATAAACACTCCCGGAGACCAATT 

20 TTTGTGTCACCCCCATACTCCCTCGTTGACACACTGACTCCATACATAACCTCCTT 
GAAAAACCTCTTTATTAATCTCACCATCCTCCAGACTTCCCTCCTGTCATAATTCC 
• v a :-■•<, ATGCCTCGTGCAACTTTTGCCTCTCAAGCTGvTGCGGTTGGCAGCCCAGeCCAGCCT ii 
••- y . : - AGGCAACCTCATGTCTTGGG.TGtTAGAGCACATCGGAGCATGTTCCCCTGAGCCTGG : 
• V AAGGAAGGGGCTGAGGGGGGCCCATGGGGTGGGGCTCCCTGTGGCGCGAGx\GGC 

25 CCCGTGGGCCAGGGGAAGCGCCCCAGAAGCCGAAGTGCCCACCATGGGCAACCA 
CACGTGGGAGGGCTGCCACGTGGACTCGCGCGTGGACCACCTCTTTCCGCCATCC 
CTCTACATCTTTGTCATCGGCGTGGGGCTGCCCACCAACTGCCTGGCTCTGTGGG 
CGGCCTACCGCCAGGTGCAACAGCGCAACGAGCTGGGCGTCTACCTGATGAACC 
TCAGCATCGCCGACCTGCTGTACATCTGCACGCTGCCGCTGTGGGTGGACTACTT 

30 CCTGCACCACGACAACTGGATCCACGGCCCCGGGTCCTGCAAGCTCTTTGGGTTC 
ATCTTCTACACCAATATCTACATCAGCATCGCCTTCCTGTGCTGCATCTCGGTGGA 
CCGCTACCTGGCTGTGGCCCACCCACTCCGCTTCGCCCGCCTGCGCCGCGTCAAG 
ACCGCCGTGGCCGTGAGCTCCGTGGTCTGGGCCACGGAGCTGGGCGCCAACTCG 
GCGCCCCTGTTCCATGACGAGCTCTTCCGAGACCGCTACAACCACACCTTCTGCT 

35 TTGAGAAGTTCCCCATGGAAGGCTGGGTGGCCTGGATGAACCTCTATCGGGTGTT 
CGTGGGCTTCCTCTTCCCGTGGGCGCTCATGCTGCTGTCGTACCGGGGCATCCTG 
CGGGCCGTGCGGGGCAGCGTGTCCACCGAGCGCCAGGAGAAGGCCAAGATCAA 
GCGGCTGGCCCTCAGCCTCATCGCCATCGTGCTGGTCTGCTTTGCGCCCTATCAC 
GTGCTCTTGCTGTCCCGCAGCGCCATCTACCTGGGCCGCCCCTGGGACTGCGGCT 

40 TCGAGGAGCGCGTCTTTTCTGCATACCACAGCTCACTGGCTTTCACCAGCCTCAA 
CTGTGTGGCGGACCCCATCCTCTACTGCCTGGTCAACGAGGGCGCCCGCAGCGAT 
GTGGCCAAGGCCCTGCACAACCTGCTCCGCTTTCTGGCCAGCGACAAGCCCCAGG 
AGATGGCCAATGCCTCGCTCACCCTGGAGACCCCACTCACCTCCAAGAGGAACA 
GCACAGCCAAAGCCATGACTGGCAGCTGGGCGGCCACTCCGCCCTCCCAGGGGG 

45 ACCAGGTGCAGCTGAAGATGCTGCCGCCAGCACAATGAACCCCGAGTGGCACAG 
AATCCCCAGTTTTCCCCTCTCATCCCACAGTCCCTTCTCTCCTGGTCTGGTGTATG 
CAAATTGTATGGAAAAAGGGCTGTGTTAATATTCATAAGAATACAAGAACTTAG 
GAAGAGTGAGGTTGGTGTGTCACTGGTCAACCTTTGTGCTCCCAGATCCCATCAC 
AGTTTGGCGATTGTGGAGGGCCTCCTGAAGGAGGAGATGAGTAAANNNNNNNNN 
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NTsnsnsnsnsnsN^ 
nnnnnnnnmstn^^ 
nnnnnnnnnnnnnn^ 
nnnnnnnnnn^ 
5 NNNN^MNNNNNNN^ 

GTTTCCAGAAAATAAAGACAAATAGAGAAGGTTAGATTTTTTTTTTTCCAACAAG 
TGGATAAAAGTCTGTGACTCGGGGGAAAGTGGAAGGAGAAATGCAGCCGATATA 
GAGTCATTATGTTTGCAAAGCCCCTGGTCATACAGGCCAGGGAACATAAGACCG 

1 0 CAATTCTAAGTTTCTAGATAAAC AGCGATCTCC AAGTCAAGACTGAGGATGAAG 
AGGGAGAATGTCAGAACTCAAGTGAAGGGCAATCAGGGCAGACTGCCTGGAGG 
AGTGATGCCGGAAGGTTTGGGAAGAAGGTGTGGGACAAGAAGAAAGGGTATTTA 
TTCATTCATTCAACAGAGGTTTATGTAGGGCACTGTGCTGGGTGGGGCTGGGGAC 
ACAACAATGACTGAGGCAGCCTGGCCTTGCCTTCACAGGGCTCACCATACACAA 

15 GTAAATAAAAAATATGTAATGTTTGGAATTGCT 



SEQ ID NO: 457 

>6649 BLOOD 222735.9 J05036 gl81193 Human cathepsin E mRNA, complete cds. 0 
GCAGGTCTGAGAGTTAGGGAAAGTCCGTTCCCACTGCCCTCGGGGAGAGAAGAA 

20 AGGAGGGGGCAAGGGAGAAGCTGCTGGTCGGACTCACAATGAAAACGCTCCTTC 
TTTTGCTGCTGGTGCTCCTGGAGCTGGGAGAGGCCCAAGGATCCCTTCACAGGGT 
GGGCCTCAGGAGGCATCGGTGCOTGAAGAAGA^.G€TGCGGGCACGGAGCCAG.CT: ■'. 

• : • ;GTGTGAGTTCTGGAA^lCCCATAATT£FGGAGATGATGCAGTTGACGGAG^eGTGG.'-'i : 

■J ;TGAATGGACCAGAGTGCGAAGGAACGGCTGATCAACTACTT?GGATATGGAATAGT:: a 

25 TGGGCACTATCTCC ATTGGCTCCCCACCACAGAACTTCACTGTCATCTTCGAC ACT 
GGCTCCTCCAACCTCTGGGTCCCCTCTGTGTACTGCACTAGCCCAGCCTGCAAGA 
CGCACAGCAGGTTCCAGCCTTCCCAGTCCAGCACATACAGCCAGCCAGGTCAATC 
TTTCTCCATTCAGTATGGAACCGGGAGCTTGTCCGGGATCATTGGAGCCGACCAA 
GTCTCTGTGGAAGGACTAACCGTGGTTGGCCAGCAGTTTGGAGAAAGTGTCACA 

30 GAGCCAGGCCAGACCTTTGTGGATGCAGAGTTTGATGGAATTCTGGGCCTGGGAT 
ACCCCTCCTTGGCTGTGGGAGGAGTGACTCCAGTATTTGACAACATGATGGCTCA 
GAACCTGGTGGACTTGCCGATGTTTTCTGTCTACATGAGCAGTAACCCAGAAGGT 
GGTGCGGGGAGCGAGCTGATTTTTGGAGGCTACGACCACTCCCATTTCTCTGGGA 
GCCTGAATTGGGTCCCAGTCACCAAGCAAGCTTACTGGCAGATTGCACTGGATAA 

35 CATCCAGGTGGGAGGCACTGTTATGTTCTGCTCCGAGGGCTGCCAGGCCATTGTG 
GACACAGGGACTTCCCTCATCACTGGCCCTTCCGACAAGATTAAGCAGCTGCAAA 
ACGCCATTGGGGCAGCCCCCGTGGATGGAGAATATGCTGTGGAGTGTGCCAACC 
TTAACGTCATGCCGGATGTCACCTTCACCATTAACGGAGTCCCCTATACCCTCAG 
CCCAACTGCCTACACCCTACTGGACTTCGTGGATGGAATGCAGTTCTGCAGCAGT 

40 GGCTTTCAAGGACTTGACATCCACCCTCCAGCTGGGCCCCTCTGGATCCTGGGGG 
ATGTCTTCATTCGACAGTTTTACTCAGTCTTTGACCGTGGGAATAACCGTGTGGG 
ACTGGCCCCAGCAGTCCCCTAAGGAGGGGCCTTGTGTCTGTGCCTGCCTGTCTGA 
CAGACCTTGAATATGTTAGGCTGGGGCATTCTTTACACCTACAAAAAGTTATTTT 
CCAGAGAATGTAGCTGTTTCCAGGGTTGCAACTTGAATTAAGACCAAACAGAAC 

45 ATGAGANNNKNNNNNNNNN^ 

ACACCACTCCCACCACCGTCATGATGGAGGAATTACGTTATACATTCATATTTTG 
TATTGATTTTTGATTATGAAAATCAAAAATTTTCACATTTGATTATGAAAATCTCC 
AAACATATGCACAAGCAGAGATCATGGTATAATAAATCCCTTTGCAACTCCACTC 
AGCCCTGACAACCCATCCACACACGGCCAGGCCTGTTTATCTACACTGCTGCCCA 
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CTCCTCTCTCCAGCTCCACATGCTGTACCTGGATCATTCTGAAGCAAATTCCGAG 
CATTACATCATTTTGTCCATAAATATTTCTAACATCCTTAAATATACAATCGGAAT 
TCAAGCATCTCCCATTGTCCCACAAATGTTTGGCTGTTTTTGTAGTTGGATTGTTT 
GTATTAGGATTCAAGCAAGGCCCATATATTGCATTTATTTGAAATGTCTGTAAGT 
5 CTCTTTCCATCTACAGAGTTTAGCACATTTGAACGTTGCTGGTTGAAATCCCGAG 
GTGTCATTTGACATGGTTCTCTGAACTTATCTTTCCTATAAAATGGTAGTTAGATC 
TGGAGGTCTGATTTTGTGGCAAAAATACTTCCTAGGTGGTGCTGGGTACTTCTTG 
TTGCATCCTGTCAGGAGGCAGATAATGCTGGTGCCTCTCTATTGGTAATGTTAAG 
ACTGCTGGGTGGGTTTGGAGTTCTTGGCTTTAATCATTCATTACAAAGTTCAGCAT 
10 TTT 



SEQ ID NO: 458 

>6653 BLOOD 416874.3 M15476 g340159 Human pro-urokinase mRNA, complete cds. 0 
GACCGCAGCCCCGGAGCCCGGGCCAGGGTCCACCTGTCCCCGCAGCGCCGGCTC 

15 GCGCCCTCCTGCCGCAGCCACCGAGCCGCCGTCTAGCGCCCCGACCTCGCCACCA 
TGAGAGCCCTGCTGGCGCGCCTGCTTCTCTGCGTCCTGGTCGTGAGCGACTCCAA 
AGGCAGCAATGAACTTCATCAAGTTCCATCGAACTGTGACTGTCTAAATGGAGG 
AACATGTGTGTCCAACAAGTACTTCTCCAACATTCACTGGTGCAACTGCCCAAAG 
AAATTCGGAGGGCAGCACTGTGAAATAGATAAGTCAAAAACCTGCTATGAGGGG 

20 AATGGTCACTTTTACCGAGGAAAGGCCAGCACTGACACCATGGGCCGGCCCTGC 
CTGCCCTGGAACTCTGCCACTGTCCTTCAGCAAACGTACCATGCCCACAGATCTG 
• v, ••. •ATGGTCTTCAGCTGGGGGTGGGGAAAGATAAT.TAGTGCAGGAACGCAGAGAAGG. 
•i -GGAGGGGAGGGTGGTGGTATSTGGAGGTGGGCCTAAAGCCGGTTGTCCAi^GAGT . 

. GGATGGTGC ATGACTGGGGAGATGGAAAAAAGCCCTCCTCTCCTCC AGAAGAAT 
•25 TAAAATTTCAGTGTGGCCAAAAGACTCTGAGGCCCCGCTTTAAGATTATTGGGGG 
AGAATTCACCACCATCGAGAACCAGCCCTGGTTTGCGGCCATCTACAGGAGGCA 
CCGGGGGGGCTCTGTCACCTACGTGTGTGGAGGCAGCCTCATCAGCCCTTGCTGG 
GTGATCAGCGCCACACACTGCTTCATTGATTACCCAAAGAAGGAGGACTACATC 
GTCTACCTGGGTCGCTCAAGGCTTAACTCCAACACGCAAGGGGAGATGAAGTTT 

30 GAGGTGGAAAACCTCATCCTACACAAGGACTACAGCGCTGACACGCTTGCTCAC 
CACAATGACATTGCCTTGCTGAAGATCCGTTCCAAGGAGGGCAGGTGTGCGCAG 
CCATCCCGGACTATACAGACCATCTGCCTGCCCTCGATGTATAACGATCCCCAGT 
TTGGCACAAGCTGTGAGATCACTGGCTTTGGAAAAGAGAATTCTACCGACTATCT 
CTATCCGGAGCAGCTGAAAATGACTGTTGTGAAGCTGATTTCCCACCGGGAGTGT 

35 CAGCAGCCCCACTACTACGGCTCTGAAGTCACCACCAAAATGCTGTGTGCTGCTG 
ACCCACAGTGGAAAACAGATTCCTGCCAGGGAGACTCAGGGGGACCCCTCGTCT 
GTTCCCTCCAAGGCCGCATGACTTTGACTGGAATTGTGAGCTGGGGCCGTGGATG 
TGCCCTGAAGGACAAGCCAGGCGTCTACACGAGAGTCTCACACTTCTTACCCTGG 
ATCCGCAGTCACACCAAGGAAGAGAATGGCCTGGCCCTCTGAGGGTCCCCAGGG 

40 AGGAAACGGGCACCACCCGCTTTCTTGCTGGTTGTCATTTTTGCAGTAGAGTCAT 
CTCCATCAGCTGTAAGAAGAGACTGGGAAGATAGGCTCTGCACAGATGGATTTG 
CCTGTGCCACCCACCAGGGCGAACGACAATAGCTTTACCCTCAGGCATAGGCCTG 
GGTGCTGGCTGCCCAGACCCCTCTGGCCAGGATGGAGGGGTGGTCCTGACTCAA 
CATGTTACTGACCAGCAACTTGTCTTTTTCTGGACTGAAGCCTGCAGGAGTTAAA 

45 AAGGGCAGGGCATCTCCTGTGCATGGGTGAAGGGAGAGCCAGCTCCCCCGACGG 
TGGGCATTTGTGAGGCCCATGGTTGAGAAATGAATAATTTCCCAATTAGGAAGTG 
TAACAGCTGAGGTCTCTTGAGGGAGCTTAGCCAATGTGGGAGCAGCGGTTTGGG 
GAGCAGAGACACTAACGACTTCAGGGCAGGGCTCTGATATTCCATGAATGTATC 
AGGAAATATATATGTGTGTGTATGTTTGCACACTTGTGTGTGGGCTGTGAGTGTA 
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AGTGTGAGTAAGAGCTGGTGTCTGATTGTTAAGTCTAAATATTTCCTTAAACTGT 
GTGGACTGTGATGCCACACAGAGTGGTCTTTCTGGAGAGGTTATAGGTCACTCCT 
GGGGCCTCTTGGGTCCCCCACGTGACAGTGCCTGGGAATGTATTATTCTGCAGCA 
TGACCTGTGACCAGCACTGTCTCAGTTTCACTTTCACATAGATGTCCCTTTCTTGG 
5 CCAGTTATCCCTTCCTTTTAGCCTAGTTCATCCAATCCTCACTGGGTGGGGTGAGG 
ACCACTCCTTACACTGAATATTTATATTTCACTATTTTTATTTATATTTTTGTAATT 
TTAAATAAAAGTGATCAATAAAATGTGATTTTTCTGATGAC 



SEQ ID NO: 459 

10 >6657 BLOOD 284616.2 D10924 g219868 Human mRNA for HM89. 0 

TGTTTTTATAAAAGTCCGGCCGCGGCAGAAACTTCAGTTGTTGGCTGCGGCAGCA 
GGTAGCAAAGTGACGCCGAGGGCCTGAGTGCTCCAGTAGCCACCGCATCTGGAG 
AACCAGCGGTTACCATGGAGGGGATCAGTATATACACTTCAGATAACTACACCG 
AGGAAATGGGCTCAGGGGACTATGACTCCATGAAGGAACCCTGTTTCCGTGAAG 

1 5 AAAATGCTAATTTCAATAAAATCTTCCTGCCC ACC ATCTACTCCATCATCTTCTTA 
ACTGGCATTGTGGGCAATGGATTGGTCATCCTGGTCATGGGTTACCAGAAGAAAC 
TGAGAAGCATGACGGACAAGTACAGGCTGCACCTGTCAGTGGCCGACCTCCTCTT 
TGTCATCACGCTTCCCTTCTGGGCAGTTGATGCCGTGGCAAACTGGTACTTTGGG 
AACTTCCTATGCAAGGCAGTCCATGTCATCTACACAGTCAACCTCTACAGCAGTG 

20 TCCTCATCCTGGCCTTCATCAGTCTGGACCGCTACCTGGCCATCGTCCACGCCACC 
AACAGTCAGAGGCCAAGGAAGCTGTTGGCTGAAAAGGTGGTCTATGTTGGCGTC 
.»,•■ .,. : f llGGATGCCTGGCCTGeTGGTGACTATTGGCGACTTCATGTTTGCCAACGTGAGTGA 
■•; -A-,:, i L^GGGAGATGAGAGAIAirATGTGTGAGCGCTTGTACGGGAATGAGTTGTGGGTGGTT- *. 
v , •:: - GIGT-TGCAGTTTGAGGAGATGATGGTTGGCGTTATCCTGCCTGGTATWGTCATCGT r 

25 k GTCCTGCTATTGCATTATCATCTCCAAGCTGTCACACTCCAAGGGCCACCAGAAG 
CGCAAGGCCCTCAAGACCACAGTCATCCTCATCCTGGCTTTCTTCGCCTGTTGGCT 
GCCTTACTACATTGGGATCAGCATCGACTCCTTCATCCTCCTGGAAATCATCAAG 
CAAGGGTGTGAGTTTGAGAACACTGTGCACAAGTGGATTTCCATCACCGAGGCC 
CTAGCTTTCTTCCACTGTTGTCTGAACCCCATCCTCTATGCTTTCCTTGGAGCCAA 

30 ATTTAAAACCTCTGCCCAGCACGCACTCACCTCTGTGAGCAGAGGGTCCAGCCTC 
AAGATCCTCTCCAAAGGAAAGCGAGGTGGACATTCATCTGTTTCCACTGAGTCTG 
AGTCTTCAAGTTTTCACTCCAGCTAACACAGATGTAAAAGACTTTTTTTTATACGA 
TAAATAACTTTTTTTTAAGTTACACATTTTTCAGATATAAAAGACTGACCAATATT 
GTACAGTTTTTATTGCTTGTTGGATTTTTGTCTTGTGTTTCTTTAGTTTTTGTGAAG 

35 TTTAATTGACTTATTTATATAAATTTTTTTTGTTTCATATTGATGTGTGTCTAGGCA 
GGACCTGTGGCCAAGTTCTTAGTTGCTGTATGTCTCGTGGTAGGACTGTAGAAAA 
GGGAACTGAACATTCCAGAGCGTGTAGTGAATCACGTAAAGCTAGAAATGATCC 
CCAGCTGTTTATGCATAGATAATCTCTCCATTCCCGTGGAACGTTTTTCCTGTTCT 
TAAGACGTGATTTTGCTGTAGAAGATGGCACTTATAACCAAAGCCCAAAGTGGT 

40 ATAGAAATGCTGGTTTTTCAGTTTTCAGGAGTGGGTTGATTTCAGCACCTACAGT 
GTACAGTCTTGTATTAAGTTGTTAATAAAAGTACATGTTAAACTTAAAANAAAAA 



SEQ ID NO: 460 

>12205 BLOOD gi|2257932|gb|AF004327.1]AF004327 Homo sapiens angiopoietin-2 
45 mRNA, complete cds 

TGGGTTGGTGTTTATCTCCTCCCAGCCTTGAGGGAGGGAACAACACTGTAGGATC 
TGGGGAGAGAGGAACAAAGGACCGTGAAAGCTGCTCTGTAAAAGCTGACACAG 
CCCTCCCAAGTGAGCAGGACTGTTCTTCCCACTGCAATCTGACAGTTTACTGCAT 
GCCTGGAGAGAACACAGCAGTAAAAACCAGGTTTGCTACTGGAAAAAGAGGAA 
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AGAGAAGACTTTCATTGACGGACCCAGCCATGGCAGCGTAGCAGCCCTGCGTTTC 
AGACGGCAGCAGCTCGGGACTCTGGACGTGTGTTTGCCCTCAAGTTTGCTAAGCT 
GCTGGTTTATTACTGAAGAAAGAATGTGGCAGATTGTTTTCTTTACTCTGAGCTGT 
GATCTTGTCTTGGCCGCAGCCTATAACAACTTTCGGAAGAGCATGGACAGCATAG 
5 GAAAGAAGCAATATCAGGTCCAGCATGGGTCCTGCAGCTACACTTTCCTCCTGCC 
AGAGATGGACAACTGCCGCTCTTCCTCCAGCCCCTACGTGTCCAATGCTGTGCAG 
AGGGACGCGCCGCTCGAATACGATGACTCGGTGCAGAGGCTGCAAGTGCTGGAG 
AACATCATGGAAAACAACACTCAGTGGCTAATGAAGCTTGAGAATTATATCCAG 
GACAACATGAAGAAAGAAATGGTAGAGATACAGCAGAATGCAGTACAGAACCA 

1 0 GACGGCTGTGATGATAGAAATAGGGACAAACCTGTTGAACCAAACAGCTGAGCA 
AACGCGGAAGTTAACTGATGTGGAAGCCCAAGTATTAAATCAGACCACGAGACT 
TGAACTTCAGCTCTTGGAACACTCCCTCTCGACAAACAAATTGGAAAAACAGATT 
TTGGACCAGACCAGTGAAATAAACAAATTGCAAGATAAGAACAGTTTCCTAGAA 
AAGAAGGTGCTAGCTATGGAAGACAAGCACATCATCCAACTACAGTCAATAAAA 

1 5 GAAGAGAAAGATCAGCTACAGGTGTTAGTATCCAAGCAAAATTCCATCATTGAA 
GAACTAGAAAAAAAAATAGTGACTGCCACGGTGAATAATTCAGTTCTTCAAAAG 
CAGCAACATGATCTCATGGAGACAGTTAATAACTTACTGACTATGATGTCCACAT 
CAAACTCAGCTAAGGACCCCACTGTTGCTAAAGAAGAACAAATCAGCTTCAGAG 
ACTGTGCTGAAGTATTCAAATCAGGACACACCACAAATGGCATCTACACGTTAAC 

20 ATTCCCTAATTCTACAGAAGAGATCAAGGCCTACTGTGACATGGAAGCTGGAGG 
AGGCGGGTGGACAATTATTCAGCGACGTGAGGATGGCAGCGTTGATTTTCAGAG 

V '■■ ' % .■' ^©GGAAAiTGAGTTTGT^ 
'•>: ; : ■ . "iGAGGTTAAAGACTGGGAAGGGAATGAGGCTTACTCATTGTATGAACATTTCTATC 

(25 TCTCAAGTGAAGAACTCAATTATAGGATTCAGCTTAAAGGACTTACAGGGACAG 
CCGGCAAAATAAGCAGCATCAGCCAACCAGGAAATGATTTTAGCACAAAGGATG 
GAGACAACGACAAATGTATTTGCAAATGTTCACAAATGCTAACAGGAGGCTGGT 
GGTTTGATGCATGTGGTCCTTCCAACTTGAACGGAATGTACTATGCACAGAGGCA 
GAACACAAATAAGTTCAACGGCATTAAATGGTACTACTGGAAAGGCTCAGGCTA 

30 TTCGCTCAAGGCCACAACCATGATGATCCGACCAGCAGATTTCTAAACATCCCAG 
TCCACCTGAGGAACTGTCTCGAACTATTTTCAAAGACTTAAGCCCAGTGCACTGA 
AAGTCACGGCTGCGCACTGTGTCCTCTTCCACCACAGAGGGCGTGTGCTCGGTGC 
TGACGGGACCCACATGCTCCAGATTAGAGCCTGTAAACTTTATCACTTAAACTTG 
CATCACTTAACGGACCAAAGCAAGACCCTAAACATCCATAATTGTGATTAGACA 

35 GAACACCTATGCAAAGATGAACCCGAGGCTGAGAATCAGACTGACAGTTTACAG 
ACGCTGCTGTCACAACCAAGAATGTTATGTGCAAGTTTATCAGTAAATAACTGGA 
AAACAGAACACTTATGTTATACAATACAGATCATCTTGGAACTGCATTCTTCTGA 
GCACTGTTTATACACTGTGTAAATACCCATATGTCCT 



40 SEQ ID NO: 461 

>12266 BLOOD Hs.90786 gnl|UG|Hs#S 1368546 Homo sapiens multidrug resistance- 
associated protein 3B (MRP3) mRNA, complete cds /cds=(36,1568) /gb=AF085692 
/gi=41 06443 /ug=Hs.90786 /len=5346 

CCGCGCTCGCCTTCCTTGCAGCCGCGCCTCGGCCCCATGGACGCCCTGTGCGGTT 
45 CCGGGGAGCTCGGCTCCAAGTTCTGGGACTCCAACCTGTCTGTGCACACAGAAA 
ACCCGGACCTCACTCCCTGCTTCCAGAACTCCCTGCTGGCCTGGGTGCCCTGCAT 
CTACCTGTGGGTCGCCCTGCCCTGCTACTTGCTCTACCTGCGGCACCATTGTCGTG 
GCTACATCATCCTCTCCCACCTGTCCAAGCTCAAGATGGTCCTGGGTGTCCTGCT 
GTGGTGCGTCTCCTGGGCGGACCTTTTTTACTCCTTCCATGGCCTGGTCCATGGCC 
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GGGCCCCTGCCCCTGTTTTCTTTGTCACCCCCTTGGTGGTGGGGGTCACCATGCTG 
CTGGCCACCCTGCTGATACAGTATGAGCGGCTGCAGGGCGTACAGTCTTCGGGG 
GTCCTCATTATCTTCTGGTTCCTGTGTGTGGTCTGCGCCATCGTCCCATTCCGCTC 
CAAGATCCTTTTAGCCAAGGCAGAGGGTGAGATCTCAGACCCCTTCCGCTTCACC 
5 ACCTTCTACATCCACTTTGCCCTGGTACTCTCTGCCCTCATCTTGGCCTGCTTCAG 
GGAGAAACCTCCATTTTTCTCCGCAAAGAATGTCGACCCTAACCCCTACCCTGAG 
ACCAGCGCTGGCTTTCTCTCCCGCCTGTTTTTCTGGTGGTTCACAAAGCTGCTAAA 
CCCTGACCCTCTGCGGGGCTGCCTGCCGGGCTTCACCTCCCCCCAGGATGGCCAT 
CTATGGCTACCGGCATCCCCTGGAGGAGAAGGACCTCTGGTCCCTAAAGGAAGA 
1 0 GGAC AGATCCC AGATGGTGGTGC AGCAGCTGCTGGAGGC ATGGAGGAAGC AGG 
AAAAGCAGACGGCACGACACAAGGCTTCAGCAGCACCTGGGAAAAATGCCTCCG 
GCGAGGACGAGGTGCTGCTGGGTGCCCGGCCCAGGCCCCGGAAGCCCTCCTTCC 
TGAAGGCCCTGCTGGCCACCTTCGGCTCCAGCTTCCTCATCAGTGCCTGCTTCAA 
GCTTATCCAGGACCTGCTCTCCTTCATCAATCCACAGCTGCTCAGCATCCTGATCA 
15 GGTTTATCTCCAACCCCATGGCCCCCTCCTGGTGGGGCTTCCTGGTGGCTGGGCT 
GATGTTCCTGTGCTCCATGATGCAGTCGCTGATCTTACAACACTATTACCACTAC 
ATCTTTGTGACTGGGGTGAAGTTTCGTACTGGGATCATGGGTGTCATCTACAGGA 
AGGCTCTGGTTATCACCAACTCAGTCAAACGTGCGTCCACTGTGGGGGAAATTGT 
CAACCTCATGTCAGTGGATGCCCAGCGCTTCATGGACCTTGCCCCCTTCCTCAAT 
20 CTGCTGTGGTCAGCACCCCTGCAGATCATCCTGGCGATCTACTTCCTCTGGCAGA 
ACCTAGGTCCCTCTGTCCTGGCTGGAGTCGCTTTCATGGTCTTGCTGATTCCACTC 
ArXx-s •.AAGGGAGCTGTGGCCGTGAAGATGGGCGGG.TTGCAGGTAAAGCAAATGAAATTG- 
:. Vi .5 SAAGGAGTGGCGGATCAAGGTGATGAGTGAGATGGTGGAGGGCATGAAGGTGGTG 

25 GGTGAGCCCCAGCTGCTGCGCACGGCGGGCTACCTOCACACCACAACCACCTTCA 
CCTGGATGTGCAGCCCCTTCCTGGTGACCCTGATCACCCTCTGGGTGTACGTGTA 
CGTGGACCCAAACAATGTGCTGGACGCCGAGAAGGCCTTTGTGTCTGTGTCCTTG 
TTTAATATCTTAAGACTTCCCCTCAACATGCTGCCCCAGTTAATCAGCAACCTGA 
CTCAGGCCAGTGTGTCTCTGAAACGGATCCAGCAATTCCTGAGCCAAGAGGAAC 

30 TTGACCCCCAGAGTGTGGAAAGAAAGACCATCTCCCCAGGCTATGCCATCACCAT 
ACACAGTGGCACCTTCACCTGGGCCCAGGACCTGCCCCCCACTCTGCACAGCCTA 
GACATCCAGGTCCCGAAAGGGGCACTGGTGGCCGTGGTGGGGCCTGTGGGCTGT 
GGGAAGTCCTCCCTGGTGTCTGCCCTGCTGGGAGAGATGGAGAAGCTAGAAGGC 
AAAGTGCACATGAAGGGCTCCGTGGCCTATGTGCCCCAGCAGGCATGGATCCAG 

3 5 AACTGC ACTCTTC AGGAAAACGTGCTTTTCGGC AAAGCCCTGAACCCC AAGCGCT 
ACCAGCAGACTCTGGAGGCCTGTGCCTTGCTAGCTGACCTGGAGATGCTGCCTGG 
TGGGGATCAGACAGAGATTGGAGAGAAGGGCATTAACCTGTCTGGGGGCCAGCG 
GCAGCGGGTCAGTCTGGCTCGAGCTGTTTACAGTGATGCCGATATTTTCTTGCTG 
GATGACCCACTGTCCGCGGTGGACTCTCATGTGGCCAAGCACATCTTTGACCACG 

40 TCATCGGGCCAGAAGGCGTGCTGGCAGGCAAGACGCGAGTGCTGGTGACGCACG 
GCATTAGCTTCCTGCCCCAGACAGACTTCATCATTGTGCTAGCTGATGGACAGGT 
GTCTGAGATGGGCCCGTACCCAGCCCTGCTGCAGCGCAACGGCTCCTTTGCCAAC 
TTTCTCTGCAACTATGCCCCCGATGAGGACCAAGGGCACCTGGAGGACAGCTGG 
ACCGCGTTGGAAGGTGCAGAGGATAAGGAGGCACTGCTGATTGAAGACACACTC 

45 AGCAACCACACGGATCTGACAGACAATGATCCAGTCACCTATGTGGTCCAGAAG 
CAGTTTATGAGACAGCTGAGTGCCCTGTCCTCAGATGGGGAGGGACAGGGTCGG 
CCTGTACCCCGGAGGCACCTGGGTCCATCAGAGAAGGTGCAGGTGACAGAGGCG 
AAGGCAGATGGGGCACTGACCCAGGAGGAGAAAGCAGCCATTGGCACTGTGGA 
GCTCAGTGTGTTCTGGGATTATGCCAAGGCCGTGGGGCTCTGTACCACGCTGGCC 
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ATCTGTCTCCTGTATGTGGGTCAAAGTGCGGCTGCCATTGGAGCCAATGTGTGGC 
TCAGTGCCTGGACAAATGATGCCATGGCAGACAGTAGACAGAACAACACTTCCC 
TGAGGCTGGGCGTCTATGCTGCTTTAGGAATTCTGCAAGGGTTCTTGGTGATGCT 
GGCAGCCATGGCCATGGCAGCGGGTGGCATCCAGGCTGCCCGTGTGTTGCACCA 
5 GGCACTGCTGCACAACAAGATACGCTCGCCACAGTCCTTCTTTGACACCACACCA 
TCAGGCCGCATCCTGAACTGCTTCTCCAAGGACATCTATGTCGTTGATGAGGTTC 
TGGCCCCTGTCATCCTCATGCTGCTCAATTCCTTCTTCAACGCCATCTCCACTCTT 
GTGGTCATCATGGCCAGCACGCCGCTCTTCACTGTGGTCATCCTGCCCCTGGCTG 
TGCTCTACACCTTAGTGCAGCGCTTCTATGCAGCCACATCACGGCAACTGAAGCG 

1 0 GCTGGAATC AGTC AGCCGCTCACCTATCTACTCCCACTTTTCGGAGACAGTGACT 
GGTGCCAGTGTCATCCGGGCCTACAACCGCAGCCGGGATTTTGAGATCATCAGTG 
ATACTAAGGTGGATGCCAACCAGAGAAGCTGCTACCCCTACATCATCTCCAACCG 
GTCAGAAGCCGCCTCCCTCGCTCCCTGCTCCTCCAGGAATTCCCAGCAGGCTCTC 
TGGTGTTCAGGGTCCTTGTCCCTCCTTTCCCCTAAGCAGAAAACTGGCCCTGCCCT 

1 5 GCCCCTGCCCCATTTCCTCCTCATCTGATCCCCCATAGGTGGCTGAGCATCGGAG 
TGGAGTTCGTGGGGAACTGCGTGGTGCTCTTTGCTGCACTATTTGCCGTCATCGG 
GAGGAGCAGCCTGAACCCGGGGCTGGTGGGCCTTTCTGTGTCCTACTCCTTGCAG 
GTGACATTTGCTCTGAACTGGATGATACGAATGATGTCAGATTTGGAATCTAACA 
TCGTGGCTGTGGAGAGGGTCAAGGAGTACTCCAAGACAGAGACAGAGGCGCCCT 

20 GGGTGGTGGAAGGCAGCCGCCCTCCCGAAGGTTGGCCCCCACGTGGGGAGGTGG 
AGTTCCGGAATTATTCTGTGCGCTACCGGCCGGGCCTAGACCTGGTGCTGAGAGA 
£ ; GGTGAGTGTGCATGTGGACGGTGGCGAGAAGGTGGGGATCGTGGGGCGGAGTGG 

\ • . , .GGCTGGGAAGTCTTGCATGAGGGTTTGGC3:G-TTCGGGATCCTGGAGGGGGGAAA.G 
GGTGAAATCCGCATTGATGGGCTCAATGTGGCAGAGATCGGCCTGGATGAGGTGC 

25 GCTCTCAGCTGACCATCATCCCGCAGGACCCCATCCTGTTCTCGGGGACCCTGCG 
CATGAACCTGGACCCCTTCGGCAGCTACTCAGAGGAGGACATTTGGTGGGCTTTG 
GAGCTGTCCCACCTGCACACGTTTGTGAGCTCCCAGCCGGCAGGCCTGGACTTCC 
AGTGCTCAGAGGGCGGGGAGAATCTCAGCGTGGGCCAGAGGCAGCTCGTGTGCC 
TGGCCCGAGCCCTGCTCCGCAAGAGCCGCATCCTGGTTTTAGACGAGGCCACAGC 

30 TGCCATCGACCTGGAGACTGACAACCTCATCCAGGCTACCATCCGCACCCAGTTT 
GATACCTGCACTGTCCTGACCATCGCACACCGGCTTAACACTATCATGGACTACA 
CCAGGGTCCTGGTCCTGGACAAAGGAGTAGTAGCTGAATTTGATTCTCCAGCCAA 
CCTCATTGCAGCTAGAGGCATCTTCTACGGGATGGCCAGAGATGCTGGACTTGCC 
TAAAATATATTCCTGAGATTTCCTCCTGGCCTTTCCTGGTTTTCATCAGGAAGGAA 

35 ATGACACCAAATATGTCCGCAGAATGGACTTGATAGCAAACACTGGGGGCACCT 
TAAGATTTTGCACCTGTAAAGTGCCTTACAGGGTAACTGTGCTGAATGCTTTAGA 
TGAGGAAATGATCCCCAAGTGGTGAATGACACGCCTAAGGTCACAGCTAGTTTG 
AGCCAGTTAGACTAGTCCCCCGGTCTCCCGATTCCCAACTGAGTGTTATTTGCAC 
ACTGCACTGTTTTCAAATAACGATTTTATGAAATGACCTCTGTCCTCCCTCTGATT 

40 TTTCATATTTTCCTAAAGTTTCGTTTCTGTTTTTTAATAAAAAGCTTTTTCCTCCTG 
GAACAGAAGACAGCTGCTGGGTCAGGCCACCCCTAGGAACTCAGTCCTGTACTC 
TGGGGTGCTGCCTGAATCCATTAAAAATGGGAGTACTGATGAAATAAAACTACA 
TGGTCAACAGTAAAAAAAAAAAAAAAAAAA 

45 SEQ ID NO: 462 

>13258 BLOOD 411233.5 D10995 g219678 Human gene for serotonin IB receptor, 
complete cds. 0 

GAGCTCCGGCGCGAGGCGCGGCGCAGCGCTGCTCCTAGACTTCACCCCACCCAG 
CTCTGGCGGCCGCTGCAGCCCCCCAAAAGTGCCCCAGCTTGGGGCGAGGGGTGG 
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GAATGCAAGATCTCGGGACCTCTCGCTGGCCTGCAAGCTTTGGTCTCTACACCTA 
GGAAACTCCTGTGGGCAAAGTCTGCAGATCCAAAAGCGTCCAGGTTAGGAGACG 
CTCAGCCTCAAGCAACTGGGGTAAGAGATCCCATTTGGTCAAAGCCTTCTCCTCA 
AGCAGTACTTCACCCTCCTGCACTAGACGCCTCCAGGGAGCTGGAGCGGAGCAG 
5 GGCTCGGTGGGCCAGCTCTTAGCAACCCAGGTCTAAGACCCGGTGTGGAGAGGA 
ACAACCACAGACGCGGCGGCTTAGCTAGGCGCTCTGGAAGTGCAGGGGAGGCGC 
CCGCCTGCCTTGCGTGCCGCACCCATGACCTCTAGTTTCAGCTGTGAACCTGGGC 
GGAGGAATAATTGAGGAACTCACGGAACTATCAACTGGGGACAAACCTGCGATC 
GCCACGGTCCTTCCGCCCTCTCCTTCGTCCGCTCCATGCCCAAGAGCTGCGCTCCG 

1 0 GAGCTGGGGCGAGGAGAGCCATGGAGGAACCGGGTGCTCAGTGCGCTCCACCGC 
CGCCCGCGGGCTCCGAGACCTGGGTTCCTCAAGCCAACTTATCCTCTGCTCCCTC 
CCAAAACTGCAGCGCCAAGGACTACATTTACCAGGACTCCATCTCCCTACCCTGG 
AAAGTACTGCTGGTTATGCTATTGGCGCTCATCACCTTGGCCACCACGCTCTCCA 
ATGCCTTTGTGATTGCCACAGTGTACCGGACCCGGAAACTGCACACCCCGGCTAA 

1 5 CTACCTGATCGCCTCTCTGGCGGTCACCGACCTGCTTGTGTCCATCCTGGTGATGC 
CCATCAGCACCATGTACACTGTCACCGGCCGCTGGACACTGGGCCAGGTGGTCTG 
TGACTTCTGGCTGTCGTCGGACATCACTTGTTGCACTGCCTCCATCCTGCAGCTCT 
GTGTCATCGCCCTGGACCGCTACTGGGCCATCACGGACGCCGTGGAGTACTCAGC 
TAAAAGGACTCCCAAGAGGGCGGCGGTCATGATCGCGCTGGTGTGGGTCTTCTCC 

20 ATCTCTATCTCGCTGCCGCCCTTCTTCTGGCGTCAGGCTAAGGCCGAAGAGGAGG 
TGTCGGAATGCGTGGTGAACACCGACCACATCCTCTACACGGTCTACTCCACGGT 
GGGTGGTTTGTACTTCGCCACGCTGGTGGTCATCGGCCTCTATGGCGGGATCTAGG 

■ * 

••: '-i;gagcggagcgcagctga.taacggactgccgggggtgcacgtcgtcggtcacctc 

25 tattaactcgcgggttccggaggtgcccagcgaatccggatctcctgtgtatgtg 
aaccaagtcaaagtgcgagtctccgacgccctgctggaaaagaagaaactcatg 
gccgctagggagcgcaaagccaccaagaccctagggatcattttgggagccttt 
attgtgtgttggctacccttcttcatcatctccctagtgatgcctatctgcaaaga 
tgcctgctggttccacctagccatctttgacttcttcacatggctgggctatctca 

30 actccctcatcaaccccataatctataccatgtccaatgaggactttaaacaagc 
attccataaactgatacgttttaagtgcacaagttgacttgccgtttgcagtggg 
gtcgcctaagcgacctttggggaccaagttgtgtctggttccacaggtaggtcga 
atcttctttcgcggtttctgggtcccagcgaggctctctctcctgggcaagggca 
atggatcctgagaagccagaatagtcctgagagagagctctgaaaggagaagtg 

35 ttgaaactaaatgtagagcttccctgcccaggaggaggctcacttcctcccctca 
agccccgggctcagcactgaccctgcggtagccaatcccaaagggggttgcaac 
ttttaaaaattgataatggaagggaatccctgccctgctttggtatcgtggataa 
tgcccactagaagcagtgtacttgtaattgttgtctgaagcctgtctgagacaga 
tctacatacagcctggcagtacttgaactagacgcttaatgccctgtgtttttgg 

40 ggggagaactttgtgttacagcttaatttaagaacagttactttggcatcattca 
gtcttcactttttgtctatttaaacttggttggagaaacttgtggatttggtgctt 
caaaccctatgtgtggcttggatggcgcagagaaaccttgaagagttaacagca 
aaattctgatgctgagatctctatttttattatacttgaaactatatgggggtgg 
gtgggtgggaatgggagatgaggagtgttaaactgagaatcaacacctatgatt 

45 gtttgttttctgcagatttacaattttgtaattcctgtttagcgattgtcaagcca 
caactctaacaaacaaaccattatgtgtgctagtgccaaagtctgcagactgctt 
tattttttctcttaatttcatgtacctgtcactttacacatttaaatccccataaat 
gaagggtatgatgggtgactcagcccacactgctgctatatttcttactaatgca 
attggtaaaaccgattagtattggaaatatactgtttcttaacaagaaaagtgtc 
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TTTATTTCTTATCCAATTTAGTGAGATGTGAAGGAGACTGATGACATGGGGATAG 
TTCTTACACAATTGAGGAATGGGGTGGGGGCAATAGGAGGATGTATATTTTGACT 
TGTAAAAAAATCTTAAAGTGCATGAAACTTTTATCTGATAGTCATTTGCACTCTC 
CTTCCCATCTGTGATTCCTTGTGTGCTAACATATAAAGAAACCAAGAGAACTATC 
5 TTCCTTCTCCAGAAACCTTAAAAATACAGTTAAGGGCCCTAAAAACGATATTGAA 
AAGAAAATAAACTTGTTTCTNNNNNNNNNNN^ 

GAGAAAAGATTGCTAGAAAATGACATATAAGAACTTTAGAAAAGCTT 
SEQ ID NO: 463 

10 >13306 BLOOD 1096917.19 K01500 gl77808 Human alpha- 1-antichymotrypsin (AACT) 
mRNA, complete cds. 0 

GCTAGATGTGGTGGCACACGTCTGTAATACCAGCTGCTGGTATTACAGACGTGTG 
CTACATCCAGCTCCCTGAGGACTGAGTGGGCGGAGGCTGAAGAGTTGAGAATGG 
AGAGAATGTTACCTCTCCTGGCTCTGGGGCTCTTGGCGGCTGGGTTCTGCCCTGC 

1 5 TGTCCTCTGCC ACCCTAAC AGCCCACTTGACGAGGAGAATCTGACCC AGGAGAA 
CCAAGACCGAGGGACACACGTGGACCTCGGATTAGCCTCCGCCAACGTGGACTT 
CGCTTTCAGCCTGTACAAGCAGTTAGTCCTGAAGGCCCCTGATAAGAATGTCATC 
TTCTCCCCACTGAGCATCTCCACCGCCTTGGCCTTCCTGTCTCTGGGGGCCCATAA 
TACCACCCTGACAGAGATTCTCAAAGGCCTCAAGTTCAACCTCACGGAGACTTCT 

20 GAGGCAGAAATTCACCAGAGCTTCCAGCACCTCCTGCGCACCCTCAATCAGTCCA 
GCGATGAGCTGCAGCTGAGTATGGGAAATGCCATGTTTGTCAAAGAGCAACTCA 
u ■ c '■ GTGTGGTGGACAGGTTGACGGAGGATGGGAAGAGGGTGTATGGCTGGGAGGCGT • 
•- U »V;«V, > ^TGCGACTGACTTTCAGGAGTGAGGTGCAGGTAAGAAGCTG ATCAAGGACTACGT . 
-'9 ' : GAAGAATGGAACTAGGGGGAAAATGAGAGATCTGATCAAGGACCTTGACTCGGA . 

25 GACAATGATGGTCCTGGTGAATTACATCTTCTTTAAAGCCAAATGGGAGATGCCC 
TTTGACCCCCAAGATACTCATCAGTCAAGGTTCTACTTGAGCAAGAAAAAGTGGG 
TAATGGTGCCCATGATGAGTTTGCATCACCTGACTATACCTTACTTCCGGGACGA 
GGAGCTGTCCTGCACCGTGGTGGAGCTGAAGTACACAGGCAATGCCAGCGCACT 
CTTCATCCTCCCTGATCAAGACAAGATGGAGGAAGTGGAAGCCATGCTGCTCCCA 

30 GAGACCCTGAAGCGGTGGAGAGACTCTCTGGAGTTCAGAGAGATAGGTGAGCTC 
TACCTGCCAAAGTTTTCCATCTCGAGGGACTATAACCTGAACGACATACTTCTCC 
AGCTGGGCATTGAGGAAGCCTTCACCAGCAAGGCTGACCTGTCAGGGATCACAG 
GGGCCAGGAACCTAGCAGTCTCCCAGGTGGTCCATAAGGCTGTGCTTGATGTATT 
TGAGGAGGGCACAGAAGCATCTGCTGCCACAGCAGTCAAAATCACCCTCCTTTCT 

35 GCATTAGTGGAGACAAGGACCATTGTGCGTTTCAACAGGCCCTTCCTGATGATCA 
TTGTCCCTACAGACACCCAGAACATCTTCTTCATGAGCAAAGTCACCAATCCCAA 
GCAAGCCTAGAGCTTGCCATCAAGCAGTGGGGCTCTCAGTAAGGAACTTGGAAT 
GCAAGCTGGATGCCTGGGTCTCTGGGCACAGCCTGGCCCCTGTGCACCGAGTGGC 
CATGGCATGTGTGGCCCTGTCTGCTTATCCTTGGAAGGTGACAGCGATTCCCTGT 

40 GTAGCTCTCACATGCACAGGGGCCCATGGACTCTTCAGTCTGGAGGGTCCTGGGC 
CTCCTGACAGCAATAAATAATTTCG 

SEQ ID NO: 464 

>13478 BLOOD 233142.9 D79986 gl 136389 Human mRNA for KIAA0164 gene, complete 
45 cds. 0 

GTGACTCTGCTGACCTTCGGCATGACATTGATCGCCGTAGAAAAGAAAGAAGTA 
AAGAACGGGGAGATTCCAAGGGCTCCAGGGAATCCAGTGGATCAAGAAAGCAG 
GAAAAAACTCCAAAAGATTACAAGGAATACAAATCTTACAAAGATGACAGTAAA 
CATAAAAGAGAGCAAGATCATTCTCGATCTTCATCCTCTTCAGCATCACCTTCTTC 
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TCCCAGTTCTCGAGAAGAAAAGGAGAGTAAGAAGGAAAGAGAAGAAGAATTTA 
AAACTCACCATGAAATGAAAGAATACTCAGGCTTTGCAGGAGTTAGCCGACCAC 
GAGGAACCTTTCATGACGACAGAGATGATGGTGTGGATTATTGGGCCAAAAGAG 
GAAGAGGTCGTGGTACTTTTCAACGTGGCAGAGGGCGCTTTAACTTCAAAAAATC 
5 AGGTAGCAGTCCTAAATGGACTCATGACAAATACCAAGGGGATGGGATTGTTGA 
AGATGAAGAAGAGACCATGGAAAATAATGAAGAAAAGAAGGACAGACGCAAGG 
AAGAAAAGGAATAATAAATATGAAGTAAGATTACAACAGAGCAGAACTTGCACC 
CACCATTTTTTTTACCTGATTTTGGTTTTCAAATAAGAATGTAAGCATTTTACTTA 
AATTTTACTGTTTGCAAGTAGTCTATAGAAATTTGGTTTTAAGTCTTCAAATATCT 

1 0 TGAGAAATAGTAGACTGTATGTTGAAAATTGTACTGAAATAAAGTAGAAAATTG 
TTACGTACCATATTTGTAACTATCAACTTTTAAAACTTTTAACGTTTTTGTTACAT 
GCATTGTAATTCTGCTTTGTCTATAAGATATGGTCAAGTACAGCTCTGTGAAAGT 
TCTGATTCTCTTCCTTCCCTGTTTGTCAATGTTTTATTCTGAAGTAAACGTTAGCTC 
TACATATAAATCCTGGAACAGAAATTGTTTATAGAGACTACACTAATTATTTTAA 

1 5 CTGTATACATCTGTTTAATTTGAAC ACACTACATCGTAGGGTGACTGATTTTTGAA 
GTATACCACAGACAAAAAGTTGTTACTATGGTAAACTAAGCTAGTTTAACACTTG 
AGCAAATGCTTAAGAAGGAATTAAAAAAAAAAAGCTTTGCCAATAGCTAAAAAG 
TACAAGCTATTAAAAATCAGATTGAAAAGTTTTGAGAAAATGTTATTTTTACTGA 
AAGCAAGCAGTGGCCTATAAAGAACATTCTTAGGAGCCTTTTCTATTTGCGTTCA 

20 AAACTGTGTGTTCTCTTTCTATTCCTATTTGATAGTTTGAGTCATGGTCTTAGATA 
TTAGCTATTTGTGAGAGGAAACTGGTTTGTAACAATACTGCAAATAGAAACCCCA 
' ■■.•>:, TTTGTACTGAAGATCGTAGTTTTAAACAGAAGAAAAACTGTAATCCTGGGGTTGG 

• .:• ( ■■: TA^GTAGGAGGTCTATGGTGCAGAA^AAGTTGATACATTAGlAGGTmiTTGAFA J / 
: TGTTACATATTTATTTGAGGTGAACATTAGTTTGEAGTGTAACTATTAGTAAAAAT $\ 

25 AGAGAAACACAGCATACTGTTCATTAATAGTATTTTAAAAAAATTGTTTTTCAAA ; 
TGTCACCAATAAAAGTTTTGGCAGGAAGCTTGTTGCGGCATTGATCTAACCTTTT 
TCCCCCCCATTTCAGTTGCAGTTTTTGTAGAATGGCTTTTTCTTTTTCCTCTTAAGA 
GTTCTATTCTTCAGGTAGATAATTTTTCAAATGTGAATTATCTTTTGTGTCTATATT 
GATAGCTCTTAAAGGAGTGAAAATCTAAAATAGTAAATTTCAATGTTAAGTGTCT 

30 GCTTTATGGGCATATATAAAAGTAGACACATTTCATTTGTTAATTTAGTTGTGTGT 
GTGTGTTAAAAGGAGCTAATGCTTATTCTGTTAATGTAAACTTTTGAAGATCTTA 
AGTGTATTGCTCTTTCATCTTAAACACTTTCGAGGATTTGCAGTGCGTCTAGCACC 
TAGATTACAGCCAGGAACATTGGTTAAGAACTGTTGGAAACAAAACTAAAAGCA 
AACTCAACATATGTGATGTTTATGGCCCTCAGATCCTTAGTATTGTGTGATTTTCC 

35 CCCGTTAACATGTCTTTCTAAAATTGTCTATTAAAGCAGAGGAAATACCTGCCAA 
AGGAAGTATGTATTGCATTAATCAGGGCATAACTAATATTCTCCTGTTCAGAATA 
ATACTTATTTACGTGTGAAAGCAACATGGATGTGATTCCCAACACAGAATTTTCA 
TGACCCTTTTATTGTATACAAATAAATACCATAACAGTTACTTGGTTAGACATCA 
AATCTGTGTGCATGACTATGTGCTTATCCACTTAAGACAATAGGTAAAAGGGGAT 

40 CTGAGAAATTATGTAATAGGGAGTGGGAATAAAACTACTTAATTCCTGTGGGCA 
GGTTATATTTTAAGTTCAAATGCATTGCTTTAACCTTTGGTTACTTTTATTCTGTTA 
AACAGAATTGAAGAAAGAGTATTATACCAGAGTGTAGTAGGCTAGGGTGATTGT 
AAGAACTCTGTAATAGAATGTCATTGTGGATGTTACCTTTTTCAGATCCAAGCAT 
ATAAAAAGCCTGTATATTTTTTAAAAACACATCTTAACTCCACGCTTTACGATATT 

45 ATAAAAGTTGAATGGTTCCTCTTGGTAAGGATATTTGCTTACAAGTGCTAGGAAA 
TAACTCACTGATACCTGCGTTAACATACTTTGTTTTGCCTAGAGAGGGGCAATAA 
AAATGAACCAAAGGATATTTCCAGAAAGGATTAAGAAAGCTGTTTAAGAAGGCC 
ATGACTCTTTAGGTGTGTATGTGTACCTTTCAGCATCCTAGGAATTTTTATACTAA 
AAGCAAAATGTTTTTTCCAGTTAGTCTTCTTCAAGGAATTACTATTGTTCCTTTTG 



397 



WO 02/074979 



PCT/US02/08456 



TCACAGGTAAAATCAGTGTTGGGAATTATAATTTGAGAAAAATATTACCCAGTAA 
CATTGAATGTAGATGGCTAAACGATTCTTACTCAGTGTGATGTATAATGATGCAA 
CAGGGACCCTTGTAAATTGTCATACGCCAATAAAATGTCACAAGTAATAACTGCT 
GTTGTTTGTTTACCTGTGTCTATTTCACACATCTTATTTCTGTGGCCTATTTTAGAA 
5 TATCAGCGCATCTGTTAGGAAGATTACTGGTGTGGTAAGGCTTGATAAATGCTTT 
ATAAACTCCCTCAAACCTTTCTTTACTGTTTTTTTGTTTTGTCTTGTTTTTGTTTTTG 
TTTTTGTTTTTGTTTTTGTTTTTCCCTTGTCTCCCCTGGGAAAATGGGAAATTTTAC 
AGTTGGTAAATCTAAGCCAAAATTATTTTGAAATAAAGGAATTCTGGATGTCCAG 
TTTAGTCCTCGTTTTCTTACGTTAATCTGGGACCTTATCACCCATAATATGGTGAT 

1 0 TACTTCTCTTTCTAAAAACATAGTAGCTAGTAAATAAGTAAAAAGAATTGTCTTT 
TCATTCACTTTAAGTAAGATGTGGTATAATTCTTACCATGTGCCATCCTGTCAGTT 
TTAACAAAGCATTTTCACAGAAATTTGTGTACTAAGACAAACTGACACATTTTGA 
CTCATACAAATGGCAAATTAGTCCTTAAAAATTCTGTGAGAGAAATAACTCTGTG 
TGTACATACATATGCATGTAAAGTGTTGTGTAAGATCATTGGTAGCTTAATTATA 

1 5 CTGGAT AATTGTAATGTTAT ATAC AAATTTCTTAT AT AAAAGT ATGCTGC ATT 

SEQ ID NO: 465 

>13519 BLOOD gi|894352|gb|H25229.1|H25229 yl45d06.sl Soares breast 3NbHBst Homo 
sapiens cDNA clone IMAGE: 161 195 3' similar to contains LTR3 repetitive element mRNA 
20 sequence 

ATTCTTTAAAAAATTAGTTGCTTTTTATACAGCTATACAAAGTTCTTAATGTTTCT 

•* . i TTGGCAATGGAATATAATGGAATTTTAGAAGTATATAAAAAAGTTACCTTTGCGT x C 
i\- ■ I- AAGAAAGAGTATTTAGTGTGTGTACATAGTTGAGTGAGAAAA.TTCTCTACCATGC ■ 
AGCAGGGTAATTAATTGAGGAAATAAGGTACCTGATATTACAGGATTGCCGAAAA 
25 GAAAGGNGGAAAAAGNCACACACATACACACACACACACACACACACACACAC 
ACACACACACACACACACACAACCTTCTGNGGGCTCAAAACACAGTNTCACGGG 
CCCTTTCTGCAGGGCAACTTGGCAATTGCCAAATACAATTTAGNGGAT 

SEQ ID NO: 466 

30 >13524 BLOOD Hs.229619 gnl|UG|Hs#S2 19269 yl49d08.sl Homo sapiens cDNA, 3' end 
/clone=IMAGE:161583 /clone_end=3' /gb=H25761 /gi-894884 /ug=Hs.229619 /len=495 
CCTCATGANCNGGNNTTTAATGTNCCANAAAAACACTNAAAGATATTCNTGTAA 
ATACANATAAGCTNTGTGTCAACATTCAGTACTANGCAAATCATTTTTCACTANG 
ACAAAATGACCAACTTACACACTTCNGGGTAGCGCTTAATACTTATCTTTGAACT 

35 CTATTGCTGATGCTAGGCCCTAAAGAGCAATGACTCAACCAGAAAAAATAGTAA 
AGGCTGCCTCTTTCCTTTTTAAAGCGCTTATTAGCTTTANATCCACAAACAATGGG 
TTTTTACANCTACATACTACTGAAAGGGTGCTCAAANCGTCACCNCTTACAGGCC 
TTCGAACATGTCATTTTCTAACCCTGGCACATGTAAACTTGTTTTATCCGGCATTC 
AATGGAGGTCCGCTTNCAAATGGGCTCCCAATCATCNGGTTTCAAATCAGGNCA 

40 GGGGCCAAGGGTCCCCGCCCGGATTAAACNGGCGGCAGGNGGGGCCAAACCCCC 
GG 

SEQ ID NO: 467 

>13526 BLOOD Hs.260516 gnl|UG|Hs#S219414 yl55d09.sl Homo sapiens cDNA, 3' end 
45 /clone=IMAGE: 162161 /clone_end=3' /gb=H25907 /gi=895030 /ug=Hs.260516 /len=352 

GGTGAACCAGNNTNTTTATCAGTTTATTAATCTATTTTTAATATATAGACTTTTCA 
GTAGACAACAGCATAAAACATATTCTTTTCAAGTTCAAATTGAACTTTCACCAAC 
ATAGACCATATTCTGGGCCATAAAATAAACATTGGCAAATTTAAAATAATTGAA 
ATCATATTAAGTTTGTTCTCTGACCCTGATAGAGGTAAGCCAGAAATCAAGANCA 
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GAAAGATATCTAGAAAAATCCCAAATAATTTGGAAGTAAAAGANCACAATTTTA 
AATAAACCATGGGGCCAAAGGNAAAGGTCACAGGGGGAANCTCTTAGGNACTG 
GANCTAAAATAGGGGGGNATTTTAC 

5 SEQ ID NO: 468 

>13580 BLOOD 9781 16.6 Incyte Unique 

GGCATGCAGTTTTTGTCAGGCTGCACAGAAAAGCCAGTCATTGAGCTCTGGAAG 

AAGCACACGCTAGCCCGAGAGGATGTCTTTCCGGCCAATGCCCTCCTGGAAATCC 

GGCCATTCCAAGTTTGGCTCCATCACCTCGACCACAACGTGAGCCCCAACATCTT 

1 0 CGCCTGGGTCTAC AGGGAGATCAATGATGACCTGTCCTACCAGATGGACTGCCAC 
GCCGTGGAGTGCGAGAGCAAGCTCGAGGCCAAGAAACTGGCCCACGCCATGATG 
GAGGCCTTCAGGAAGACTTTCCACAGTATGAAGAGCGACGGGCGGATCCACAGC 
AACAGCTCCTCCGAAGAGGTTTCCCAGGAATTGGAATCCGATGATGGCTGAATG 
AACTTGAGACGCTTCAGCAAAGGCAGCATTGGTCACGGAGTTCAAGGGAATAGA 

1 5 TGAGT AAGC AACGTTTC AAATTTGGGATGAAAAGACTGCC AAACTATTGGCTGA 
CCAAGGTTTTTAAATTCAGAAGAGCAATTCTAAATCTAAAGAAATGTATCATTAA 
AGTAATTACGTTACATTGAAACCTGCTGCTGCTGTGACTGTGAGGAGGGTGGGAG 
TGTGGATGGGGAGGAAGGTTCTAGGCTCTCTTCTTATTTTTCTCATTTCCCAATGC 
CTCTCTGTGGGAGAGCTCCATGCCAGTTTTCACCACGCTCAGGCAAATACTCTGC 

20 AGCTGTTATTGGATGGGCCATTCCGATCTGCCTTATGAAATTCCACAAGAATGTT 
AGGGGCACCTATGGGATCTCTAGTGGGGTGGGCAGGGTGCTGATGGGGACGCTG 
: , GGCGGAGGGAGGAAGGAAGATGTCGGGAGGGCCGTGTGTTCCTCTCCCACGGGA 
. rGATGCGGTCCTGTGTATGCAAATGAGCAGAGGCTTTATTGAGCTTTACAACTAAG 
SAAGGTGATAGTTGGGAGTTAATTGAGAGTTAGAGATAATGCTTTTATTTAGATAA 

25 ATATAGCAAGTAGTACCCTCTTATTGTATTCACTTCATCTATTTTCTTAGAATAGT : 
TGCAATTACTAATGACCCCTTCCCTTTCCCTCCTGCTGCCCTGTCCACCCTCTTTCC 
CCTTCTAACATCCTTAGAGGGATGAAATCTCAGCATATGTTGCAGGACACCAAAA 
GGAAGAAAACAATCAAGCAAATAAAATAAACAGTCAAACAAACCAGGAGTTTA 
AAACAACAACCCCAACAACAGAAGCCTTGGCAAAGAGGAATGAGTGATCAGCA 

30 AGTGAACACACTCTATGTCAACTCTCCTTTTATCCAGCTGAGATTTATGGTAACTT 
ATTTAATTAATGGTCCTGTCTGATGCATCCTTGATGGCAAGCTTCAAATCTGATTT 
GGTGTCACCGAGGAAACCTTGCCCCCATCACTCAGCATTGCACTTAGATACAGAA 
TGAGTTAGATAAACTTGGCTTGTCTAGAGACCCATGTCATCTTAACCTAAAGGGA 
AATCTTATTGCGTTATCATAAAATTGATGATATCTTAGGGTCAGAATTGCCCTTTT 

35 TTTTTATTTTGAATGGGAAGTTCTCACTAAAACAATCCTGAGATTTCTTAATTTCA 
TGGTTCTTTAAATATTATAAACACAGAGTCAACATAGAATGAAATTGTATTTGTT 
AAAATACACACATTGGAGGACAAGAGCAGATGACTACTTTTCGAAGTAATGCTG 
CTCCTTCCT 

40 SEQ ID NO: 469 

>13715 BLOOD 021290.12 L08488 gl 86425 Human inositol polyphosphate 1-phosphatase 
mRNA, complete cds. 0 

GGCTCGGGCAAGCGTGGGGGGCCCGCGCGTCCCGGGAGCCCCGAGGCGGCAGCG 
CGCGTTTCCACGCCGCGGTCCCGCGGGAAAGCCGGGGGCGGCGGCCTGGCTGAG 
45 GCCAAGCTCGGATCCGGTGCCGAGCCAAGCGGGGCCGTGCGTCGCCGGGGCTTC 
GCCTTCGCTCGCGTGACCTCCGCCGTCCTCCCCAACCCTCGTCCTCTGGCCGCGCC 
TGCGGCCGCACGCCCAGCGCCCCTCGCCTAACCTCGCGCCCGGGCCGCGCCTCCT 
CCTCCTCCTGCTCCCCGCCGCTTCCGTTTCTCGAGGGAAAGGCTGCTGCCTCCTGC 
TCTGTCCTCATCCCCGGCTTAGCTGACGGCCCAGAGGGTGGGTGCCAATTCCACC 
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AGCAGCTGCAACTGAAAAGCAAGGTTCAGAAATGTCAGATATCCTCCGGGAGCT 
GCTCTGTGTCTCTGAGAAGGCTGCTAACATTGCCCGGGCGTGCAGACAGCAGGA 
AGCCCTCTTCCAGCTGCTGATCGAAGAAAAGAAAGAGGGAGAAAAGAACAAGA 
AGTTTGCAGTTGACTTCAAGACTCTGGCTGATGTACTGGTACAGGAAGTTATAAA 
5 ACAGAATATGGAGAACAAGTTTCCAGGCTTGGAAAAAAATATTTTTGGAGAAGA 
ATCCAATGAGTTTACTAATGACTGGGGGGAAAAGATTACCTTGAGGTTGTGTTCA 
ACAGAGGAAGAAACAGCAGAGCTTCTTAGCAAAGTCCTCAATGGTAACAAGGTA 
GCATCTGAAGCATTAGCCAGGGTTGTTCATCAGGATGTTGCCTTTACTGACCCAA 
CTCTGGATTCCACAGAGATCAATGTTCCACAGGACATTTTGGGAATTTGGGTGGA 

1 0 CCCC ATAGATTCAACTTATCAGTATATAAAAGGTTCTGCTGACATTAAATCCAAC 
CAGGGAATCTTCCCCTGTGGACTTCAGTGTGTCACCATTTTAATTGGTGTCTATGA 
CATACAGACAGGGGTTCCCCTGATGGGAGTCATCAATCAACCTTTTGTGTCACGA 
GATCCAAACACCCTCAGGTGGAAAGGACAGTGCTATTGGGGCCTTTCTTACATGG 
GGACCAACATGCATTCACTACAGCTCACCATCTCTAGAAGAAACGGCAGTGAAA 

15 CACACACTGGAAACACCGGCTCTGAGGCAGCATTCTCCCCCAGTTTTTCAGCCGT 
AATTAGTACAAGTGAAAAGGAGACTATCAAAGCTGCATTGTCACGTGTGTGTGG 
AGATCGCATATTTGGGGCAGCTGGGGCTGGTTATAAGAGCCTATGTGTTGTCCAA 
GGCCTCGTTGACATTTACATCTTTTCAGAAGATACCACATTCAAATGGGACTCTT 
GTGCTGCTCATGCCATACTGCGGGCCATGGGTGGGGGAATAGTAGACTTGAAAG 

20 AATGCTTAGAAAGAAATCCAGAAACAGGGCTTGATTTGCCACAGTTGGTGTACC 
ACGTGGAAAATGAGGGTGCTGCTGGGGTGGATCGGTGGGCCAACAAGGGAGGA 
'." GTCATTGCATACAGATCCAGGAAGGGGCTGGAGACATTCCTGAGCCTCGIGGTGC ••■ 
>-\ ■■: AAAAGCTGGCAG€TGCAGAGACG'eATACGTAGAGGAAGTCTAACCG(SGGTGTAG'-: 
. V I GTGTATAAACTGAACTGTGAAAGTGTTTCGGTTATCTCTGTCTTTTGAGGATGGGT' 

25 TTGTCCTGTTGCTGGTTAACATTCACCTTCCTCTTTTGAGGAGTATTTTTCCATTAT 
GTATTCATAATAATGTTAATTTCAATAAATGACATTCATGCAGCAATTATATTGG 
TGTATGAAATTCTTACAGTGAATATTGTGCTGTTAGTGCTGCTTGAAACATTTCAA 
TAAAATATTGACCAGGAAAAAAAAAAAA 

30 SEQ ID NO: 470 

>13823 BLOOD 335527.4 M37238 gl90035 Human phospholipase C mRNA, complete cds. 
0 

GAATTCGGCGCTGAGTGACCCGAGTCGGGACGCGGGCTGCGCGCGCGGGACCCC 
GGAGCCCAAACCCGGGGCAGGCGGGCAGCTGTGCCCGGGCGGCACGGCCAGCTT 

35 CCTGATTTCTCCCGATTCCTTCCTTCTCCCTGGAGCGGCCGACAATGTCCACCACG 
GTCAATGTAGATTCCCTTGCGGAATATGAGAAGAGCCAGATCAAGAGAGCCCTG 
GAGCTGGGGACGGTGATGACTGTGTTCAGCTTCCGCAAGTCCACCCCCGAGCGG 
AGAACCGTCCAGGTGATCATGGAGACGCGGCAGGTGGCCTGGAGCAAGACCGCC 
GACAAGATCGAGGGCTTCTTGGATATCATGGAAATAAAAGAAATCCGCCCAGGG 

40 AAGAACTCCAAAGATTTCGAGCGAGCAAAAGCAGTTCGCCAGAAAGAAGACTGC 
TGCTTCACCATCCTATATGGCACTCAGTTCGTCCTCAGCACGCTCAGCTTGGCAG 
CTGACTCTAAAGAGGATGCAGTTAACTGGCTCTCTGGCTTGAAAATCTTACACCA 
GGAAGCGATGAATGCGTCCACGCCCACCATTATCGAGAGTTGGCTGAGAAAGCA 
GATATATTCTGTGGATCAAACCAGAAGAAACAGCATCAGTCTCCGAGAGTTGAA 

45 GACCATCTTGCCCCTGATCAACTTTAAAGTGAGCAGTGCCAAGTTCCTTAAAGAT 
AAGTTTGTGGAAATAGGAGCACACAAAGATGAGCTCAGCTTTGAACAGTTCCAT 
CTCTTCTATAAAAAACTTATGTTTGAACAGCAAAAATCGATTCTCGATGAATTCA 
AAAAGGATTCGTCCGTGTTCATCCTGGGGAACACTGACAGGCCGGATGCCTCTGC 
TGTTTACCTGCATGACTTCCAGAGGTTTCTCATACATGAACAGCAGGAGCATTGG 
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GCTCAGGATCTGAACAAAGTCCGTGAGCGGATGACAAAGTTCATTGATGACACC 
ATGCGTGAAACTGCTGAGCCTTTCTTGTTTGTGGATGAGTTCCTCACGTACCTGTT 
TTCACGAGAAAACAGCATCTGGGATGAGAAGTATGACGCGGTGGACATGCAGGA 
CATGAACAACCCCCTGTCTCATTACTGGATCTCCTCGTCACATAACACGTACCTT 
5 ACAGGTGACCAGCTGCGGAGCGAGTCGTCCCCAGAAGCTTACATCCGCTGCCTG 
CGCATGGGCTGTCGCTGCATTGAACTGGACTGCTGGGACGGGCCCGATGGGAAG 
CCGGTCATCTACCATGGCTGGACGCGGACTACCAAGATCAAGTTTGATGACGTCG 
TGCAGGCCATCAAAGACCACGCCTTTGTTACCTCGAGCTTCCCAGTGATCCTGTC 
CATCGAGGAGCACTGCAGCGTGGAGCAACAGCGTCACATGGCCAAGGCCTTCAA 

10 GGAAGTATTTGGCGACCTGCTGTTGACGAAGCCCACGGAGGCCAGTGCTGACCA 
GCTGCCCTCGCCCAGCCAGCTGCGGGAGAAGATCATCATCAAGCATAAGAAGCT 
GGGCCCCCGAGGCGATGTGGATGTCAACATGGAGGACAAGAAGGACGAACACA 
AGCAACAGGGGGAGCTGTACATGTGGGATTCCATTGACCAGAAATGGACTCGGC 
ACTACTGCGCCATTGCTGATGCCAAGCTGTCCTTCAGTGATGACATTGAACAGAC 

1 5 TATGGAGGAGGAAGTGCCCCAGGATATACCCCCTAC AGAACTAC ATTTTGGGGA 
GAAATGGTTCCACAAGAAGGTGGAGAAGAGGACGAGTGCCGAGAAGTTGCTGC 
AGGAATACTGCATGGAGACGGGGGGCAAGGATGGCACCTTCCTGGTTCGGGAGA 
GCGAGACCTTCCCCAATGACTACACCCTGTCCTTCTGGCGGTCAGGCCGGGTCCA 
GCACTGCCGGATCCGCTCCACCATGGAGGGCGGGACCCTGAAATACTACTTGACT 

20 GACAACCTCACCTTCAGCAGCATCTATGCCCTCATCCAGCACTACCGCGAGACGC 
ACCTGCCGTGCGCCGAGTTCGAGCTGCGGCTCACGGACCCTGTGCCCAACCCCAA 

. / ^GGGGGAGGAGTGCAAGCGGTGGTACTAJGACAGCCTGAGGCGCGGAGAGGCAGA k 

• . \i ! GGAGATGGTGATGAGGAT'TGCGGGGGACGGGGGCTTCGTGATCCGGA^iGCGAQA : . 

... ■' '.GGGGAGGGAGTCGTATGCGATCACCTTCAGGGCTAGGGGGAAGGTAA AGGATTG 

25 TCGCATCAACCGGGACGGCCGGCACTTTGTGCTGGGGACCTCCGCCTATTTTGAG 
AGTCTGGTGGAGCTCGTCAGTTACTACGAGAAGCATTCACTCTACCGAAAGATGA 
GACTGCGCTACCCCGTGACCCCCGAGCTCCTGGAGCGCTACAATATGGAAAGAG 
ATATAAACTCCCTCTACGACGTCAGCAGAATGTATGTGGATCCCAGTGAAATCAA 
TCCGTCCATGCCTCAGAGAACCGTGAAAGCTCTGTATGACTACAAAGCCAAGCG 

30 AAGCGATGAGCTGAGCTTCTGCCGTGGTGCCCTCATCCACAATGTCTCCAAGGAG 
CCCGGGGGCTGGTGGAAAGGAGACTATGGAACCAGGATCCAGCAGTACTTCCCA 
TCCAACTACGTCGAGGACATCTCAACTGCAGACTTCGAGGAGCTAGAAAAGCAG 
ATTATTGAAGACAATCCCTTAGGGTCTCTTTGCAGAGGAATATTGGACCTCAATA 
CCTATAACGTCGTGAAAGCCCCTCAGGGAAAAAACCAGAAGTCCTTTGTCTTCAT 

35 CCTGGAGCCCAAGCAGCAGGGCGATCCTCCGGTGGAGTTTGCCACAGACAGGGT 
GGAGGAGCTCTTTGAGTGGTTTCAGAGCATCCGAGAGATCACCTGGAAGATTGA 
CACCAAGGAGAACAACATGAAGTACTGGGAGAAGAACCAGTCCATCGCCATCGA 
GCTCTCTGACCTGGTTGTCTACTGCAAACCAACCAGCAAAACCAAGGACAACTTA 
GAAAATCCTGACTTCCGAGAAATCCGCTCCTTTGTGGAGACGAAGGCTGACAGC 

40 ATCATCAGACAGAAGCCCGTCGACCTCCTGAAGTACAATCAAAAGGGCCTGACC 
CGCGTCTACCCAAAGGGACAAAGAGTTGACTCTTCAAACTACGACCCCTTCCGCC 
TCTGGCTGTGCGGTTCTCAGATGGTGGCACTCAATTTCCAGACGGCAGATAAGTA 
CATGCAGATGAATCACGCATTGTTTTCTCTCAATGGGCGCACGGGCTACGTTCTG 
CAGCCTGAGAGCATGAGGACAGAGAAATATGACCCGATGCCACCCGAGTCCCAG 

45 AGGAAGATCCTGATGACGCTGACAGTCAAGGTTCTCGGTGCTCGCCATCTCCCCA 
AACTTGGACGAAGTATTGCCTGTCCCTTTGTAGAAGTGGAGATCTGTGGAGCCGA 
GTATGACAACAACAAGTTCAAGACGACGGTTGTGAATGATAATGGCCTCAGCCC 
TATCTGGGCTCCAACACAGGAGAAGGTGACATTTGAAATTTATGACCCAAACCTG 
GCATTTCTGCGCTTTGTGGTTTATGAAGAAGATATGTTCAGCGATCCCAACTTTCT 
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TGCTCATGCCACTTACCCCATTAAAGCAGTCAAATCAGGATTCAGGTCCGTTCCT 
CTGAAGAATGGGTACAGCGAGGACATAGAGCTGGCTTCCCTCCTGGTTTTCTGTG 
AGATGCGGCCAGTCCTGGAGAGCGAAGAGGAACTTTACTCCTCCTGTCGCCAGCT 
GAGGAGGCGGCAAGAAGAACTGAACAACCAGCTCTTTCTGTATGACACACACCA 
5 GAACTTGCGCAATGCCAACCGGGATGCCCTGGTTAAAGAGTTCAGTGTTAATGA 
GAACCAGCTCCAGCTGTACCAGGAGAAATGCAACAAGAGGTTAAGAGAGAAGA 
GAGTCAGCAACAGCAAGTTTTACTCATAGAAGCTGGGGTATGTGTGTAAGGGTA 
TTGTGTGTGTGCGCATGTGTGTTTGCATGTAGGAGAACGTGCCCTATTCACACTCT 
GGGAAGACGCTAATCTGTGACATCTTTTCTTCAAGCCTGCCATCAAGGACATTTC 

1 0 TTAAGACCCAACTGGCATGAGTTGGGGTAATTTCCTATTATTTTCATCTTGGACA 
ACTTTCTTAACTTATATTCTTTATAGAGGATTCCCCAAAATGTGCTCCTCATTTTT 
GGCCTCTCATGTTCCAAACCTCATTGAATAAAAGCAATGAAAACCTTGATCAATT 
AAGCCTTCTGTTGCACGACCTGTGCAGTGAACAGGATTTCTTTTCTGGCCAAGAA 
GATTCTACCTCTAATGATCCAGGTAACTGATGTCCATGGAGGATGAGCTGGAAAT 

15 GTAAGAAACTATTCATGAGACTCTGAAAAAAAAAA 

SEQ ID NO: 471 

>13831 BLOOD 232067.6 AL137411 g6807963 Human mRNA; cDNA DKFZp434M082 
(from clone DKFZp434M082). le-86 

20 GCAGCTGCAGCGGGCGTGAGTTGGGGGAGGACGGGTTGCCGACTCGCCTACCTA 
GCGGTCTCTTGATTGTCGATATTTTGTTGGCATAGGTTTATGTAGAGACGTATACA 
i: I . <TA?DATATAGACACAeTGTCTTTAAATCTAGGCCTGTATGCGGTGTeCGAGGGGAA • 
, ■■■>. ».iG1?CAGTAAGATGATGTTAAGAGGAAACGTGAAGCAA.GTGCGCAT ? FGAGAAAAAC. . 
• GiEGGGGGGCCTTeGGGeCGTGGAGTCCGCGGTGGGCGAGAGGGAGGGGGGGGCG 

25 C GNGGCAGCCATGGCGCTCGCTCTTGCCGGGGAGCGGGCACCGCCCGCGCCCGCG 
CCTCCAGAGGACCACCCGGACGAGGAGATGGGGTTCACTATCGACATCAAGAGT 
TTCCTCAAGCCGGGCGAGAAGACGTACACGCAGCGCTGCCGCCTCTTCGTGGGA 
AATCTGCCCACCGACATCACGGAGGAGGACTTCAAGAGGCTCTTCGAACGCTAT 
GGCGAGCCCAGCGAAGTCTTCATCAACCGGGACCGTGGCTTCGGCTTCATCCGCT 

30 TGGAATCCAGAACCCTGGCTGAAATTGCAAAAGCAGAGCTGGACGGCACCATTC 
TCAAGAGCAGACCTCTACGGATTCGCTTCGCTACACATGGAGCAGCCTTGACTGT 
CAAGAACCTTTCTCCAGTTGTTTCCAATGAGCTGCTAGAGCAAGCATTTTCTCAG 
TTTGGTCCAGTAGAGAAAGCTGTTGTGGTTGTGGATGATCGCGGTAGAGCTACAG 
GAAAAGGTTTTGTAGAGTTTGCAGCAAAACCTCCTGCACGAAAGGCTCTGGAAA 

35 GATGTGGTGATGGGGCATTCTTGCTAACAACGACCCCTCGTCCAGTCATTGTGGA 
ACCCATGGAGCAGTTTGATGATGAAGATGGCTTGCCAGAGAAGCTGATGCAGAA 
AACTCAACAATATCATAAGGAAAGAGAACAACCACCACGTTTTGCTCAACCTGG 
GACATTTGAATTTGAGTATGCATCTCGATGGAAGGCTCTTGATGAAATGGAAAAG 
CAGCAGCGTGAGCAGGTTGATAGAAACATCAGAGAAGCCAAAGAGAAACTGGA 

40 GGCAGAAATGGAAGCAGCTAGGCATGAACACCAATTAATGCTAATGAGGCAAGA 
TCTAATGAGGCGTCAAGAAGAACTCAGACGCTTGGAAGAACTCAGAAACCAAGA 
GTTGCAAAAACGGAAGCAAATACAACTAAGACATGAAGAGGAGCATCGGCGGC 
GTGAGGAAGAAATGATCCGACACAGAGAACAGGAGGAACTGAGGCGACAGCAA 
GAGGGCTTTAAGCCAAACTACATGGAAAATAGAGAACAGGAAATGAGAATGGG 

45 TGATATGGGTCCCCGTGGAGCAATAAACATGGGAGATGCGTTTAGCCCAGCCCCT 
GCTGGTAACCAAGGTCCTCCTCCAATGATGGGTATGAATATGAACAACAGAGCA 
ACTATACCTGGCCCACCAATGGGTCCTGGTCCTGCCATGGGACCAGAAGGAGCC 
GCAAATATGGGAACTCCAATGATGCCAGATAATGGAGCAGTGCACAATGACAGA 
TTTCCTCAAGGACCACCATCTCAGATGGGTTCACCTATGGGGAGTAGAACAGGTT 
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CTGAAACCCCTCAAGCACCAATGAGTGGTGTAGGTCCTGTGAGTGGTGGTCCTGG 
TGGCTTTGGTAGAGGAAGTCAAGGGGGCAACTTTGAAGGCCCTAATAAGCGTCG 
TAGATATTAAACATTCGTTCATTCCTGGCTATCTAGAAAAAAAAAAGTCAGTGGT 
ATGCCTTTATACTTTTACCTGTTATCTGGAAGAAATGGTTTTATTGTTAATGTATG 
5 TAGACTTAAAAGTTTTTTTTTTTTGTAAAACTTGAGGTTTTTGTATTTTTCTTTATT 
CATGAGCTTTGTAGATTAGAATGGTAATGATGCTCATCATTTTGAATGTTGAAAT 
GTGTTTGTGACTTTAGCTAAATATAAGTATTCCATAGTACTGTGAAATCTATGTA 
GTTAATCTCAATAAAGAAATCATTTTGGATAATTTAAAAAAAAA 

10 SEQIDNO:472 

>13835 BLOOD GBJH57941 gi|1010773|gb|H57941|H57941 yrl2e06.sl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE:205090 3* similar to 
gb|M87905|HUMALND184 Human carcinoma cell-derived Alu RNA transcript, (rRNA); 
gb:J03934 NAD(P)H DEHYDROGENASE (HUMAN);contains Alu repetitive element;, 

15 mRNAs 

CATAAGCGAAACATGATTTTGGAATTTTCAGGATGGGGAAAAGAAACAAAATAA 
ATTATGGGAGTTTTTTGTGTTTTTTTTTTGAGACTGGCTCTCATTCCTCTGTCACAT 
GGGCTGGAGTGCAGTAGTGTAATCTCAGCTTACTGCAACCTCTGCCTCAAGTGAT 
CCTCCCACCTCAGACTCCAGAGTAGCTGGGGAGCACATAAAATTAAAACATCTA 
20 AACTCTCATAATGGGTCATTTTGCCAGGGTTCTGCAGGCAAACTTTTATTTGAAG 
TATTCTTTTTTGTGCTTTGTATTGAAAGTAAAGTTAGGGTAGCNAAGGGGGACTA 
I \- s '.G'TTCAAGCCTGAGGAACACGGCCGNGGAAAACTGCAGGCATATGGATGTTTGTG^ . • 

•; 25 ' SEQ ID NO: 473 V"- " i • 

>13852 BLOOD 340851.6 K03195 gl83302 Human (HepG2) glucose transporter gene 
mRNA, complete cds. 0 

GGCAAGAGGTAGCAACAGCGAGCGTGCCGGTCGCTAGTCGCGGGTCCCCGAGTG 
AGCACGCCAGGGAGCAGGAGACCAAACGACGGGGGTCGGAGTCAGAGTCGCAG 

30 TGGGAGTCCCCGGACCGGAGCACGAGCCTGAGCGGGAGAGCGCCGCTCGCACGC 
CCGTCGCCACCCGCGTACCCGGCGCAGCCAGAGCCACCAGCGCAGCGCTGCCAT 
GGAGCCCAGCAGCAAGAAGCTGACGGGTCGCCTCATGCTGGCCGTGGGAGGAGC 
AGTGCTTGGCTCCCTGCAGTTTGGCTACAACACTGGAGTCATCAATGCCCCCCAG 
AAGGTGATCGAGGAGTTCTACAACCAGACATGGGTCCACCGCTATGGGGAGAGC 

3 5 ATCCTGCCC ACCACGCTC ACCACGCTCTGGTCCCTCTCAGTGGCCATCTTTTCTGT 
TGGGGGCATGATTGGCTCCTTCTCTGTGGGCCTTTTCGTTAACCGCTTTGGCCGGC 
GGAATTCAATGCTGATGATGAACCTGCTGGCCTTCGTGTCCGCCGTGCTCATGGG 
CTTCTCGAAACTGGGCAAGTCCTTTGAGATGCTGATCCTGGGCCGCTTCATCATC 
GGTGTGTACTGTGGCCTGACCACAGGCTTCGTGCCCATGTATGTGGGTGAAGTGT 

40 CACCCACAGCCCTTCGTGGGGCCCTGGGCACCCTGCACCAGCTGGGCATCGTCGT 
CGGCATCCTCATCGCCCAGGTGTTCGGCCTGGACTCCATCATGGGCAACAAGGAC 
CTGTGGCCCCTGCTGCTGAGCATCATCTTCATCCCGGCCCTGCTGCAGTGCATCGT 
GCTGCCCTTCTGCCCCGAGAGTCCCCGCTTCCTGCTCATCAACCGCAACGAGGAG 
AACCGGGCCAAGAGTGTGCTAAAGAAGCTGCGCGGGACAGCTGACGTGACCCAT 

45 GACCTGCAGGAGATGAAGGAAGAGAGTCGGCAGATGATGCGGGAGAAGAAGGT 
CACCATCCTGGAGCTGTTCCGCTCCCCCGCCTACCGCCAGCCCATCCTCATCGCT 
GTGGTGCTGCAGCTGTCCCAGCAGCTGTCTGGCATCAACGCTGTCTTCTATTACTC 
CACGAGCATCTTCGAGAAGGCGGGGGTGCAGCAGCCTGTGTATGCCACCATTGG 
CTCCGGTATCGTCAACACGGCCTTCACTGTCGTGTCGCTGTTTGTGGTGGAGCGA 



403 



WO 02/074979 



PCT/US02/08456 



GCAGGCCGGCGGACCCTGCACCTCATAGGCCTCGCTGGCATGGCGGGTTGTGCC 
ATACTCATGACCATCGCGCTAGCACTGCTGGAGCAGCTACCCTGGATGTCCTATC 
TGAGCATCGTGGCCATCTTTGGCTTTGTGGCCTTCTTTGAAGTGGGTCCTGGCCCC 
ATCCCATGGTTCATCGTGGCTGAACTCTTCAGCCAGGGTCCACGTCCAGCTGCCA 
5 TTGCCGTTGCAGGCTTCTCCAACTGGACCTCAAATTTCATTGTGGGCATGTGCTTC 
CAGTATGTGGAGCAACTGTGTGGTCCCTACGTCTTCATCATCTTCACTGTGCTCCT 
GGTTCTGTTCTTCATCTTCACCTACTTCAAAGTTCCTGAGACTAAAGGCCGGACCT 
TCGATGAGATCGCTTCCGGCTTCCGGCAGGGGGGAGCCAGCCAAAGTGACAAGA 
CACCCGAGGAGCTGTTCCATCCCCTGGGGGCTGATTCCCAAGTGTGAGTCGCCCC 

1 0 AGATC ACCAGCCCGGCCTGCTCCCAGCAGCCCTAAGGATCTCTC AGGAGC ACAG 
GCAGCTGGATGAGACTTCCAAACCTGACAGATGTCAGCCGAGCCGGGCCTGGGG 
CTCCTTTCTCCAGCCAGCAATGATGTCCAGAAGAATATTCAGGACTTAACGGCTC 
CAGGATTTTAACAAAAGCAAGACTGTTGCTCAAATCTATTCAGACAAGCAACAG 
GTTTTATAATTTTTTTATTACTGATTTTGTTATTTTTATATCAGCCTGAGTCTCCTG 

1 5 TGCCCACATCCCAGGCTTCACCCTGAATGGTTCCATGCCTGAGGGTGGAGACTAA 
GCCCTGTCGAGACACTTGCCTTCTTCACCCAGCTAATCTGTAGGGCTGGACCTAT 
GTCCTAAGGACACACTAATCGAACTATGAACTACAAAGCTTCTATCCCAGGAGGT 
GGCTATGGCCACCCGTTCTGCTGGCCTGGATCTCCCCACTCTAGGGGTCAGGCTC 
CATTAGGATTTGCCCCTTCCCATCTCTTCCTACCCAACCACTCAAATTAATCTTTC 

20 TTTACCTGAGACCAGTTGGGAGCACTGGAGTGCAGGGAGGAGAGGGGAAGGGCC 
AGTCTGGGCTGCCGGGTTCTAGTCTCCTTTGCACTGAGGGCCACACTATTACCAT 
v i •.-GAGAAGAGGGCCTGTGGGAGCGTGCAAAGTCAeiGGTeAAGAAGACATGGAGAC ■ 
TGGTGCCCTGTTGTGTATAGATGCAAGATATTTATATATATTTTTGGTTGTGAATA . 
TTAAATAGAGAGACTAAGTTATAGTATATGTGGACAAGCCAACTTGTAAATAGAC 

25 CACCTCACTCCTGTTACTTACCTAAACAGATATAAATGGCTGGTTTTTAGAAACA 
TGGTTTTGAAATGCTTGTGGATTGAGGGTAGGAGGTTTGGATGGGAGTGAGACA 
GAAGTAAGTGGGGTTGCAACCACTGCAACGGCTTAGACTTCGACTCAGGATCCA 
GTCCCTTACACGTACCTCTCATCAGTGTCCTCTTGCTCAAAAATCTGTTTGATCCC 
TGTTACCCAGAGAATATATACATTCTTTATCTTGACATTCAAGGCATTTCTATCAC 

30 ATATTTGATAGTTGGTGTTCAAAAAAACACTAGTTTTGTGCCAGCCGTGATGCTC 
AGGCTTGAAATCGCATTATTTTGAATGTGAAGTAAATACTGTACCTTTATTTGAC 
AGGCTCAAAGAGGTTATGTGCCTGAAGTCGCACAGTGAATAAGCTAAAACACCT 
GCTTTTAACAATGGGTACCATACAACCACTACTCCATTAACTCCACCCACCTCCT 
GCACCCCTCCCCACACACACAAAATGAACCACGTTCTTTGTATGGGCCCAATGAG 

35 CTGTCAAAGCTGCCCTGTGTTCATTTCATTTGGAATTGCCCCCTCTGGTTCCTCTG 
TATACTACTGCTTCATCTCTAAAGACAGCTCATCCTCCTCCTTCACCCCTGAATTT 
CCAGAGCACTTCATCTGCTCCTTCATCACAAGTCCAGTTTTCTGCCACTAGTCTGA 
ATTTCATGAGAAGATGCCGATTTGGTTCCTGTGGGTCCTCAGCACTATTCAGTAC 
AGTGCTTGATGCACAGCAGGCACTCAGAAAATACTGGAAAAAATACCCCCACCA 

40 AAGATATTTGTCAAAA 

SEQ ID NO: 474 

>13879 BLOOD 480881.12 X04790 g28820 Human mRNA for A-raf-1 oncogene. 0 
CAGGAGGCCCTGACCAGAGAAGGACCTGGAAGGACTTCAGATGTGAGCAGGATC 
45 TCTTGGACTGTCGTGTGAAAATTAGGCTGCAGGGGTCGACAGGAGCCTGGACTTT 
GAATTTAATTTTGTCCCCTGCCACTTTGCTTCTAGACTATCATTATTGGACCTCTG 
AATTCTTGTCTGCCTTCTTGTAGGAGCCCCATGGCACCTGCCCAGCCCCACCTCA 
GCCCATCTTGACAAAATCTAAGGCTCCATGGAGCCACCACGGGGCCCCCCTGCCA 
ATGGGGCCGAGCCATCCCGGGCAGTGGGCACCGTCAAAGTATACCTGCCCAACA 
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AGCAACGCACGGTGGTGACTGTCCGGGATGGCATGAGTGTCTACGACTCTCTAG 
ACAAGGCCCTGAAGGTGCGGGGTCTAAATCAGGACTGCTGTGTGGTCTACCGAC 
TCATCAAGGGACGAAAGACGGTCACTGCCTGGGACACAGCCATTGCTCCCCTGG 
ATGGCGAGGAGCTCATTGTCGAGGTCCTTGAAGATGTCCCGCTGACCATGCACAA 
5 TTTTGTACGGAAGACCTTCTTCAGCCTGGCGTTCTGTGACTTCTGCCTTAAGTTTC 
TGTTCCATGGCTTCCGTTGCCAAACCTGTGGCTACAAGTTCCACCAGCATTGTTCC 
TCCAAGGTCCCCACAGTCTGTGTTGACATGAGTACCAACCGCCAACAGTTCTACC 
ACAGTGTCCAGGATTTGTCCGGAGGCTCCAGACAGCATGAGGCTCCCTCGAACC 
GCCCCCTGAATGAGTTGCTAACCCCCCAGGGTCCCAGCCCCCGCACCCAGCACTG 

1 0 TGACCCGGAGCACTTCCCCTTCCCTGCCCCAGCCAATGCCCCCCTACAGCGCATC 
CGCTCCACGTCCACTCCCAACGTCCATATGGTCAGCACCACGGCCCCCATGGACT 
CCAACCTCATCCAGCTCACTGGCCAGAGTTTCAGCACTGATGCTGCCGGTAGTAG 
AGGAGGTAGTGATGGAACCCCCCGGGGGAGCCCCAGCCCAGCCAGCGTGTCCTC 
GGGGAGGAAGTCCCCACATTCCAAGTCACCAGCAGAGCAGCGCGAGCGGAAGTC 

1 5 CTTGGCCGATGAC AAGAAGAAAGTGAAGAACCTGGGGTACCGGGACTC AGGCTA 
TTACTGGGAGGTACCACCCAGTGAGGTGCAGCTGCTGAAGAGGATCGGGACGGG 
CTCGTTTGGCACCGTGTTTCGAGGGCGGTGGCATGGCGATGTGGCCGTGAAGGTG 
CTCAAGGTGTCCCAGCCCACAGCTGAGCAGGCCCAGGCTTTCAAGAATGAGATG 
CAGGTGCTCAGGAAGACGCGACATGTCAACATCTTGCTGTTTATGGGCTTCATGA 

20 CCCGGCCGGGATTTGCCATCATCACACAGTGGTGTGAGGGCTCCAGCCTCTACCA 
TCACCTGCATGTGGCCGACACACGCTTCGACATGGTCCAGCTCATCGACGTGGCC 

■ :• V, •.GGGCAGAGTGCGGAGGGGATGGACTACCvFCGATGGGAAGAACATCAT(SGACGGA.. 
'.'! . ;. •GATG-TG^GTGTAACAAGATCTTCCTACATGAGGGGCTGACGGTGAAGATGGGTG ■ • 

" ••• ACTTTGGGTTGGCCACAGTGAAGAeTCGATGGAGCGGGGCCCAGCecm-GGAGC 

25 AGCCCTCAGGATCTGTGCTGTGGATGGCAGGTGAGGTGATCCGTATGCAGGACCC 
GAACCCCTACAGCTTCCAGTCAGACGTCTATGCCTACGGGGTTGTGCTCTACGAG 
CTTATGACTGGCTCACTGCCTTACAGCCACATTGGCTGCCGTGACCAGATTATCTT 
TATGGTGGGCCGTGGCTATCTGTCCCCGGACCTCAGCAAAATCTCCAGCAACTGC 
CCCAAGGCCATGCGGCGCCTGCTGTCTGACTGCCTCAAGTTCCAGCGGGAGGAG 

30 CGGCCCCTCTTCCCCCAGATCCTGGCCACAATTGAGCTGCTGCAACGGTCACTCC 
CCAAGATTGAGCGGAGTGCCTCGGAACCCTCCTTGCACCGCACCCAGGCCGATG 
AGTTGCCTGCCTGCCTACTCAGCGCAGCCCGCCTTGTGCCTTAGGCCCCGCCCAA 
GCCACCAGGGAGCCAATCTCAGCCCTCCACGCCAAGGAGCCTTGCCCACCAGCC 
AATCAATGTTCGTCTCTGCCCTGATGCTGCCTCAGGATCCCCCATTCCCCACCCTG 

35 GGAGATGAGGGGGTCCCCATGTGCTTTTCCAGTTCTTCTGGAATTGGGGGACCCC 
CGCCAAAGACTGAGCCCCCTGTCTCCTCCATCATTTGGTTTCCTCTTGGCTTTGGG 
GATACTTCTAAATTTTGGGAGCTCCTCCATCTCCAATGGCTGGGATTTGTGGCAG 
GGATTCCACTCAGAACCTCTCTGGAATTTGTGCCTGATGTGCCTTCCACTGGATTT 
TGGGGTTCCCAGCACCCCATGTGGATTTTGGGGGGTCCCTTTTGTGTCTCCCCCGC 

40 CATTCAAGGACTCCTCTCTTTCTTCACCAAGAAGCACAGAATTCTGCTGGGC 



SEQIDNO:475 

>14052 BLOOD 1328001.7 L19185 g440307 Human natural killer cell enhancing factor 
(NKEFB) mRNA, complete cds. 0 
45 ATCCTGACTTTAGTTGCTGGCCGCCTTTGCTTTCCATCCGCTATAGTGGCCTCCTT 
TGTCCTTGCGGGGGAAACCGAGGCCACAGCCTTGCAGCGCAGGCCTGAATCGCC 
CGGATTTCCCGCCCCCTGCTCGTGCGGGCCTCACTGTCTCCTTCTGGGCTGGGGG 
CTTGCGACACCGCCCTCCGGCCGACTCGCTCGTGGGGTGCTGGTGGCAGTGGCTG 
GGTCACTCGTGCTCTGGTCAGGAGAGCGGGTCTCCGGCAGCCTCCGGGCCTCGTA 
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GACCGGGTACCCGGGAGGGTGAGGGTTAGTGCTGTCGCCTCCGCCGTGCTGACTC 
AGTCATAGGGCCCAGCAACGCAGCGCGACCTTGGGTTGGGAGGACAAAGTGTCT 
TCCCGGGCGCACTGACCGGGCGGGGGTCTCAGCTTTCAGTCATGGCCTCCGGTAA 
CGCGCGCATCGGAAAGCCAGCCCCTGACTTCAAGGCCACAGCGGTGGTTGATGG 
5 CGCCTTCAAAGAGGTGAAGCTGTCGGACTACAAAGGGAAGTACGTGGTCCTCTTT 
TTCTACCCTCTGGACTTCACTTTTGTGTGCCCCACCGAGATCATCGCGTTCAGCAA 
CCGTGCAGAGGACTTCCGCAAGCTGGGCTGTGAAGTGCTGGGCGTCTCGGTGGA 
CTCTCAGTTCACCCACCTGGCTTGGATCAACACCCCCCGGAAAGAGGGAGGCTTG 
GGCCCCCTGAACATCCCCCTGCTTGCTGACGTGACCAGACGCTTGTCTGAGGATT 

1 0 ACGGCGTGCTGAAAAC AGATGAGGGCATTGCCTAC AGGGGCCTCTTTATCATCG 
ATGGCAAGGGTGTCCTTCGCCAGATCACTGTTAATGATTTGCCTGTGGGACGCTC 
CGTGGATGAGGCTCTGCGGCTGGTCCAGGCCTTCCAGTACACAGACGAGCATGG 
GGAAGTTTGTCCCGCTGGCTGGAAGCCTGGCAGTGACACGATTAAGCCCAACGT 
GGATGACAGCAAGGAATATTTCTCCAAACACAATTAGGCTGGCTAACGGATAGT 

1 5 GAGCTTGTGCCCCTGCCTAGGTGCCTGTGCTGGGTGTCC ACCTGTGCCCCCACCT 
GGGTGCCCTATGCTGACCCAGGAAAGGCCAGACCTGCCCCTCCAAACTCCACAG 
TATGGGACCCTGGAGGGCTAGGCCAAGGCCTTCTCATGCCTCCACCTAGAAGCTG 
AATAGTGACGCCCTCCCCCAAGCCCACCCAGCCGCACACAGGCCTAGAGGTAAC 
CAATAAAGTATTAGGGAAAGGTGAGAGTCTGTGTTGGTGTGCTCTGTACTTTCGT 

20 GCTCCCCTGCAACCCCCTTCCTTCTTCAGGCTC 

v : ;'TSEQ3D=NO; 476 . > v ^vX-V \"-rS ■<■ .^Z- \.\ • • • .v-/.;^v. 

,.>.. U ■ ■"■ ' '^I 4 1.07 BLOOD GBJH72O27:gili.Q438431gb|H7<2027|M72O27- yslbel 2.rl. Soares breastfe '• . • 
.'•V . « .. r 2NbHBst Homo sapiens cDNA elbne IMAGE:214990 5' Similar to gb:X04412 GELSOEIN 
25 PRECURSOR, PLASMA (HUMAN);, mRNA sequence [Homo sapiens] 

GGATTNAATTTCCCAAACACTGACATTTTAGACAATTTTGCAAGGACTCTGAATT 
TTTGCAGGGCTATTTTTGGATA 

SEQ ID NO: 477 

30 >14178 BLOOD GB_H75632 gi|1049954|gb|H75632|H75632 yu07b04.sl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE:233071 3', mRNA sequence [Homo 
sapiens] 

TTATCCAATAATATATTTAATAGGTAAGANCTCATTCATCAATATACAAAAAAAA 
AAAAAACAAACCAGAAAACAAAAAACTAACTTTGATTAGGACATGTGCCCTTNG 
35 TAGGGGCCTTNACANTTGGAANGGTTTNTCGGTGGCACTTTGNGGTNGCATNTTT 
TGTAANGTCACAGGGCTGCTCTGCGTTTTCTCCNGGGTTACAAGGGTNGAGGCCN 
TCAGCCTTTGCCCCGGGAAGAGGGAAAGTGAANTTNTCTGTACTCNTTGCCAGTG 
TCAGCCTGGANCACACTTTCTACCACCCACCCTTGGGCCATCCCTCCTCTACACTT 
TATGCGTCGGGGGGTTTA 

40 

SEQ ID NO: 478 

>14251 BLOOD 977429.8 AF1 13534 g6523822 Human HP1-BP74 protein mRNA, 
complete cds. 0 

CAGGCATGAGCCACTGCACCCAGCCTATCGTCTGTTGTTAAATGTTCTAATGCAC 
45 CTATTAGGTGCACAGAGTACTGTTATATACTCAGAATAAAATTTACATAATGCTT 
TAAATCTCACAAAATTGTTTTGATAAACATACTCTTATAATTCTTGCAACACCTTG 
GGAAATAGTTGGTTCTATATTACTGTTTTATAGCTGAGGAGAAAGACTCACATCA 
TTTACTAAGATCATATAGCTAGCTAGTAAATGTTTGAGTGAAAATACAAACAAAG 
GTTTTCTGACTTTAAGAGCTTGAGTTTTTTCCACTATACCATATTGCATCTGTTGT 



406 



WO 02/074979 



PCT/US02/08456 



AATTGTTAACTAATGTGCATTTTAAAATTCTCATTTGTCTTATGTACTGAGCCCTT 
ATACCAGTGCTAATTTATGTGACTCCTTTCTCCTGCAGCTAAGAGAAAAATACCT 
TTTTAATTCATTTATAGTACCCAGTTTTTAAAGAAGATTTATTTTGTAAAATTTTG 
CTTATGGTACATGTCATCTTAGCCTGTAAATAAATTAAAGCATTAATTTTTATCCC 
5 TCCCTGGTCTTTTCCTCCTTCTGACTTTATACGTCTTTCTAGAGAGCTTATCTTCTA 
TAATAACAATTCTTTGTTTTAAAGTGAGAAAGATCAGTCTAAAGAAAAGGAGAA 
GAAAGTGAAAAAAACAATTCCTTCCTGGGCTACCCTTTCTGCCAGCCAGCTAGCC 
AGGGCCCAGAAACAAACACCGATGGCTTCTTCCCCACGTCCCAAGATGGATGCA 
ATCTTAACTGAGGCCATTAAGGCATGCTTCCAGAAGAGTGGTGCATCAGTGGTTG 

1 0 CTATTCGAAAATACATC ATCCATAAGTATCCTTCTCTGGAGCTGGAGAGAAGGGG 
TTATCTCCTTAAACAAGCACTGAAAAGAGAATTAAATAGAGGAGTCATCAAACA 
GGTTAAAGGAAAAGGTGCTTCTGGAAGTTTTGTTGTGGTTCAGAAATCAAGAAA 
AACACCTCAGAAATCCAGAAACAGAAAGAATAGGAGCTCTGCAGTGGATCCAGA 
ACCACAAGTAAAATTGGAGGATGTCCTCCCACTGGCCTTTACTCGCCTTTGTGAA 

1 5 CCTAAAGAAGCTTCCTAC AGTCTCATC AGGAAATATGTGTCTCAGTATTATCCTA 
AGCTTAGAGTGGACATCAGGCCTCAGCTGTTGAAGAACGCTCTGCAGAGAGCAG 
TAGAGAGGGGCCAGTTAGAACAGATAACTGGCAAAGGTGCTTCGGGGACATTCC 
AGCTGAAGAAATCAGGGGAGAAACCCCTGCTTGGTGGAAGCCTGATGGAATATG 
CAATCTTGTCTGCCATTGCTGCCATGAATGAGCCGAAGACCTGCTCTACCACTGC 

20 TCTGAAGAAGTATGTCCTAGAGAATCACCCAGGAACCAATTCTAACTATCAAATG 
CATTTGCTGAAAAAAACCCTGCAGAAATGCGAAAAGAATGGGTGGATGGAACAG 
ATGTCTGGGAAAGGGTTCAGTGGCACGTTCCAGGTCTGTTTTCCCTATTATCCCAG 
••' • GGCAGGAGTTGTGTTTGCGAAGAAAGAGGCAGATGATTCTAGAGATGAGGATGA 
• , ■ ' AGATGAAGATGAGTCATGAGAAGAAGAGTCTGAGGATGAAGAGCCGCCACGTAA 

25 GAGAAGGTTGCAGAAGAAAACCCCAGCCAAGTCCCCAGGGAAGGCCGCATCTGT 
GAAGCAGAGAGGGTCCAAACCTGCACCTAAAGTCTCAGCTGCCCAGCGGGGGAA 
AGCTAGGCCCTTGCCTAAGAAAGCACCTCCTAAGGCCAAAACGCCTGCCAAGAA 
GACCAGACCCTCATCCACAGTCATCAAGAAACCTAGTGGTGGCTCCTCAAAGAA 
GCCTGCAACCAGTGCAAGAAAGGAAGTAAAATTGCCGGGCAAGGGCAAATCCAC 

30 CATGAAGAAGTCTTTCAGAGTGAAAAAGTAAATTTTATAGGAAAAAAGGGTATC 
ATGATGAAATTCAAAATCTTATTTTCTAAGGTCAGTGTGCATTTGTTTAGTTTTGA 
TGCTTTTCAAATTACATTATTTTCCTCCCCTATGAACATTGTGGGGAGGGACTCTA 
AATAAACCAGTTTAGGCATTTGCTAGCTTTAGGTGCTTTTATTGGTGCCTGCCCTT 
TTCCTTGTTCATTTTAATTTCTGCAATAATCCTGGACTTTCCTAAACTATGTAATG 

35 TATACTTGTCCTTTTTCTCTGCCTCCCCCAACCCCCTGTTGTTTTTATGGTCAGCTT 
TGCCTTTTTTTTTTCTTCCAATTTTATCTAAACAGTTGCAGAGATTTTTATATTTGT 
AGAAAGCATCAAGAACGGTATGCCAGTCAGGTCCTGGAAGTAAAATGGAGGCAC 
AATATAGCACTGACTGAGTTGTAAAGCCTCCTGCCTGGAGACTTCAGTTATAGCT 
GTAATAATTAATCTTATTTATAAAAGCCACTCCACTAACCTTTTCTCTCCAACTGT 

40 AAACACAGAGACAGCTTTGGGAATAAGCCAAAAACAGGGTGATCTCATTAGATT 
TTGAAGATATATGACTCCTTTGGGCTACATTTCATATTGATCAATTTCTAGGTATT 
TTTCACTGGCCCAAAGTATTGCATTCCCTTAACAGCAAGCACAAGTTCTCTATAT 
CACTTGTNNNNNNMSIN^ 

45 NNNNNNTN^ 

NbMNNNNNNNNN^ 
NNNNNNM^imNTS^ 
NNNNNNNNN^ 
NNNNNNNNNNNCCCACTTC 
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ATTTGTGATTTCTGGTGTCACCTGTGTTACCAAAAATCAAAACAAATCTTTTTTAT 
TTTTATTATTATNATTATTTTGAGACA 

SEQ ID NO: 479 

5 >14308 BLOOD 407458.2 L07894 g292432 Human rod outer segment membrane protein 1 
(ROM1) mRNA complete cds. 0 

TGACAGGGGGGCGCGTTATTAGGGCTGAGGATGGGAGGATGCTCAGGGTATTGG 

GGTCAGGGTGGCATTAGCCCAGCTCAAGCCGGGCCGGGCTGACTCAGCATCCTG 

CCCCAGCCAGCTTCCATCCCTGACACCTCTGCACTCCCTTGGGCAGAGATGGGAG 

1 0 ATGGCGCCGGTGTTGCCCCTGGTGCTGCCCCTGCAGCCCCGCATCCGCCTGGC AC 
AAGGGCTCTGGCTCCTCTCCTGGCTGCTGGCGCTGGCTGGTGGCGTCATCCTCCT 
CTGTAGTGGGCACCTCCTGGTCCAGCTAAGGCACCTTGGCACCTTCCTGGCTCCC 
TCCTGTCAGTTCCCTGTCCTGCCCCAGGCTGCCCTGGCAGCGGGCGCGGTGGCTC 
TGGGCACAGGACTAGTGGGTGTAGGAGCCAGCCGGGCAAGTCTGAATGCAGCTC 

1 5 TATACCCTCCCTGGCGAGGGGTCCTGGGCCCGCTGCTGGTGGCTGGCACGGCTGG 
TGGGGGGGGGCTCCTGGTCGTCGCCCTCGGGCTAGCCCTGGCTTTGCCTGGGAGT 
CTGGATGAGGCGCTGGAGGAGGGCCTGGTGACTGCCTTGGCTCACTACAAGGAC 
ACAGAGGTGCCTGGGCACTGTCAGGCCAAAAGGCTGGTGGATGAGCTGCAACTG 
AGGTACCACTGCTGCGGGCGCCACGGGTACAAGGATTGGTTTGGGGTCCAGTGG 

20 GTCAGCAGCCGTTACCTGGATCCCGGTGACCGGGATGTGGCTGACCGGATCCAG 
AGCAATGTAGAAGGCCTATACCTGACTGATGGGGTCCCTTTCTCCTGTTGCAACC 
! ■ :> GGGACTCACGCCGGCeTTGCCTGG AAAA.GCGTCT3?TCAGAGTCCTACGCCC AOCC 
:.' - • i • ••' GGTGTTCGATCCCCGACAACGGAAGGA/vAACGTGTGGGCCGAAGGGTGCCATGA ' 
. ; GGTGCTGGTGGAGeACTTGCAGGAGlTGGCAGGGACACTGGGTAGCATGCTGGC t 

25 TGTCACCTTCCTACTGCAGGGTCTGGTGCTCCTTGGCCTGCGGTACCTGCAAAGA 
GCACTGGAGGGGCTTGGAGGGGTCATTGATGCGGGAGGAGAGACCCAGGGCTAT 
CTCTTTCCCAGTGGGCTGAAAGATATGCTGAAAACAGCATGGCTACAGGGAGGG 
GTTGCCTGCAGGCCAGCACCTGAGGAGGCCCCACCAGGAGAAGCACCTCCCAAG 
GAGGATGTATCTGAGGCCTAGAGGCCTGGAGCTTGGGGTGAGGAAGAGGGAGGG 

30 ATGGACAAGTCTGAAAACCTCACAACTCCTTACCAAGGCTCCAGGTTGGGGGGA 
TCGTAGGATTAGAGGGGCTAAGGATAGTCAGCGAGCTGGACTGGGGTAAGAAAG 
AAAACCAGATGTCCTAGGGCCTAGCCCTTGTAGTCAGAACCACCAGGGAACAGC 
AAAGAACAGAGTGATGGGAAAGTGACATGAGAAGGCCTGGAGGCTGATTCTGAT 
ATAGACTCAATAAAGTTTTTGGATGGAAAAAAAAAAAAAAAGCGGCCGCC 

35 

SEQ ID NO: 480 

>14315 BLOOD GB_H84982 gi|l 064703 |gb|H84982|H84982 ys88a08.sl Soares retina 
N2b5HR Homo sapiens cDNA clone IMAGE:221846 3' similar to SP :HTLF_HUMAN 
P32314 HUMAN T-CELL LEUKEMIA VIRUS ENHANCER FACTOR ;contains MER22 

40 repetitive element mRNA sequence [Homo sapiens] 

GCTCCCCAGTGGTCAGCGGAGACCCCAAGGAGGATCACAACTACAGCAGTGCCA 
AGTCCTCCAACGCCCGGAGCACCTCGCCCACCAGCGACTCCATCTCCTCCTCCTC 
CTCCTCAGCCGACGACCACTATGAGTTTGCCACCAAGGGGAGCCAGGAGGGCAG 
CGAGGGCAGCGAGGGGAGCTTCCGGAGCCACGAGAGCCCCAGCGACACGGAAG 

45 AGGACGACAGGAAGNACAGCCAGAAGGAGCCCAAGGATTTTTTNGGGGACAGC 
GGGTACGATTNCC 

SEQ ID NO: 481 

>14385 BLOOD 474480.3 Incyte Unique 
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ATCCTGCCCGGCCTGTACATCGGCAACTTCAAAGATGCCAGAGACGCGGAACAA 
TTGAGCAAGAACAAGGTGACACATATTCTGTCTGTCCACGATAGTGCCAGGCCTA 
TGTTGGAGGACAAGACATTTCAAAGAAAGTATTAAATTCATTCACGAGTGCCGG 
CTCCGCGGTGAGAGCTGCCTTGTACACTGCCTGGCCGGGGTCTCCAGGAGCGTGA 
5 CACTGGTGATCGCATACATCATGACCGTCACTGACTTTGGCTGGGAGGATGCCCT 
GCACACCGTGCGTGCTGGGAGATCCTGTACCAACCCCAACGTGGGCTTCCAGAG 
ACAGCTCCAGGAGTTTGAGAAGCATGAGGTCCATCAGTATCGGCAGTGGCTGAA 
GGAAGAATATGGAGAGAGCCCTTTGCAGGATGCAGAAGAAGCCAAAAACATTCT 
GGGTAAATATAAGGAGCAAGGGCGCACAGAGCCCCAGCCCGGCGCCAGGCGGT 

1 0 GGAGC AGTTTTCCGGCACTGGCTCCGCTGACCTACGATAATTATACGACGGAGAC 
CTAACGCAAGCGACCTGCTGCCTTCCTTCCCACTGCTTGTCTTCAGTGTGCCCGGC 
TGGGCAGGGGTGCGGTGGTGGTGGCCGATGAGGACAGGAAAGGGAGATAGCCA 
GGGCGAGGTGGGGCGAGGGCTCCTTTCCCCCAAGCAACACCGCCCAGCCCTGCT 
CCAGGCCCCTGCACTCAGCCCACCCCTACCCTGGCTGCACCTGAGCTTGCTGCCC 

1 5 CCGGGGATGTTGCCCAGTGGCTGTGCACTGCTCTGTGCACGTGCGTGTGTGTGAG 
TGCACTTGTGTGTGGGTGACTAAGTGGATGCATGTGTGTGCCTGTGTGAGTGAGG 
GTATGTGCACCTAAGTGTGTACATGTGTGTATGTNNN^ 

20 TGGAAGGCATTTGAGCTCGACCTCCGAAAAGCTACCCAGCAAAGAGCAGTCTGT 
GCCTCTGAGCAGACCGTGAGAACTCAGGGGACGAGTGGCTAAGAGCATGGCCTC 
; TCCCAGAACCCACGGAGGGTGGTGTGGTGGGGGCAAOAGGGGCCAGACTCGTGT , 

v : AGAGGGAGGGTGGCTGTGGGGGGCTGGA/iAAGGTGAGAGACTGCCCTGAGGTGG , 
TCCAGTGGGGCAGGACTO'sT ATACGAACTGAGGATTTAAGGGAAGTATGTTAGATT 

25 GCCTCCATCTCAATGTGAATGCACCAGGCTGAGGGTTCCCTAGCGCCTTGAGTCA 
AGGCCACTTTTCAGCCCATCGAGCCCTGAGTTCTACTTGGTGTTTGTTCTCTGGAG 
CTGATTGCACTTGAGCTCTGTGGTGGGCAGGCGCACTTTAGCCTAAGTTGGGTGC 
CCCAGGGCACCCCCTCCTCTCTGCTCCTTGCCAGCTTCATTCACTCCCAGCCTCTC 
GCTGTCCTCACTTTGCAGGGGCTCCTCCTCAACATTTGCATGCACCTGCAAGAAT 

30 TGGGAAGAAAGAGCATTTATTAGGCACTGTAGCAATTTGCATTTTAAAATGCCTG 
AGCATTTATTAAGCTTCTTGGTATTCACTTGGGTTTGATAATTGATCTGAGCTACC 
TCATTGAATGTTTTTGGAAAGGTGTTTTTTGGTATGCAAGTCAGCTTTGCCTCACA 
GTTGAAAATGTTCGGTCATGATTGCTTTTGAAACCAAAGGGGAAGGTACCGATAT 
CATTGAGCTATTTAAAGTTGCCAGTTTGGGCTCCAGTAATGCTTTCTGGTGGGTA 

35 AAATTCCACATTCAGGCCACGAGAGCATCTACAGTTTGTACTCTGGGGCTGCAGG 
CATCCTGGGACGCTGTACGCAATTCAGTGGTCTAGTCCTTTATACCGACTCAGAT 
TCCTTAAGCATGCAGAGTCACTCGAATGAAAAAACATACTCGACCTCTCCCTAAA 
AAGATGTTGCAACCCAGTTTCTCTGAATTCCACCACAAAAAGAGACCCTGAATAA 
GAAGAGCAGTTTTCCTATGCATATAGAGGGTGTGTCAAAGGTGAGCTTTTTGGGG 

40 ACCGGGAAAAACAAAGTTGCCTGATTCCGCGCAGGTGCACAGGCCCCGGATGTA 
CACCCGGAAAGGGGAGTGTGGCTGTAGAATCATCCATCCGTCTACAGCTAAAAC 
AATTTGCCAATAAAGTACATGTTTTTCCTAAGCCAAAAATAAATATAAATACGTT 
AACAGAAAAATGATTTAGGATATAGCTTGAATGCTTAAATATGTGCACCTTTACA 
AACCTCTCAGTGTATTCTTGGAGTTCTTGAAATGTTGTTTTAATATTTGTTGCCAG 

45 TAATGTTCTTTCTTC 
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SEQ ID NO: 482 

>14445 BLOOD GB_H94163 gi|1101459|gb|H94163|H94163 yvl4c07.rl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE :242700 5' similar to contains Alu 
repetitive element;, mRNA sequence [Homo sapiens] 
5 CCTGCTTCAGCCTCCCAAGTAGCTGGGATTACAGGCGCCCACCACCGCACCCGGC 
TAATTTTTGTATTTTTAGTAGGGACGGGATTTCTCCGTGTTGGCCAGGCTTTTTGA 
ACTCCTGACCTTAGGTGATCTGCCTGCCTTGGCCTCCCAAAGTGCTGGGATTACA 
GGTATGAGCCACTGTGCCCATCCTCATGTCAATTTTTAAAGTGATAAATCCTGAT 
ATTANACATTGCAATTAGTGTAGAATAAACGCTTGGCTTATAGAACTCTCTGTTC 
10 TTNAGTCTAAAG 

SEQ ID NO: 483 

>14450 BLOOD 347864.28 Incyte Unique 

GCAGCCAGCTCTGAGCGGGAGGCCTGAGCGGGAAGCATTGGGCGTCCGAGCGAC 

1 5 TTCTAGGAGCCTGGGGTTCGGCGCTATGGAGGAGCTCGATGGCGAGCCAACAGT 
CACTTTGATTCCAGGCGTGAATTCCAAGAAGAACCAAATGTATTTTGACTGGGGT 
CCAGGGGAGATGCTGGTATGTGAAACCTCCTTCAACAAAAAAGAAAAATCAGAG 
ATGGTGCCAAGTTGCCCCTTTATCTATATCATCCGTAAGGATGTAGATGTTTACTC 
TCAAATCTTGAGAAAACTCTTCAATGAATCCCATGGAATCTTTCTGGGCCTCCAG 

20 AGAATTGACGAAGAGTTGACTGGAAAATCCAGAAAATCTCAATTGGTTCGAGTG 
AGTAAAAACTACCGATCAGTCATCAGAGCATGTATGGAGGAAATGCACCAGGTT 
' • i GC AATTGCTGGTAAAGATCG AGGC AATGGCCGGO AGTTC AGC AGCC AGGTCTCC A . 
. . .TLTTGTGAGCAATGGAGGTGATGTGGAAGGTGTGTGAGATTCTTTTTATTGAAGTG ' 
'■ GGCGGAGCTGGGCGTGTCCTCCTCCATCTGGTTGACTGGGTCCGGGTCGATGTGTG • 

25 CGAGGTGGACAGTTTGTCGGCAGATGTTCTGGGCAGTGAGAATCCAAGCAAACA 
TGACAGCTTCTGGAACTTGGTGACCATCTTGGTGCTGCAGGGCCGGCTGGATGAG 
GCCCGACAGATGCTCTCCAAGGAAGCCGATGCCAGCCCCGCCTCTGCAGGCATA 
TGCCGAATCATGGGGGACCTGATGAGGACAATGCCCATTCTTAGTCCTGGGAAC 
ACCCAGACACTGACAGAGCTGGAGCTGAAGTGGCAGCACTGGCACGAGGAATGT 

30 GAGCGGTACCTCCAGGACAGCACATTCGCCACCAGCCCTCACCTGGAGTCTCTCT 
TGAAGATTATGCTGGGAGACGAAGCTGCCTTGTTAGAGCAGAAGGAACTTCTGA 
GTAATTGGTATCATTTCCTAGTGACTCGGCTCTTGTACTCCAATCCCACAGTAAA 
ACCCATTGATCTGCACTACTATGCCCAGTCCAGCCTGGACCTGTTTCTGGGAGGT 
GAGAGCAGCCCAGAACCCCTGGACAACATCTTGTTGGCAGCCTTTGAGTTTGACA 

35 TCCATCAAGTAATCAAAGAGTGCAGCATCGCCCTGAGCAACTGGTGGTTTGTGGC 
CCACCTGACAGACCTGCTGGACCACTGCAAGCTCCTCCAGTCACACAACCTCTAT 
TTCGGTTCCAACATGAGAGAGTTCCTCCTGCTGGAGTACGCCTCGGGACTGTTTG 
CTCATCCCAGCCTGTGGCAGCTGGGGGTCGATTACTTTGATTACTGCCCCGAGCT 
GGGCCGAGTCTCCCTGGAGCTGCACATTGAGCGGATACCTCTGAACACCGAGCA 

40 GAAAGCCCTGAAGGTGCTGCGGATCTGTGAGCAGCGGCAGATGACTGAACAAGT 
TCGCAGCATTTGTAAGATCTTAGCCATGAAAGCCGTCCGCAACAATCGCCTGGGT 
TCTGCCCTCTCTTGGAGCATCCGTGCTAAGGATGCCGCCTTTGCCACGCTCGTGTC 
AGACAGGTTCCTCAGGGATTACTGTGAGCGAGGCTGCTTTTCTGATTTGGATCTC 
ATTGACAACCTGGGGCCAGCCATGATGCTCAGTGACCGACTGACATTCCTGGGA 

45 AAGTATCGCGAGTTCCACCGTATGTACGGGGAGAAGCGTTTTGCCGACGCAGCTT 
CTCTCCTTCTGTCCTTGATGACGTCTCGGATTGCCCCTCGGTCTTTCTGGATGACT 
CTGCTGACAGATGCCTTGCdCCTTTTGGAACAGAAACAGGTGATTTTCTCAGCAG 
AACAGACTTATGAGTTGATGCGGTGTCTGGAGGACTTGACGTCAAGAAGACCTG 
TGCATGGAGAATCTGATACCGAGCAGCTCCAGGATGATGACATAGAGACCACCA 
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AGGTGGAAATGCTGAGACTTTCTCTGGCACGAAATCTTGCTCGGGCAATTATAAG 
AGAAGGCTCACTGGAAGGTTCCTGAGAACTGCTTCAATGTGGTATCTTTGTATGG 
CAATGTATATAGATTTTTTTAAAAGAATAAATGTTGTTTGCAAATGTAGGTTCTTA 
GAAGTCCACCCAGGGAATTTTTTATCTGTCTAGTCTGAACCTGAAGGTGGTAAGA 
5 GATTAAAAAATGC 

SEQ ID NO: 484 

>14476 BLOOD GB_H94944 gi|1102577|gb|H94944|H94944 yu57h03.rl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE :23 0261 5' similar to gb:M29893 RAS- 

1 0 RELATED PROTEIN RAL-A (HUMAN);, mRNA sequence [Homo sapiens] 

NTCCTCATNCTCCTNACCCTCCTCCTTCNCNTTCCTTNTCCTCCTCCTCCTCCAGCN 
GCCCAGNTCNCCCCGCNACCCGTCAGACTCCTCCTTCGACCGCTCCCGGCGCGGG 
GCCTTCCAGGCGACAAGGACCGAGTACCCTCCGGCCGGAGCCACGCAGCCGNGC 
TTCCGGAGCCCTCGGGGNGCTGGACTGGCTCGCGGTGCAGATTCTTCTTAATCCT 

1 5 TTGGTGAAAACTGAGAC ACAAAATGGCTGCAAATAAGCCC AAGGGTCAGAATTC 
TTTGGCTTTTACACAAAGTNCATCATGGTGGGCAGTGGTGGCGTGGGCAAGTCAG 
CTCTGAATTCTAACAGTTTCATGTTACGGATGAAGTTTGTTGTAGGACTATGTA 

SEQ ID NO: 485 

20 >14509 BLOOD Hs.75929 gnl|UG|Hs#S4 17461 Human mRNA for OB-cadherin-2, complete 
cds /cds=(476,2557) /gb=D21255 /gi=575578 /ug=Hs.75929 /len=3867 
,•• 1 ACAGGGCGGCGAGGCTCCGGTCAGGTGGGGGGGGGGGCGGAGAGATGGCGGGQG. L 
.'GGGGGC.TCGCAGCCGGGGGTGAGTTGTGAATGGGACCGGGACTGGGGGGGGGAG .» 

■\" . TGAGACGGCAGCGGTTGCCCTGGGCGAGGGACTGGCGGCTGGGAGGTTGGGTGG 

25 AGCCTCAAGGGCCCCAGAAATCACTGTGTTTTCAGCTCAGCGGCCCTGTGAC7\TT 
CCTTCGTGTTGTCATTTGTTGAGTGACCAATCAGATGGGTGGAGTGTGTTACAGA 
AATTGGCAGCAAGTATCCAATGGGTGAAGAAGAAGCTAACTGGGGACGTGGGCA 
GCCCTGACGTGATGAGCTCAACCAGCAGAGACATTCCATCCCAAGAGAGGTCTG 
CGTGACGCGTCCGGGAGGCCACCCTCAGCAAGACCACCGTACAGTTGGTGGAAG 

30 GGGTGACAGCTGCATTCTCCTGTGCCTACCACGTAACCAAAAATGAAGGAGAAC 
TACTGTTTACAAGCCGCCCTGGTGTGCCTGGGCATGCTGTGCCACAGCCATGCCT 
TTGCCCCAGAGCGGCGGGGGCACCTGCGGCCCTCCTTCCATGGGCACCATGAGA 
AGGGCAAGGAGGGGCAGGTGCTACAGCGCTCCAAGCGTGGCTGGGTCTGGAACC 
AGTTCTTCGTGATAGAGGAGTACACCGGGCCTGACCCCGTGCTTGTGGGCAGGCT 

35 TCATTCAGATATTGACTCTGGTGATGGGAACATTAAATACATTCTCTCAGGGGAA 
GGAGCTGGAACCATTTTTGTGATTGATGACAAATCAGGGAACATTCATGCCACCA 
AGACGTTGGATCGAGAAGAGAGAGCCCAGTACACGTTGATGGCTCAGGCGGTGG 
ACAGGGACACCAATCGGCCACTGGAGCCACCGTCGGAATTCATTGTCAAGGTCC 
AGGACATTAATGACAACCCTCCGGAGTTCCTGCACGAGACCTATCATGCCAACGT 

40 GCCTGAGAGGTCCAATGTGGGAACGTCAGTAATCCAGGTGACAGCTTCAGATGC 
AGATGACCCCACTTATGGAAATAGCGCCAAGTTAGTGTACAGTATCCTCGAAGG 
ACAACCCTATTTTTCGGTGGAAGCACAGACAGGTATCATCAGAACAGCCCTACCC 
AACATGGACAGGGAGGCCAAGGAGGAGTACCACGTGGTGATCCAGGCCAAGGA 
CATGGGTGGACATATGGGCGGACTCTCAGGGACAACCAAAGTGACGATCACACT 

45 GACCGATGTCAATGACAACCCACCAAAGTTTCCGCAGAGCGTATACCAGATATCT 
GTGTCAGAAGCAGCCGTCCCTGGGGAGGAAGTAGGAAGAGTGAAAGCTAAAGA 
TCCAGACATTGGAGAAAATGGCTTAGTCACATACAATATTGTTGATGGAGATGGT 
ATGGAATCGTTTGAAATCACAACGGACTATGAAACACAGGAGGGGGTGATAAAG 
CTGAAAAAGCCTGTAGATTTTGAAACCAAAAGAGCCTATAGCTTGAAGGTAGAG 



411 



WO 02/074979 



PCT/US02/08456 



GCAGCCAACGTGCACATCGACCCGAAGTTTATCAGCAATGGCCCTTTCAAGGAC 
ACTGTGACCGTCAAGATCGCAGTAGAAGATGCTGATGAGCCCCCTATGTTCTTGG 
CCCCAAGTTACATCCACGAAGTCCAAGAAAATGCAGCTGCTGGCACCGTGGTTG 
GGAGAGTGCATGCCAAAGACCCTGATGCTGCCAACAGCCCGATAAGGTATTCCA 
5 TCGATCGTCACACTGACCTCGACAGATTTTTCACTATTAATCCAGAGGATGGTTTT 
ATTAAAACTACAAAACCTCTGGATAGAGAGGAAACAGCCTGGCTCAACATCACT 
GTCTTTGCAGCAGAAATCCACAATCGGCATCAGGAAGCCAAAGTCCCAGTGGCC 
ATTAGGGTCCTTGATGTCAACGATAATGCTCCCAAGTTTGCTGCCCCTTATGAAG 
GTTTCATCTGTGAGAGTGATCAGACCAAGCCACTTTCCAACCAGCCAATTGTTAC 

1 0 AATTAGTGCAGATGACAAGGATGACACGGCCAATGGACCAAGATTTATCTTCAG 
CCTACCCCCTGAAATCATTCACAATCCAAATTTCACAGTCAGAGACAACCGAGAT 
AACACAGCAGGCGTGTACGCCCGGCGTGGAGGGTTCAGTCGGCAGAAGCAGGAC 
TTGTACCTTCTGCCCATAGTGATCAGCGATGGCGGCATCCCGCCCATGAGTAGCA 
CCAACACCCTCACCATCAAAGTCTGCGGGTGCGACGTGAACGGGGCACTGCTCTC 

1 5 CTGCAACGCAGAGGCCTACATTCTGAACGCCGGCCTGAGCACAGGCGCCCTGAT 
CGCCATCCTCGCCTGCATCGTCATTCTCCTGGGTTGCCCAAGCTTAATGGAACCC 
CCCTCTCCCAGGGAAGACATGAGATTGCTTTATCTGGGCTTCCAGCTGATGCTAT 
TTTCCTATGTTAAAGTAAACAGAAGATTTTGTCTTCTGGGGGTCTTTATAAAACTT 
CCTTTCCTCTATGTGGTGGCTACAGAGAGTCCAACCACACTTACGTCATTGTAGT 

20 ATTGTTTGTGACCCTGAGAAGGCAAAAGAAAGAACCACTCATTGTCTTTGAGGA 
AGAAGATGTCCGTGAGAACATCATTACTTATGATGATGAAGGGGGTGGGGAAGA 
-■. ■ •- ■ ' : AGACAGA.GAAGCCTTTGATA1TGG@AGGGTCCAGAATCCTGATGGTATGAA.TG© A, 
,• : - • H,TTTATGGGGCGCAAAGACATCAAAGGTGAGTATCAGTACATGCCTAGACCTGGGC • , 
f TGCGGCGAGCGCCCAAC AGGGTGGATGTCGATGACTTCATGAAGAGGAGA/iTAC"' • ' 

25 - AGGAGGCAGACAATGACCCCACGGCTCCTCCTTATGACTCCATTCAAATCTACGG 
TTATGAAGGCAGGGGCTCAGTGGCCGGGTCCCTGAGCTCCCTAGAGTCGGCCAC 
CACAGATTCAGACTTGGACTATGATTATCTACAGAACTGGGGACCTCGTTTTAAG 
AAACTAGCAGATTTGTATGGTTCCAAAGACACTTTTGATGACGATTCTTAACAAT 
AACGATACAAATTTGGCCTTAAGAACTGTGTCTGGCGTTCTCAAGAATCTAGAAG 

30 ATGTGTAAACAGGTATTTTTTTAAATCAAGGAAAGGCTCATTTAAAACAGGCAAA 
GTTTTACAGAGAGGATACATTTAATAAAACTGCGAGGACATCAAAGTGGTAAAT 
ACTGTGAAATACCTTTTCTCACAAAAAGGCAAATATTGAAGTTGTTTATCAACTT 
CGCTAGAAAAAAAAAACACTTGGCATACAAAATATTTAAGTGAAGGAGAAGTCT 
AACGCTGAACTGACAATGAAGGGAAATTGTTTATGTGTTATGAACATCCAAGTCT 

35 TTCTTCTTTTTTAAGTTGTCAAAGAAGCTTCCACAAAATTAGAAAGGACAACAGT 
TCTGAGCTGTAATTTCGCCTTAAACTCTGGACACTCTATATGTAGTGCATTTTTAA 
ACTTGAAATATATAATATTCAGCCAGCTTAAACCCATACAATGTATGTACAATAC 
AATGTACAATTATGTCTCTTGAGCATCAATCTTGTTACTGCTGATTCTTGTAAATC 
TTTTTGCTTCTACTTTCATCTTAAACTAATACGTGCCAGATATAACTGTCTTGTTTC 

40 AGTGAGAGACGCCCTATTTCTATGTCATTTTTAATGTATCTATTTGTACAATTTTA 
AAGTTCTTATTTTAGTATACATATAAATATCAGTATTCTGACATGTAAGAAAATG 
TTACGGCATCACACTTATATTTTATGAACATTGTACTGTTGCTTTAATATGAGCTT 
CAATATAAGAAGCAATCTTTGAAATAAAAAAAGATTTTTTTTT 

45 SEQ ID NO: 486 

>14510 BLOOD Hs.260473 gnl|UG|Hs#S133063 yf99hl2.sl Homo sapiens cDNA, 3' end 
/clone=IMAGE:30797 /clone_end=3' /gb=R42293 /gi=817160 /ug=Hs.260473 /len=471 
TTTTTTTTTTTNTTTCGCTTTATTTTNATTTATTTATTTATTTATTTATTTATTTATNT 
ATATNTGAGACAGAGTCTTAACACTGTNGCCCAGGNTGGTAGTGCAATGGCGTG 
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ATCTCAGCTCACTGCAAGCTCTGCCNCTTGGATTCATGCCTTTCTCCNGCCTCAGC 
CTCCCGAGTAGCTGGGACTACAGGGGCCCACCACCACGCCCAGCTAATTTTTTGT 
ACTTTTAGTAGAGACAGGGTTTTACCNTGTTAGCCAGGGTAGTCTCGATCTCCTG 
ACCTCGTGAGCCGCCTGCCTNGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGC 
5 CACCGTGCCTGGGCCACGTCCCTATTTTAGNAAATGAGAGGAGTGACTGCACATA 
GGGAAAAATGCCACTTTTAGGCAATTTCAAAGTGGGAAAAACTTTTTTTATATNA 
AAATTTATNCCAATTNCCACCCTTTGG 

SEQ ID NO: 487 

10 >14521 BLOOD 441403.1 L34789 g514934 Human (clone L6) E-cadherin (CDH1) gene, 
exon 16. 0 

AGCTGCTGTGCCCAGCCTCCATGTTTTAATATCAACTCTCACTCCTGAATTCAGTT 

GCTTTGCCCAAGATAGGAGTTCTCTGATGCAGAAATTATTGGGCTCTTTTAGGGT 

AAGAAGTTTGTGTCTTTGTCTGGCCACATCTTGACTAGGTATTGTCTACTCTGAAG 

1 5 ACCTTTAATGGCTTCCCTCTTTCATCTCCTGAGTATGTAACTTGCAATGGGCAGCT 
ATCCAGTGACTTGTTCTGAGTAAGTGTGTTCATTAATGTTTATTTAGCTCTGAAGC 
AAGAGTGATATACTCCAGGACTTAGAATAGTGCCTAAAGTGCTGCAGCCAAAGA 
CAGAGCGGAACTATGAAAAGTGGGCTTGGAGATGGCAGGAGAGCTTGTCATTGA 
GCCTGGCAATTTAGCAAACTGATGCTGAGGATGATTGAGGTGGGTCTACCTCATC 

20 TCTGAAAATTCTGGAAGGAATGGAGGAGTCTCAACATGTGTTTCTGACACAAGAT 
CCGTGGTTTGTACTCAAAGCCCAGAATCCCCAAGTGCCTGCTTTTGATGATGTCT 
. v :.a . i'ACAGA^AATGGTGGCTGAGGTGAACA-CATTTGCCCAATTCGAGGTGTGGACAGA 
-.■,AAA<S€GAGAATATarc^ 

K-i- V vGGCGGTAAAGGGGGTTAGTTGAGGGGTAGGGGGTAGTGAGGATCTTGArCTTGGA 

25 TCTCTTTTTATTTAAATGTGAATTTCAACTTTTGACAATCAAAGAAAAGACTTTTG 
TTGAAATAGCTTTACTGTTTCTCAAGTGTTTTGGAGAAAAAAATCAACCCTGCAA 
TCACTTTTTGGAATTGTCTTGATTTTTCGGCAGTTCAAGCTATATCGAATATAGTT 
CTGTGTAGAGAATGTCACTGTAGTTTTGAGTGTATACATGTGTGGGTGCTGATAA 
TTGTGTATTTTCTTTGGGGGTGGAAAAGGAAAACAATTCAAGCTGAGAAAAGTAT 

30 TCTCAAAGATGCATTTTTATAAATTTTATTAAACAATTTTGTT 

SEQ ID NO: 488 

>14531 BLOOD 903254.4 U44103 gl 174146 Human small GTP binding protein Rab9 
mRNA, complete cds. 0 

35 GTTGTTCCCTCCGACGCTGGACGGGAGCAGCTGGAGCGGGAGCCTGGCTGCGCT 
ACCGCGGCTGCCTCCTGCTGTGCAGGTCCCCGACCCTCTCTCTGTCCTCATTGCGC 
CCAGACGGGCCGGCCCAGAGCTCCCGGGTCGTCTTTCGTGTGGCCGCGAGACACT 
CTTGCACTCCTGTAATGAGCCTGGCACTGTGATGAAACACTTTTCCCGTGTCGTTT 
GAGTGCATCTTCTCAACAACCCTAGGAGGGTTCTTGAAGCTTTTGAGATTAACAA 

40 TGGCAGGAAAATCATCACTTTTTAAAGTAATTCTCCTTGGAGATGGTGGAGTTGG 
GAAGAGTTCACTTATGAACAGATATGTAACTAATAAGTTTGATACCCAGCTCTTC 
CATACAATAGGTGTGGAATTTTTAAATAAAGATTTGGAAGTGGATGGACATTTTG 
TTACCATGCAGATTTGGGACACGGCAGGTCAGGAGCGATTCCGAAGCCTGAGGA 
CACCATTTTACAGAGGTTCTGACTGCTGCCTGCTTACTTTTAGTGTCGATGATTCA 

45 CAAAGCTTCCAGAACTTAAGTAACTGGAAGAAAGAATTCATATATTATGCAGAT 
GTGAAAGAGCCTGAGAGCTTTCCTTTTGTGATTCTGGGTAACAAGATTGACATAA 
GCGAACGGCAGGTGTCTACAGAAGAAGCCCAAGCTTGGTGCAGGGACAACGGCG 
ACTATCCTTATTTTGAAACAAGTGCAAAAGATGCCACAAATGTGGCAGCAGCCTT 
TGAGGAAGCGGTTCGAAGAGTTCTTGCTACCGAGGATAGGTCAGATCATTTGATT 
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CAGACAGACACAGTCAATCTTCACCGAAAGCCCAAGCCTAGCTCATCTTGCTGTT 
GATTGTTAGATTGTTGATGCATTCTAACCAACTCACACATATACACAAAATCAAC 
ATGGGGATGGAGAAGAGAATTAGCGTTTGCAGCAGTGTATCATCTACTAATAAA 
ATTAAACTAATGTTGCTGCTTCATTAGTTGGTGGGAGAAGGGACACATCCACTCT 
5 TGGAGGAATATATTTACTCAATAATGGCACCTTACATTTATAAATTGTAACAGTT 
GTCTAATAACGTTTCTTTAATTTAAATATGTAAGTTGCAGAGCTAATAAATGAAA 
TGACCAAGACTTTAATTATAATAAAAATAAGAAACTTGACTATTCTAGAAGTTAT 
ACTTGGATTTTTTCCTGGGAAAATGGAGAACTACTTTTTATATGTGTATGTTTTTA 
TGCAATTAGCATTGTATTCTTGGTTCAGGGAAATACTTTCCTAAAGCAATAATGT 
1 0 T AGAT ATTAAAGATTAAAATCT AATGT ATTTGC AATGC AAAANANANANAAAA 

SEQ ID NO: 489 

>14654 BLOOD 237623.3 L15203 g402482 Human secretory protein (Pl.B) mRNA, 
complete cds. 0 

1 5 CCGGAACC AGAACTGGAATCCGCCCTTACCGCTTGCTGCCAAAACAGTGGGGGC 
TGAACTGACCTCTCCCCTTTGGGAGAGAAAAACTGTCTGGGAGCTTGACAAAGG 
CATGCAGGAGAGAACAGGAGCAGCCACAGCCAGGAGGGAGAGCCTTCCCCAAG 
CAAACAATCCAGAGCAGCTGTGCAAACAACGGTGCATAAATGAGGCCTCCTGGA 
CCATGAAGCGAGTCCTGAGCTGCGTCCCGGAGCCCACGGTGGTCATGGCTGCCA 
20 GAGCGCTCTGCATGCTGGGGCTGGTCCTGGCCTTGCTGTCCTCCAGCTCTGCTGA 
GGAGTACGTGGGCCTGTCTGCAAACCAGTGTGCCGTGCCAGCCAAGGACAGGGT 
r. ? :; • GGAGTGGGGCTAGGGGGATGTCACCCGCAAGGAGTGGAACAACGGGGGCTGCTG < 
9t ■ '^,^3irTGACTGCAGGATGGeTGGAGTGCGITGGTGTTTCAAGCGGGTGCAGGAAGGA -/«, 
•v 'v v ^GAATGCACGTTCTGAGGGAGCTCGAGCTGGGGGGGGGCGGGGGA'rGCGAGGCTG- ' 
25 GGAGCACCCTTGCCCGGCTGTGATTGCTGGCAGGCACTGTTCATCTCAGCTTTTCT 
GTCCCTTTGCTCCCGGCAAGCGCTTCTGCTGAAAGTTCATATCTGGAGCCTGATG 
TCTTAACGAATAAAGGTCCCATGCTCCACCCGAGGACAGTTCTTCGTGCCTGAGA 
AAAAAACAAAGGGGCGGCCG 

30 SEQ ID NO: 490 

>14709 BLOOD 422524.4 L31409 g493131 Human creatine transporter mRNA, complete 
cds. 0 

GGCCGTGCGGCCCGCCGGGGCCATGGCGAAGAAGAGCGCCGAGAACGGCATCTA 
TAGCGTGTCCGGCGACGAGAAGAAGGGTCCTCTCATCGTGTCCGGGCCCGATGG 

35 TGCCCCGTCCAAGGGCGATGGCCCTGCGGGCCTGGGGGCGCCCAGCAGCCGCCT 
GGCCGTGCCGCCGCGCGAGACCTGGACGCGCCAGATGGACTTCATCATGTCGTG 
CGTGGGCTTCGCCGTGGGCTTGGGCAACGTGTGGCGCTTCCCCTACCTGTGCTAC 
AAGAACGGCGGAGGTGTGTTCCTTATTCCCTACGTCCTGATCGCCCTGGTTGGAG 
GAATCCCCATTTTCTTCTTAGAGATCTCGCTGGGCCAGTTCATGAAGGCCGGCAG 

40 CATCAATGTCTGGAACATCTGTCCCCTGTTCAAAGGCCTGGGCTACGCCTCCATG 
GTGATCGTCTTCTACTGCAACACCTACTACATCATGGTGCTGGCCTGGGGCTTCT 
ATTACCTGGTCAAGTCCTTTACCACCACGCTGCCCTGGGCCACATGTGGCCACAC 
CTGGAACACTCCCGACTGCGTGGAGATCTTCCGCCATGAAGACTGTGCCAATGCC 
AGCCTGGCCAACCTCACCTGTGACCAGCTTGCTGACCGCCGGTCCCCTGTCATCG 

45 AGTTCTGGGAGAACAAAGTCTTGAGGCTGTCTGGGGGACTGGAGGTGCCAGGGG 
CCCTCAACTGGGAGGTGACCCTTTGTCTGCTGGCCTGCTGGGTGCTGGTCTACTTC 
TGTGTCTGGAAGGGGGTCAAATCCACGGGAAAGATCGTGTACTTCACTGCTACAT 
TCCCCTACGTGGTCCTGGTCGTGCTGCTGGTGCGTGGAGTGCTGCTGCCTGGCGC 
CCTGGATGGCATCATTTACTATCTCAAGCCTGACTGGTCAAAGCTGGGGTCCCCT 
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CAGGTGTGGATAGATGCGGGGACCCAGATTTTCTTTTCTTACGCCATTGGCCTGG 
GGGCCCTCACAGCCCTGGGCAGCTACAACCGCTTCAACAACAACTGCTACAAGG 
ACGCCATCATCCTGGCTCTCATCAACAGTGGGACCAGCTTCTTTGCTGGCTTCGT 
GGTCTTCTCCATCCTGGGCTTCATGGCTGCAGAGCAGGGCGTGCACATCTCCAAG 
5 GTGGCAGAGTCAGGGCCGGGCCTGGCCTTCATCGCCTACCCGCGGGCTGTCACGC 
TGATGCCAGTGGCCCCACTCTGGGCTGCCCTGTTCTTCTTCATGCTGTTGCTGCTT 
GGTCTCGACAGCCAGTTTGTAGGTGTGGAGGGCTTCATCACCGGCCTCCTCGACC 
TCCTCCCGGCCTCCTACTACTTCCGTTTCCAAAGGGAGATCTCTGTGGCCCTCTGT 
TGTGCCCTCTGCTTTGTCATCGATCTCTCCATGGTGACTGATGGCGGGATGTACGT 

1 0 CTTCCAGCTGTTTGACTACTACTCGGCCAGCGGCACCACCCTGCTCTGGCAGGCC 
TTTTGGGAGTGCGTGGTGGTGGCCTGGGTGTACGGAGCTGACCGCTTCATGGACG 
ACATTGCCTGTATGATCGGGTACCGACCTTGCCCCTGGATGAAATGGTGCTGGTC 
CTTCTTCACCCCGCTGGTCTGCATGGGCATCTTCATCTTCAACGTTGTGTACTACG 
AGCCGCTGGTCTACAACAACACCTACGTGTACCCGTGGTGGGGTGAGGCCATGG 

1 5 GCTGGGCCTTCGCCCTGTCCTCC ATGCTGTGCGTGCCGCTGC ACCTCCTGGGCTGC 
CTCCTCAGGGCCAAGGGCACCATGGCTGAGCGCTGGCAGCACCTGACCCAGCCC 
ATCTGGGGCCTCCACCACTTGGAGTACCGAGCTCAGGACGCAGATGTCAGGGGC 
CTGACCACCCTGACCCCAGTGTCCGAGAGCAGCAAGGTCGTCGTGGTGGAGAGT 
GTCATGTGACAACTCAGCTCACATCACCAGCTCACCTCTGGTAGCCATAGCAGCC 

20 CCTGCTTCAGCCCCACCGCACCCCTCCAGGGGGCCTGCCTTTCCCTGACACTTTTG 
GGGTCTGCCTGGGGGAGGAGGGGAGAAAGCACCATGAGTGCTCACTAAAACAAC 
"< rTTTTTCCATTTTTAATAAAACGGCAAAAATATCAGAACCCACGAAA4ATAGATGC 
.;:•,<■: •>< ! GTGTCCCGGTCCAGGGCTAGGCGAGGTGGTCGTAGGGCCGGCCTAGTGeGG<SACC ' 
,/vT- GGCAGGCAGAGTGCTGCACTCGavCCTGGGGGTGCCACGCGCACCCCGTGGCGAGC • 

25 TCTCCAGGCTCTGCTCTGCAGCACACCGGTGGGTGACCCCTCACCCCAGAAGCAG 
CAGTGGCAGCTTGGGAAATGTGAGGAAGGGAAGGAGGGAGAGACGGGAGGGAG 
GAGAGAGAGGAGAAGGGAGGCAGGGGAGGGGCAGCAGAACCAAGGCAAATATT 
TCAGCTGGGCTATACCCCTCTCCCCATCCCTGTTATAGAAGCTTAGAGAGCCAGC 
CAGCAATGGAACCTTCTGGTTCCTGCGCCAATCGCCACCAGTATCAATTGTGTGA 

30 GCTTGGGTGCGAGTGCACGCGTGCGTGAGTACGGAGAGTATATATAGATCTCTAT 
CTCTTAGCAAAGGTGAATGCCAGATGTAAATGGCGCCTCTGGGCAAAGGAGGCT 
TGTATTTTGCACATTTTATAAAAACTTGAGAGAATGAGATTTCTGCTTGTATATTT 
CTAAAAAGAGGAAGGAGCCCAAACCATCCTCTCCTTACCACTCCCATCCCTGTGA 
GCCCTACCTTACCCCTCTGCCCCTAGCCAAGGAGTGTGAATTTATAGATCTAACT 

35 TTCATAGGCAAAACAAAAGCTTCGAGCTGTTGCGTGTGTGAGTCTGTTGTGTGGA 
TGTGCGTGTGTGGTCCCCAGCCCCAGACTGGATTGGAAAAGTGCATGGTGGGGG 
CCTCGGGGCTGTCCCCACGCTGTCCCTTTGCCACAAGTCTGTGGGGCAAGAGGCT 
GCAATATTCCGTCCTGGGTGTCTGGGCTGCTAACCTGGCCTGCTCAGGCTTCCCA 
CCCTGTGCGGGGCACACCCCCAGGAAGGGACCCTGGACACGGCTCCCACGTCCA 

40 GGCTTAAGGTGGATGCACTTCCCGCACCTCCAGTCTTCTGTGTAGCAGCTTTAAC 
CCACGTTTGTCTGTCACGTCCAGTCCCGAGACGGCTGAGTGACCCCAAGAAAGGC 
TTCCCCGACACCCAGACAGAGGCTGCAGGGCTGGGGCTGGGTGAGGGTGGCGGG 
CCTGCGGGGACATTCTACTGTGCTAAAAAGCCACTGCAGACATAGCAATAAAAA 
CATGTCATTTTCCAAAGCAAAAAAAAAA 

45 

SEQ ID NO: 491 

>14753 BLOOD Hs. 125359 gnl|UG|Hs#S 1973371 Homo sapiens mRNA; cDNA 
DKFZp761B15121 (from clone DKFZp761B15121); complete cds /cds=(56,541) 
/gb=AL161958 /gi=7328010 /ug=Hs.l25359 /len=1791 
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GGAGGCTGCAGCAGCGGAAGACCCCAGTCCAGATCCAGGACTGAGATCCCAGAA 
CCATGAACCTGGCCATCAGCATCGCTCTCCTGCTAACAGTCTTGCAGGTCTCCCG 
AGGGCAGAAGGTGACCAGCCTAACGGCCTGCCTAGTGGACCAGAGCCTTCGTCT 
GGACTGCCGCCATGAGAATACCAGCAGTTCACCCATCCAGTACGAGTTCAGCCTG 
5 ACCCGTGAGACAAAGAAGCACGTGCTCTTTGGCACTGTGGGGGTGCCTGAGCAC 
ACATACCGCTCCCGAACCAACTTCACCAGCAAATACAACATGAAGGTCCTCTACT 
TATCCGCCTTCACTAGCAAGGACGAGGGCACCTACACGTGTGCACTCCACCACTC 
TGGCCATTCCCCACCCATCTCCTCCCAGAACGTCACAGTGCTCAGAGACAAACTG 
GTCAAGTGTGAGGGCATCAGCCTGCTGGCTCAGAACACCTCGTGGCTGCTGCTGC 

1 0 TCCTGCTCTCCCTCTCCCTCCTCCAGGCCACGGATTTCATGTCCCTGTGACTGGTG 
GGGCCCATGGAGGAGACAGGAAGCCTCAAGTTCCAGTGCAGAGATCCTACTTCT 
CTGAGTCAGCTGACCCCCTCCCCGCAATCCCTCAAACCTTGAGGAGAAGTGGGG 
ACCCCACCCCTCATCAGGAGTTCCAGTGCTGCATGCGATTATCTACCCACGTCCA 
CGCGGCCACCTCACCCTCTCCGCACACCTCTGGCTGTCTTTTTGTACTTTTTGTTC 

15 CAGAGCTGCTTCTGTCTGGTTTATTTAGGTTTTATCCTTCCTTTTCTTTGAGAGTTC 
GTGAAGAGGGAAGCCAGGATTGGGGACCTGATGGAGAGTGAGAGCATGTGAGG 
GGTAGTGGGATGGTGGGGTACCAGCCACTGGAGGGGTCATCCTTGCCCATCGGG 
ACCAGAAACCTGGGAGAGACTTGGATGAGGAGTGGTTGGGCTGTGCCTGGGCCT 
AGCACGGACATGGTCTGTCCTGACAGCACTCCTCGGCAGGCATGGCTGGTGCCTG 

20 AAGACCCCAGATGTGAGGGCACCACCAAGAATTTGTGGCCTACCTTGTGAGGGA 
GAGAACTGAGCATCTCCAGCATTCTCAGCCACAACCAAAAAAAAATAAAAAGGG 
.- . •■ ••••./; \ • GAGGGCTC.CTTACCACTGTGGAAG1CC.GTGAGAGG,C.CTTGGGGCATGA(JGGAGTG 
,-: : «: AAGATGCAGGTTTGACGAGGAi^GGAGGGGTAGTiGG AGGGTTGGAGAA"GGAGG . 
' "■ ••- • ^TAAGGArGAGGGTTCATCATCeCTGGCTGGGTAAGGAAGCTAAAAGGAFGGCCGT • 

25 GCTGCCCCTCCCTGCCTCCACGCACAGTGGAGAGGGCTACAAAGGAGGACAAGA 
CCCTCTCAGGCTGTCCCAAGCTCCCAAGAGCTTCCAGAGCTCTGACCCACAGCCT 
CCAAGTCAGGTGGGGTGGAGTCCCAGAGCTGCACAGGGTTTGGCCCAAGTTTCT 
AAGGGAGGCACTTCCTCCCCTCGCCCATCAGTGCCAGCCCCTGCTGGCTGGTGCC 
TGAGCCCCTCAGACAGCCCCCTGCCCCGCAGGCCTGCCTTCTCAGGGACTTCTGC 

30 GGGGCCTGAGGCAAGCCATGGAGTGAGACCCAGGAGCCGGACACTTCTCAGGAA 
ATGGCTTTTCCCAACCCCCAGCCCCCACCCGGTGGTTCTTCCTGTTCTGTGACTGT 
GTATAGTGCCACCACAGCTTATGGCATCTCATTGAGGACAAAGAAAACTGCACA 
ATAAAACCAAGCCTCTGGAATCTAAAAAAAAAAAAAAAAAAAA 

35 SEQ ID NO: 492 

>14789 BLOOD 221059.6 M16768 g339399 Human T-cell receptor gamma chain VJCI-CE- 
CHI region mRNA, complete cds. 0 

CCCAGTGCTGCAGGCTGTGTGGGTAGCTGAGCAGAGCTAAGCGGCTTGACGGAC 
CAACATCTCTCCAGCTGGTTGAAGACAAGCTCTCAGAAGACAATGCTGCATGTCA 

40 CAGCCCCAGCAACCAACAACACCAGCCTGACAACTTGCTGGGGTGGCCGCCTTG 
TGGTCTGAGGTGGCCGTCTAAACTATGTGGTCTGATCTCAGGCTGCAGACCTTGC 
AGGACTGTCTTCACACAGACTGGAAGTGCTAACAGGTGGTGAGGACACCGCTTT 
ACAACGATGCAGGGGGCCCCATGTCACCCTCACCCATGGGAAGTTTGACTTGGTG 
GACTCAGCCAAGCCACAGAGGTCTAACGCTTCTCTGCGGTGATTTCAGGCTGCCC 

45 TGGCAGAAAGCACAGTGCCTGCAGACATGCTGTCACTGCTCCACACATCAACGCT 
GGCAGTCCTTGGGGCTCTGTGTGTATATGGTGCAGGTCACCTAGAGCAACCTCAA 
ATTTCCAGTACTAAAACGCTGTCAAAAACAGCCCGCCTGGAATGTGTGGTATCTG 
GAATAACAATTTCTGCAACATCTGTATATTGGTATCGAGAGAGACCTGGTGAAGT 
CATACAGTTCCTGGTGTCCATTTCATATGACGGCACTGTCAGAAAGGAATCCGGC 
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ATTCCGTCAGGCAAATTTGAGGTGGATAGGATACCTGAAACGTCTACTACCACTC 
TCACCATTCACAATGTAGAGAAACAGGACATAGCTACCTACTACTGTGCCTTGTG 
GGAGGTGTAACTTTCGAATTATTATAAGAAACTCTTTGGCAGTGGAACAACACTT 
GTTGTCACAGATAAACAACTTGATGCAGATGTTTCCCCCAAGCCCACTATTTTTCT 
5 TCCTTCAATTGCTGAAACAAAGCTCCAGAAGGCTGGAACATACCTTTGTCTTCTT 
GAGAAATTTTTCCCTGATGTTATTAAGATACATTGGCAAGAAAAGAAGAGCAAC 
ACGATTCTGGGGATCCCAGGAGGGGAACACCATGAAGACTAACGACACATACAT 
GAAATTTAGCTGGTTAACGGTGCCAGAAAAGTCACTGGACAAAGAACACAGATG 
TATCGTCAGACATGAGAATAATAAAAACGGAGTTGATCAAGAAATTATCTTTCCT 

1 0 CCAAT AAAGAC AGATGTCATC AC AATGGATCCC AAAGAC AATTGTTC AAAAGAT 
GCAAATGATACACTACTGCTGCAGCTCACAAACACCTCTGCATATTACACGTACC 
TCCTCCTGCTCCTCAAGAGTGTGGTCTATTTTGCCATCATCACCTGCTGTCTGCTT 
AGAAGAACGGCTTTCTGCTGCAATGGAGAGAAATCATAACAGACGGTGGCACAA 
GGAGGCCATCTTTTCCTCATCGGTTATTGTCCCTAGAAGCGTCTTCTGAGGATCTA 

1 5 GTTGGGCTTTCTTTCTGGGTTTGGGCCATTTCAGTTCTCATGTGTGTACTATTCTAT 
CATTATTGTATAACGGTTTTCAAACCAGTGGGCACACAGAGAACCTCACTCTGTA 
ATAACAATGAGGAATAGCCACGGCGATCTCCAGCACCAATCTCTCCATGTTTTCC 
ACAGCTCCTCCAGCCAACCCAAATAGCGCCTGCTATAGTGTAGACATCCTGCGGC 
TTCTAGCCTTGTCCCTCTCTTAGTGTTCTTTAATCAGATAACTGCCTGGAAGCCTT 

20 TCATTTTACACGCCCTGAAGCAGTCTTCTTTGCTAGTTGAATTATGTGGTGTGTTT 
TTCCGTAATAAGCAAAATAAATTTAAAAAAATGAAAAGTT 

vrr- . '• *v«.jSEQ:ai> ? NOi'493 ■ •.• .-■ ••••<: <'-A/.\fX-- ; si &?j*> - ^&«y:xo--- . 

•\ \ -. - » ViM.4796 BLOOD 1 00840 L6 m7783;'gl8306^Htii^"^a^«rived--iieKiii- (GBNPf mS^iK 5' 

25 end. 0 -T; * ' 3? 

GGACGGCAGGACCAAGAAGCAGCTCGCCATGGTGGAAGGAACCATGAACTGGC 
ATCTCCCCCTCTTCCTCTTGGCCTCTGTGACGCTGCCTTCCATCTGCTCCCACTTCA 
ATCCTCTGTCTCTCGAGGAACTAGGCTCCAACACGGGGATCCAGGTTTTCAATCA 
GATTGTGAAGTCGAGGCCTCATGACAACATCGTGATCTCTCCCCATGGGATTGCG 

30 TCGGTCCTGGGGACGCTTCAGCTGGGGGCGGACGGCAGGACCAAGAAGCAGCTC 
GCCATGGTGATGAGATACGGCGTAAATGGAGTTGGTAAAATATTAAAGAAGATC 
AACAAGGCCATCGTCTCCAAGAAGAATAAAGACATTGTGACAGTGGCTAACGCC 
GTGTTTGTTAAGAATGCCTCTGAAATTGAAGTGCCTTTTGTTACAAGGAACAAAG 
ATGTGTTCCAGTGTGAGGTCCGGAATGTGAACTTTGAGGATCCAGCCTCTGCCTG 

35 TGATTCCATCAATGCATGGGTTAAAAACGAAACCAGGGATATGATTGACAATCT 
GCTGTCCCCAGATCTTATTGATGGTGTGCTCACCAGACTGGTCCTCGTCAACGCA 
GTGTATTTCAAGGGTCTGTGGAAATCACGGTTCCAACCCGAGAACACAAAGAAA 
CGCACTTTCGTGGCAGCCGACGGGAAATCCTATCAAGTGCCAATGCTGGCCCAGC 
TCTCCGTGTTCCGGTGTGGGTCGACAAGTGCCCCCAATGATTTATGGTACAACTT 

40 CATTGAACTGCCCTACCACGGGGAAAGCATCAGCATGCTGATTGCACTGCCGACT 
GAGAGCTCCACTCCGCTGTCTGCCATCATCCCACACATCAGCACCAAGACCATAG 
ACAGCTGGATGAGCATCATGGTGCCCAAGAGGGTGCAGGTGATCCTGCCCAAGT 
TCACAGCTGTAGCACAAACAGATTTGAAGGAGCCGCTGAAAGTTCTTGGCATTAC 
TGACATGTTTGATTCATCAAAGGCAAATTTTGCAAAAATAACAAGGTCAGAAAA 

45 CCTCCATGTTTCTCATATCTTGCAAAAAGCAAAAATTGAAGTCAGTGAAGATGGA 
ACCAAAGCTTCAGCAGCAACAACTGCAATTCTCATTGCAAGATCATCGCCTCCCT 
GGTTTATAGTAGACAGACCTTTTCTGTTTTTCATCCGACATAATCCTACAGGTGCT 
GTGTTATTCATGGGGCAGATAAACAAACCCTGAAGAGTATACAAAAGAAACCAT 
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SEQ ID NO: 494 

>14808 BLOOD 336093.2 X12830.1 g33845 Human mRNA for interleukin-6 (EL-6) 
receptor. 0 

GGCGGTCCCCTGTTCTCCCCGCTCAGGTGCGGCGCTGTGGCAGGAAGCCACCCCC 
5 TCGGTCGGCCGGTGCGCGGGGCTGTTGCGCCATCCGCTCCGGCTTTCGTAACCGC 
ACCCTGGGACGGCCCAGAGACGCTCCAGCGCGAGTTCCTCAAATGTTTTCCTGCG 
TTGCCAGGACCGTCCGCCGCTCTGAGTCATGTGCGAGTGGGAAGTCGCACTGACA 
CTGAGCCGGGCCAGAGGGAGAGGAGCCGAGCGCGGCGCGGGGCCGAGGGACTC 
GCAGTGTGTGTAGAGAGCCGGGCTCCTGCGGATGGGGGCTGCCCCCGGGGCCTG 

10 AGCCCGCCTGCCCGCCCACCGCCCCGCCCCGCCCCTGCCACCCCTGCCGCCCGGT 
TCCCATTAGCCTGTCCGCCTCTGCGGGACCATGGAGTGGTAGCCGAGGAGGAAG 
CATGCTGGCCGTCGGCTGCGCGCTGCTGGCTGCCCTGCTGGCCGCGCCGGGAGCG 
GCGCTGGCCCCAAGGCGCTGCCCTGCGCAGGAGGTGGCGAGAGGCGTGCTGACC 
AGTCTGCCAGGAGACAGCGTGACTCTGACCTGCCCGGGGGTAGAGCCGGAAGAC 

1 5 AATGCCACTGTTCACTGGGTGCTCAGGAAGCCGGCTGCAGGCTCCCACCCCAGCA 
GATGGGCTGGCATGGGAAGGAGGCTGCTGCTGAGGTCGGTGCAGCTCCACGACT 
CTGGAAACTATTCATGCTACCGGGCCGGCCGCCCAGCTGGGACTGTGCACTTGCT 
GGTGGATGTTCCCCCCGAGGAGCCCCAGCTCTCCTGCTTCCGGAAGAGCCCCCTC 
AGCAATGTTGTTTGTGAGTGGGGTCCTCGGAGCACCCCATCCCTGACGACAAAGG 

20 CTGTGCTCTTGGTGAGGAAGTTTCAGAACAGTCCGGCCGAAGACTTCCAGGAGCC 
GTGCCAGTATTCCCAGGAGTCCCAGAAGTTCTCCTGCCAGTTAGCAGTCCCGGAG 
. GGAGACAGCTCTTTCTAGATAGTGTCGATGTGCGTCGCCAGTAGTGTGGGGAGGA 
, AGTTGAGCAAAACTCAAACCTTTCAGGGTTGTGGAATCTTGCAGCCTGATGCGCG " 

■■: ' 5 ••■TGGGAACATCACAG'TCACTGGCGTGGGGAGAAACGGGGGCTGGCTCAGTGTGAGC 

25 TGGCAAGACCCCCACTCCTGGAACTCATCTTTCTACAGACTACGGTTTGAGCTCA 
GATATCGGGCTGAACGGTCAAAGACATTCACAACATGGATGGTCAAGGACCTCC 
AGCATCACTGTGTCATCCACGACGCCTGGAGCGGCCTGAGGCACGTGGTGCAGC 
TTCGTGCCCAGGAGGAGTTCGGGCAAGGCGAGTGGAGCGAGTGGAGCCCGGAGG 
CCATGGGCACGCCTTGGACAGAATCCAGGAGTCCTCCAGCTGAGAACGAGGTGT 

30 CCACCCCCATGCAGGCACTTACTACTAATAAAGACGATGATAATATTCTCTTCAG 
AGATTCTGCAAATGCGACAAGCCTCCCAGTGCAAGATTCTTCTTCAGTACCACTG 
CCCACATTCCTGGTTGCTGGAGGGAGCCTGGCCTTCGGAACGCTCCTCTGCATTG 
CCATTGTTCTGAGGTTCAAGAAGACGTGGAAGCTGCGGGCTCTGAAGGAAGGCA 
AGACAAGCATGCATCCGCCGTACTCTTTGGGGCAGCTGGTCCCGGAGAGGCCTC 

35 GACCCACCCCAGTGCTTGTTCCTCTCATCTCCCCACCGGTGTCCCCCAGCAGCCTG 
GGGTCTGACAATACCTCGAGCCACAACCGACCAGATGCCAGGGACCCACGGAGC 
CCTTATGACATCAGCAATACAGACTACTTCTTCCCCAGATAGCTGGCTGGGTGGC 
ACCAGCAGCCTGGACCCTGTGGATGACAAAACACAAACGGGCTCAGCAAAAGAT 
GCTTCTCACTGCCATGCCAGCTTATCTCAGGGGTGTGCGGCCTTTGGCTTCACGG 

40 AAGAGCCTTGCGGAAGGTTCTACGCCAGGGGAAAATCAGCCTGCTCCAGCTGTT 
CAGCTGGTTGAGGTTTCAAACCTCCCTTTCCAAATGCCCAGCTTAAAGGGGTTAG 
AGTGAACTTGGGCCACTGTGAAGAGAACCATATCAAGACTCTTTGGACACTCAC 
ACGGACACTCAAAAGCTGGGCAGGTTGGTGGGGGCCTCGGTGTGGAGAAGCGGC 
TGGCAGCCCACCCCTCAACACCTCTGCACAAGCTGCACCCTCAGGCAGGTGGGAT 

45 GGATTTCCAGCCAAAGCCTCCTCCAGCCGCCATGCTCCTGGCCCACTGCATCGTT 
TCATCTTCCAACTCAAACTCTTAAAACCCAAGTGCCTTAGCAAATTCTGTTTTTCT 
AGGCCTGGGGACGGCTTTTACTTAAACCGCCAAGGCTGGGGGAAGAAGCTCTCT 
CCTCCCTTTCTTCCCTACAGTTGAAAAACAGCTGAGGGTGAGTGGGTGAATAATA 
CAGTATCTCAGGGCCTGGTCGTTTTCAACAGAATTATAATTAGTTCCTCATTAGC 



418 



WO 02/074979 



PCT/US02/08456 



ATTTTGCTAAATGTGAATGATGATCCTAGGCATTTGCTGAATACAGAGGCAACTG 
CATTGGCTTTGGGTTGCAGGACCTCAGGTGAGAAGCAGAGGAAGGAGAGGAGAG 
GGGCACAGGGTCTCTACCATCCCCTGTAGAGTGGGAGCTGAGTGGGGGATCACA 
GCCTCTGAAAACCAATGTTCTCTCTTCTCCACCTCCCACAAAGGAGAGCTAGCAG 
5 CAGGGAGGGCTTCTGCCATTTCTGAGATCAAAACGGTTTTACTGCAGCTTTGTTT 
GTTGTCAGCTGAACCTGGGTAACTAGGGAAGATAATATTAAGGAAGACAATGTG 
AAAAGAAAAATGAGCCTGGCAAGAATGCGTTTAAACTTGGTTTTTAAAAAACTG 
CTGACTGTTTTCTCTTGAGAGGGTGGAATATCCAATATTCGCTGTGTCAGCATAG 
AAGTAACTTACTTAGGTGTGGGGGAAGCACCATAACTTTGTTTAGCCCAAAACCA 
1 0 AGTC AAGTGAAAAAGGAGGAAGAGAAAAAATATTTTCCTGCC AGGC ATGGTGGC 
CCACGCACTTCGGGAGGTCGAGGCAGGA 

SEQ ID NO: 495 

ye38d08.rl Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:120015 5* similar 
15 to SP:NINS_DROME P10677 NINAC SHORT PROTEIN;, mRNA sequence 
gi|728449|gb|T94961 .1 |T94961 [728449] 

TGATTCAGGAAATTGGATACAACTGTGTAGCAGACATCTGGTCCCTGGGAATAAC 
TGCCATAGAAATGGCTGAAGGAAAGCCCCCTTATGCTGATATCCATCCAATGAG 
GGCAATCTTCATGATTCCTACAAATCCTCCTCCCACATTCCGAAAACCAGAGCTA 
20 TGGTCAGATAACTTTACAGATTTTGTGAAACAGTGTCTTGTAAAGAGCCCTGAGC 
AGAGGGCCACAGCCACTTCAGGTTCCTGCAGGCACCCATTTGTTCAGGGAGTTGC 
.{•• V.CAAAGGGAGTGTTCAATTATTGGGAGGATTTAATTTAA.TGGAAGGGCATGGGAT 
-v.. • ;OTGGAAATTGNAAACGGCAGGGGNTTGGGAGCAGCGGGGAAGTNGGAGCGGGG 
' NCGTTGAAGGAAAATTTGAGGAAGNGGGTTGAATTGGGT TTNTTGGTTO A -Sa.-1>.V. v' 
25 " - ' ' : '. ' ' 

SEQ ID NO: 496 

>14817 BLOOD 3481 10.1 X03795 g35365 Human mRNA for platelet derived growth factor 
A-chain (PDGF-A). 0 

CCCAGACTCCCTCCGGAGTTCTTCTTGGGGCTGATGTCCGCAAATATGCAGAATT 

30 ACCGGCCGGGTCGCTCCTGAAGCCAGCGCGGGGAGCGAGCGCGGCGGCGGCCAG 
CACCGGGAACGCACCGAGGAAGAAGCCCAGCCCCCGCCCTCCGCCCCTTCCGTC 
CCCACCCCCATCCCGGCGGCCCAGGAGGCTCCCCGCGCTGGCGCGCACTCCCTGT 
TTCTCCTCCTCCTGGCTGGCGCTGCCTGCCTCTCCGCACTCACTGCTCGCAGCCGG 
GCGCGCTCCGCCAGCTCCGTGCTCCCCGCGCCACCCTCCTCCGGGCCGCGCTCCC 

35 TAAGGGATGGTACTGAATTTCGCCGCCACAGGAGACCGGCTGGAGCGCCCGCCC 
CGCGGCCTCGCCTCTCCTCCGAGCAGCCAGCGCCTCGGGACGCGATGAGGACCTT 
GGCTTGCCTGCTGCTCCTCGGCTGCGGATACCTCGCCCATGTTCTGGCCGAGGAA 
GCCGAGATCCCCCGCGAGGTGATCGAGAGGCTGGCCCGCAGTCAGATCCACAGC 
ATCCGGGACCTCCAGCGACTCCTGGAGATAGACTCCGTAGGGAGTGAGGATTCTT 

40 TGGACACCAGCCTGAGAGCTCACGGGGTCCATGCCACTAAGCATGTGCCCGAGA 
AGCGGCCCCTGCCCATTCGGAGGAAGAGAAGCATCGAGGAAGCTGTCCCCGCTG 
TCTGCAAGACCAGGACGGTCATTTACGAGATTCCTCGGAGTCAGGTCGACCCCAC 
GTCCGCCAACTTCCTGATCTGGCCCCCGTGCGTGGAGGTGAAACGCTGCACCGGC 
TGCTGCAACACGAGCAGTGTCAAGTGCCAGCCCTCCCGCGTCCACCACCGCAGC 

45 GTCAAGGTGGCCAAGGTGGAATACGTCAGGAAGAAGCCAAAATTAAAAGAAGT 
CCAGGTGAGGTTAGAGGAGCATTTGGAGTGCGCCTGCGCGACCACAAGCCTGAA 
TCCGGATTATCGGGAAGAGGACACGGGAAGGCCTAGGGAGTCAGGTAAAAAAC 
GGAAAAGAAAAAGGTTAAAACCCACCTAAAGCAGCCAACCAGATGTGAGGTGA 
GGATGAGCCGCAGCCCTTTCCTGGGACATGGATGTACATGGCGTGTTACATTCCT 
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GAACCTACTATGTACGGTGCTTTATTGCCAGTGTGCGGTCTTTGTTCTCCTCCGTG 
AAAAACTGTGTCCGAGAACACTCGGGAGAACAAAGAGACAGTGCACATTTGTTT 
AATGTGACATCAAAGCAAGTATTGTAGCACTCGGTGAAGCAGTAAGAAGCTTCC 
TTGTCNNNlNnsnSI^^ 

5 NAAAACNAAACGGACTCACAAAAATATCTAAACTCGATGAGATGGAGGGTCGCC 
CCGTGGGATGGAAGTGCAGAGGTCTCAGCAGACTGGATTTCTGTCCGGGTGGTC 
ACAGGTGCTTTTTTGCCGAGGATGCAGAGCCTGCTTTGGGAACGACTCCAGAGGG 
TGCTGGTGGGCTCTGCAGGGGCCCGCAGGAAGCAGGAATGTCTTGGAAACCGC 

10 SEQ ID NO: 497 

>14833 BLOOD 346440.21 X55005 g29878 Human mRNA for thyroid hormone receptor 
alpha 1 THRA1, (c-erbA-1 gene). 0 

CCGGCCGGGCGCGCCGAGCCCGAGCCCCAGCCGGAGCGGGGCGGGGGAGGGAG 
GAGCCAGAGCGGCCGCCGCCTCTGCCGGAGGAGCCGCGGGGCCGCCACACTCGC 

1 5 CCCCCGCCCCCCCCGCGCTCACTCGCACTCACACCCGGGCGCAGGAGGCGGGCG 
GCCCGGGCCCCACCGGCCCCCCATGGACGCCCCCAGCACGGGGGCGCTGAGACC 
CCCGCGTCGCTGCCCAGCCCGGTCCGGCGCGCCACGCCGAGGGATCTCTGGACA 
GGACAAGACTCCGAAGCTACTCCCCCAGCACACAGCCCGGGACCGACAAACCCA 
GCTTGCCCCCAGCCCTCCCACCTGCCACTCCCTGGCCCCTCCCACCGCCCGCCCCC 

20 CTTGGGGCGCAGGGGCATGGTGTGAAAGGCCAAGTGCTGAGGCGGGTATCATGG 
GTGCTGTGCCCTAGGGCCTGGGTGGCAGGGGGTGGGTGGCCTGTGGGTGTGCCG 
GGGGGGCCAGTGTGCCGACCGGAGTCXCTTGGGGGTGCTGGAGGGCATGGTGGAT 

'.. • GGAATTGAAGTGAATGGAAGAGAAGCGAAGGAAGGTGGAGTGTGGGTGAGACG « • 
C AGAGGAGAAC AGTGGGAGGTC ACC AGATGGAAAGCGAAAAAGAAAG AAGGGC '- ; 

25 CAATGTTCCCTGAAAACCAGCATGTCAGGGTATATCCCTAGTTACCTGGACAAAG 
ACGAGCAGTGTGTCGTGTGTGGGGACAAGGCAACTGGTTATCACTACCGCTGTAT 
CACTTGTGAGGGCTGCAAGGGCTTCTTTCGCCGCACAATCCAGAAGAACCTCCAT 
CCCACCTATTCCTGCAAATATGACAGCTGCTGTGTCATTGACAAGATCACCCGCA 
ATCAGTGCCAGCTGTGCCGCTTCAAGAAGTGCATCGCCGTGGGCATGGCCATGG 

30 ACTTGGTTCTAGATGACTCGAAGCGGGTGGCCAAGCGTAAGCTGATTGAGCAGA 
ACCGGGAGCGGCGGCGGAAGGAGGAGATGATCCGATCACTGCAGCAGCGACCA 
GAGCCCACTCCTGAAGAGTGGGATCTGATCCACATTGCCACAGAGGCCCATCGC 
AGCACCAATGCCCAGGGGCAGCCATTGGAAACAGAGGCGGAAATTCCTGCCCGA 
TGACATTGGCCAGTCACCCATTGTCTCCATGCCGGACGGAGACAAGGTGGACCTG 

35 GAAGCCTTCAGCGAGTTTACCAAGATCATCACCCCGGCCATCACCCGTGTGGTGG 
ACTTTGCCAAAAAACTGCCCATGTTCTCCGAGCTGCCTTGCGAAGACCAGATCAT 
CCTCCTGAAGGGGTGCTGCATGGAGATCATGTCCCTGCGGGCGGCTGTCCGCTAC 
GACCCTGAGAGCGACACCCTGACGCTGAGTGGGGAGATGGCTGTCAAGCGGGAG 
CAGCTCAAGAATGGCGGCCTGGGCGTAGTCTCCGACGCCATCTTTGAACTGGGCA 

40 AGTCACTCTCTGCCTTTAACCTGGATGACACGGAAGTGGCTCTGCTGCAGGCTGT 
GCTGCTAATGTCAACAGACCGCTCGGGCCTGCTGTGTGTGGACAAGATCGAGAA 
GAGTCAGGAGGCGTACCTGCTGGCGTTCGAGCACTACGTCAACCACCGCAAACA 
CAACATTCCGCACTTCTGGCCCAAGCTGCTGATGAAGGTGACTGACCTCCGCATG 
ATCGGGGCCTGCCACGCCAGCCGCTTCCTCCACATGAAAGTCGAGTGCCCCACCG 

45 AACTCTTCCCCCCACTCTTCCTCGAGGTCTTTGAGGATCAGGAAGTCTAAAGCCT 
CAGGCGGCCAGAGGGTGTGCGGAGCTGGTGGGGAGGAGCCTGGAGAGAAGGGG 
CAGAGCTGGGGGCTGAGGGAGACCCCCCCACACCCCTTCTCTCCTTCCTCTCGTC 
CTTGGATAGATTCAGCTCCCACACACACACCCGCACTGCCCAGGTCCCTCCTCAG 
ACCTCCAGCCCTGGGACAGGGCAAACAACTGAACTTGCTATGGAAAGGACAGTG 
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TGGGAGGCTGGGGGAGCTGTGTCCTGCAGTTCCCAGGACCCCATCCTCTCAGAAG 
GTAGGGGAAGGGCGGGAGGATTGAGAAGGGACAAGCCACCTTGACCGTAGGGG 
AAGGAGGAATGTGGGCTGGGGGAAGATGCCCTCAACTCACCCCCTACACACACA 
TGAGAGAGAGCCCCCACCCAGTTCCTTGGCCTAGGTCTCCCCTCCAGGCTGAGGG 
5 CCTCTCTACTTCCCCAGATGCCTGGGTGCAAAGAACGGCTTGGCTTGGCTCCTCC 
TCTGGAGGTTAAAATTTATAGTCATTCTAACTGCACTTTGGAAACCAAGCAAGGG 
GAGAAGACAAATGAAGAAAAACTAGACAGAGAGAAAAATACAAAAAAGAGAG 
AGCGAGCGATAGAGAGAGATGATATTAAGTTATTAACTGAGGCTGACCAGAGGG 
GAGGACCCCCCCTTTACCACCCCATGCACTTTGCGAGCTGCCCCTTCTTCCCCCAC 
10 ATCAGAGAGAAATGCCCCCACACCAGAGCCCCTTCTCCTGGTGGCGGGTCTGCA 
GGGCTGGGAGAGGGCAGGGCGTTGTGAGAGAGAGACCGTCCATAAGGAGGACA 
GTAACTCCTGTCCTGGGAACTCCTGGGCGGGGGGGGAGGGGGACACTGCCCAGA 
GGCGC 

15 SEQ ID NO: 498 

>14849 BLOOD 4031 13.1 M26685 gl86569 Human IsK protein (exhibiting a slowly 
activating channel activity) gene, complete cds, clone phKI2. 0 

GGGAACAACGCATTTGACACTTGACTGGGATACACTACCGGATCCTCCGAGGGT 
GATGGTTCTCAAGAAGGCAGAAGCAATGGTGACCAATAGACCTCCTTAAAGGCT 

20 GAGCCGCTGGGCACCTTCCTACTCCTCTCGACCGTGCTAGGATGACTGCAGCAGA 
GTCCCCGAGTCCTTTGATGCAAGGGTCTAGCAACCACCAAACAGACAAGCCCTTC 
GGCCTGTCCTGGAGGGGGTTGAATGGeATGGOCTGGAGCTCAACCAGGAGAAG€ . 
r.:i \ GTGGTCAGGAGGAAGAGAGCAGAAGGx\.l?AACTGAAAAAGTTCTGAGAAGTTGGT - 
: '- . -. AAGAGC ACGTGAAGAGAAGGAGGCTGGTGCC AATGGTGTGGACAGGGGAGTGiFG s > 

25 CTTGAGGAGACTTCAGAAACGAGAACTGTTTCACACAATCATCAGGTGAGCCGA 
GGATCCATTGGAGGAAGGCATTATCTGTATCCAGAGGAAATAGCCAAGGATATT 
CAGAGGTGTGCCTGGGAAGTTTGAGCTGCAGCAGTGGAACCTTAATGCCCAGGA 
TGATCCTGTCTAACACCACAGCGGTGACGCCCTTTCTGACCAAGCTGTGGCAGGA 
GACAGTTCAGCAGGGTGGCAACATGTCGGGCCTGGCCCGCAGGTCCCCCCGCAG 

30 CGGTGACGGCAAGCTGGAGGCCCTCTACGTCCTCATGGTACTGGGATTCTTCGGC 
TTCTTCACCCTGGGCATCATGCTGAGCTACATCCGCTCCAAGAAGCTGGAGCACT 
CGAACGACCCATTCAACGTCTACATCGAGTCCGATGCCTGGCAAGAGAAGGACA 
AGGCCTATGTCCAGGCCCGGGTCCTGGAGAGCTACAGGTCGTGCTATGTCGTTGA 
AAACCATCTGGCCATAGAACAACCCAACACACACCTTCCTGAGACGAAGCCTTC 

35 CCCATGAACCCCACCACTGGCTAAA 

SEQ ID NO: 499 

>14852 BLOOD 474647.3 M27492 gl 86289 Human interleukin 1 receptor mRNA, complete 
cds. 0 

40 GTACCAGCTGGGGCCGTCCGGCAAGATGTGAGTTGTCACTCTGCTGCGGCACAG 
ACCTGAATTAACAACTCTAGCTAGGGCTGACTTCAAAAAGCACTTTCGTTTTTTA 
ATAACCAACATCAGCTCAGCAGGCTTCATTTGGGAAAAGAAACCTTGTCGGATTA 
CCCCGACATTCTCCACCTCCTGGGAGGCCAGCCATTCCCAAATGCCCCAAGGATG 
AAGAACGGAGACGGTAGACGCACCCTCTGAAGATGGTGACTCCCTCCTGAGAAG 

45 CTGGACCCCTTGGTAAAAGACAAGGCCTTCTCCAAGAAGAATATGAAAGTGTTA 
CTCAGACTTATTTGTTTCATAGCTCTACTGATTTCTTCTCTGGAGGCTGATAAATG 
CAAGGAACGTGAAGAAAAAATAATTTTAGTGTCATCTGCAAATGAAATTGATGT 
TCGTCCCTGTCCTCTTAACCCAAATGAACACAAAGGCACTATAACTTGGTATAAA 
GATGACAGCAAGACACCTGTATCTACAGAACAAGCCTCCAGGATTCATCAACAC 
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AAAGAGAAGCTTTGGTTTGTTCCTGCTAAGGTGGAGGATTCAGGACATTACTATT 
GCGTGGTAAGAAATTCATCTTACTGCCTCAGAATTAAAATAAGTGCAAAATTTGT 
GGAGAATGAGCCTAACTTATGTTATAATGCACAAGCCATATTTAAGCAGAAACT 
ACCCGTTGCAGGAGACGGAGGACTTGTGTGCCCTTATATGGAGTTTTTTAAAAAT 
5 GAAAATAATGAGTTACCTAAATTACAGTGGTATAAGGATTGCAAACCTCTACTTC 
TTGACAATATACACTTTAGTGGAGTCAAAGATAGGCTCATCGTGATGAATGTGGC 
TGAAAAGCATAGAGGGAACTATACTTGTCATGCATCCTACACATACTTGGGCAA 
GCAATATCCTATTACCCGGGTAATAGAATTTATTACTCTAGAGGAAAACAAACCC 
ACAAGGCCTGTGATTGTGAGCCCAGCTAATGAGACAATGGAAGTAGACTTGGGA 

1 0 TCCCAGATACAATTGATCTGTAATGTCACCGGCCAGTTGAGTGACATTGCTTACT 
GGAAGTGGAATGGGTCAGTAATTGATGAAGATGACCCAGTGCTAGGGGAAGACT 
ATTACAGTGTGGAAAATCCTGCAAACAAAAGAAGGAGTACCCTCATCACAGTGC 
TTAATATATCGGAAATTGAAAGTAGATTTTATAAACATCCATTTACCTGTTTTGCC 
AAGAATACACATGGTATAGATGCAGCATATATCCAGTTAATATATCCAGTCACTA 

1 5 ATTTCCAGAAGCACATGATTGGTATATGTGTC ACGTTGACAGTCATAATTGTGTG 
TTCTGTTTTCATCTATAAAATCTTCAAGATTGACATTGTGCTTTGGTACAGGGATT 
CCTGCTATGATTTTCTCCCAATAAAAGCTTCAGATGGAAAGACCTATGACGCATA 
TATACTGTATCCAAAGACTGTTGGGGAAGGGTCTACCTCTGACTGTGATATTTTT 
GTGTTTAAAGTCTTGCCTGAGGTCTTGGAAAAACAGTGTGGATATAAGCTGTTCA 

20 TTTATGGAAGGGATGACTACGTTGGGGAAGACATTGTTGAGGTCATTAATGAAA 
ACGTAAAGAAAAGCAGAAGACTGATTATCATTTTAGTCAGAGAAACATCAGGCT 
.. .TGAGGTGGCTGGGTGGTTGATGgCGAAGAGCAAATAGeCATGTATAATG€T€TTGT 
' ■ ■■ ;TCAGGATGGAATTAAAGTTGTGGTGG:TTGAG(3TGGAGAAAATCGAAGAGTATGA' • 
v - . ^GAAAATGGGAGAATCGATTAAATTGATTAAGGAGAAACATGGGGGTATGGGGTG 

25 GTCAGGGGACTTTACACAGGGACCACAGTCTGCAAAGACAAGGTTCTGGAAGAA 
TGTCAGGTACCACATGCCAGTCCAGCGACGGTCACCTTCATCTAAACACCAGTTA 
CTGTCACCAGCCACTAAGGAGAAACTGCAAAGAGAGGCTCACGTGCCTCTCGGG 
TAGCATGGAGAAGTTGCCAAGAGTTCTTTAGGTGCCTCCTGTCTTATGGCGTTGC 
AGGCCAGGTTATGCCTCATGCTGACTTGCAGAGTTCATGGAATGTAACTATATCA 

30 TCCTTTATCCCTGAGGTCACCTGGAATCAGATTATTAAGGGAATAAGCCATGACG 
TCAATAGCAGCCCAGGGCACTTCAGAGTAGAGGGCTTGGGAAGATCTTTTAAAA 
AGGCAGTANNNNNNNNNN^ 

35 NNisnsnsnsnsiNNTsn^ 

NNNNNNNNNIN^^ 
NNNNNNNNNN^ 

CTCTGAATGTTTGAACTGCCAAGAAAAGGCATGGAGACAGCGAACTAGAAGAAA 
GGGCAAGAAGGAAATAGCCACCGTCTACAGATGGCTTAGTTAAGTCATCCACAG 

40 CCCAAGGGCGGGGCTATGCCTTGTCTGGGGACCCTGTAGAGTCACTGACCCTGGA 
GCGGCTCTCCTGAGAGGTGCTGCAGGCAAAGTGAGACTGACACCTCACTGAGGA 
AGGGAGACATATTCTTGGAGAACTTTCCATCTGCTTGTATTTTCCATACACATCCC 
CAGCCAGAAGTTAGTGTCCGAAGACCGAATTTTATTTTACAGAGCTTGAAAACTC 
ACTTCAATGAACAAAGGGATTCTCCAGGATTCCAAAGTTTTGAAGTCATCTTAGC 

45 TTTCCACAGGAGGGAGAGAACTTAAAAAAGCAACAGTAGCAGGGAATTGATCCA 
CTTCTTAATGCTTTCCTCCCTGGCATGACCATCCTGTCCTTTGTTATTATCCTGCAT 
TTTACGTCTTTGGAGGAACAGCTCCCTAGTGGCTTCCTCCATCTGCAATGTCCCTT 
GCACAGCCCACACATGAACCATCCTTCCCATGATGCCGCTCTTCTGTCATCCCGC 
TCCTGCTGAAACACCTCCCAGGGGCTCCACCTGTTCAGGAGCTGAAGCCCATGCT 
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TTCCCACCAGCATGTCACTCCCAGACCACCTCCCTGCCCTGTCCTCCAGCTTCCCC 
TCGCTGTCCTGCTGTGTGAATTCCCAGGTTGGCCTGGTGGCCATGTCGCCTGCCCC 
CAGCACTCCTCTGTCTCTGCTCTTGCCTGCACCCTTCCTCCTCCTTTGCCTAGGAG 
GCCTTCTCGCATTTTCTCTAGCTGATCAGAATTTTACCAAAATTCAGAACATCCTC 
5 CAATTCCACAGTCTCTGGGAGACTTTCCCTAAGAGGCGACTTCCTCTCCAGCCTT 
CTCTCTCTGGTCAGGCCCACTGCAGAGATGGTGGTGAGCACATCTGGGAGGCTGG 
TCTCCCTCCAGCTGGAATTGCTGCTCTCTGAGGGAGAGGCTGTGGTGGCTGTCTC 
TGTCCCTCACTGCCTTCCAGGAGCAATTTGCACATGTAACATAGATTTATGTAAT 
GCTTTATGTTTAAAAACATTCCCCAATTATCTTATTTAATTTTTGCAATTATTCTA 

10 ATTTTATATATAGAGAAAGTGACCTATTTTTTAAAAAAATCACACTCTAAGTTCT 
ATTGAACCTAGGACTTGAGCCTCCATTTCTGGCTTCTAGTCTGGTGTTCTGAGTAC 
TTGATTTCAGGTCAATAACGGTCCCCCCTCACTCCACACTGGCACGTTTGTGAGA 
AGAAATGACATTTTGCTAGGAAGTGACCGAGTCTAGGAATGCTTTTATTCAAGAC 
ACCAAATTCCAAACTTCTAAATGTTGGAATTTTCAAAAATTGTGTTTAGATTTTAT 

1 5 GAAAAACTCTTCTACTTTCATCT ATTCTTTCCCTAGAGGC AAACATTTCTTAAAAT 
GTTTCATTTTCATTAAAAATGAAAGCCAAATTTATATGCCACCGATTGCAGGACA 
CAAGCACAGTTTTAAGAGTTGTATGAACATGGAGAGGACTTTTGGTTTTTATATT 
TCTCGTATTTAATATGGGTGAACACCAACTTTTATTTGGAATAATAATTTTCCTCC 
TAAACAAAAACACATTGAGTTTAAGTCTCTGACTCTTGCCTTTCCACCTGCTTTCT 

20 CCTGGGCCCGCTTTGCCTGCTTGAAGGAACAGTGCTGTTCTGGAGCTGCTGTTCC 
AACAGACAGGGCCTAGCTTTCATTTGACACACAGACTACAGCCAGAAGCCCATG 

■ >7 • vi SGGAGC AGGGATGTG ACGTCT.TGAAAAGGCTATTAG ATOTTTTAG A4 ATT1 AATTT 
. , :. -'. , .v< ?DGGAGATTATTTTAGTCTGTGATGeAGAAAATGTGTCAGCATGGATAGTG.GTAAG 

: J AAAGGAAGCCAATTTGGAAACTTAGGTTAGTGACAAAATTGGCCAGAGAGTGGG 
V 25 GGTGATGATGACCAAGAATTACAAGTAGAATGGCAGCTGGAATTTAAGGAGGGA 
CAAGAATCAATGGATAAGCGTGGGTGGAGGAAGATCCAAACAGAAAAGTGCAA 
AGTTATTCCCCATCTTCCAAGGGTTGAATTCTGGAGGAAGAAGACACATTCCTAG 
TTCCCCGTGAACTTCCTTTGACTTATTGTCCCCACTAAAACAAAACAAAAAACTT 
TTAATGCCTTCCACATTAATTAGATTTTCTTGCAGTTTTTTTATGGCATTTTTTTAA 

30 AGATGCCCTAAGTGTTGAAGAAGAGTTTGCAAATGCAACAAAATATTTAATTACC 
GGTTGTTAAAACTGGTTTAGCACAATTTATATTTTCCCTCTCTTGCCTTTCTTATTT 
GCAATAAAAGGTATTGAGCCATTTTTTAAATGACATTTTTGATAAATTATGTTTGT 
ACTAGTTGATGAAGGAGTTTTTTTTAACCTGTTTATATAATTTTGCAGCAGAAGCC 
AAATTTTTTGTATATTAAAGCACCAAATTCATGTACAGCATGCATCACGGATCAA 

35 TAGACTGTACTTATTTTCCAATAAAATTTTCAAACTTTGTACTGTTAAAA 

SEQ ID NO: 500 

>14870 BLOOD 470771.8 J05038 gl90823 Human ras-related C3 botulinum toxin substrate 
(rac) mRNA, complete cds. 0 

40 CTAGATCGCGAGCGGCCATTTCCTGTTTCTCTGCAGTTTTCCTCAGCTTTGGGTGG 
TGGCCGCTGCCGGGCATCGGCTTCCAGTCCGCGGAGGGCGAGGCGGCGTGGACA 
GCGGCCCCGGCACCCAGCGCCCCGCCGCCCGCAAGCCGCGCGCCCGTCCGCCGC 
GCCCCGAGCCCGCCGCTTCCTATCTCAGCGCCCTGCCGCCGCCGCCGCGGCCCAG 
CGAGCGGCCCTGATGCAGGCCATCAAGTGTGTGGTGGTGGGAGACGGAGCTGTA 

45 GGTAAAACTTGCCTACTGATCAGTTACACAACCAATGCATTTCCTGGAGAATATA 
TCCCTACTGTCTTTGACAATTATTCTGCCAATGTTATGGTAGATGGAAAACCGGT 
GAATCTGGGCTTATGGGATACAGCTGGACAAGAAGATTATGACAGATTACGCCC 
CCTATCCTATCCGCAAACAGATGTGTTCTTAATTTGCTTTTCCCTTGTGAGTCCTG 
CATCATTTGAAAATGTCCGTGCAAAGTGGTATCCTGAGGTGCGGCACCACTGTCC 
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CAACACTCCCATCATCCTAGTGGGAACTAAACTTGATCTTAGGGATGATAAAGAC 
ACGATCGAGAAACTGAAGGAGAAGAAGCTGACTCCCATCACCTATCCGCAGGGT 
CTAGCCATGGCTAAGGAGATTGGTGCTGTAAAATACCTGGAGTGCTCGGCGCTCA 
CACAGCGAGGCCTCAAGACAGTGTTTGACGAAGCGATCCGAGCAGTCCTCTGCC 
5 CGCCTCCCGTGAAGAAGAGGAAGAGAAAATGCCTGCTGTTGTAAATGTCTCAGC 
CCCTCGTTCTTGGTCCTGTCCCTTGGAACCTTTGTACGCTTTGCTCAAAAAAAANC 
AAAACAAAANAACAAAAANTAACAACGGTGGAGCCTTCGCACTCAATGCCAACT 
TTTTGTTACAGATTAATTTTTCCATAAAACCATTTTTTGAACCAATCAGTAATTTT 
AAGGTTTTGTTTGTTCTAAATGTAAGAGTTCAGACTCACATTCTATTAAAATTTAG 

1 0 CCCTAAAATGACAAGCCTTCTTAAAGCCTTATTTTTCAAAAGCGCCCCCCCCATT 
CTTGTTCAGATTAAGAGTTGCCAAAATACCTTCTGAACTACACTGCATTGTTGTG 
CCGAGAACACCGAGCACTGAACTTTGCAAAGACCTTCGTCTTTGAGAAGACGGT 
AGCTTCTGCAGTTAGGAGGTGCAGACACTTGCTCTCCTATGTAGTTCTCAGATGC 
GTAAAGCAGAACAGCCTCCCGAATGAAGCGTTGCCATTGGAACTCACCAGTGGA 

1 5 GTTAGCAGC ACGTGTTCCCGACATAACATTGTACTGTAATGGAGTGAGCGTAGCA 
GCTCAGCTCTTTGGATCAGTCTTGTGATTTCATAGCGAGTTTTCTGACCAGCCCTC 
TTTGCCGGCAGCACTTTCTGAACCAGCACANCTGCTTACTTTCCCTCCTAACTGAA 
CGAACTTCCTGCTATTACGCCTTGCTGCGCGCTGCTAGCCCGAGCGCCTGCGCGC 
GTCTGTCTAGCTTGCTGCACCTCCACACACGCGCATCCACACACGCATCTACGTC 

20 TACTTTCTCTGCAGCCACACACAACTATCCGCACACGCTGCGACGCACTCTTACC 
ACTTACCACTTGGTACCAACGGCAACTGCAAAGCTGTCACGGCGTAACAAACCTC 
C- • • -. v';:,. TTAGAAACGGTTAAGT<3TTGTGGTCAAAGTGCACCTAeGATGAGlGCAAAGAA,AG ' ; 

} ■ >.C-^GCIGGCTATTA^ • 
-J, y ,^A:)jeO?GCCATGCGTGGGGAAATTGGGGATTTAATTCATGTTTAAAG^GGTTGTTCTGTT :". 

25 AGTCGCTAACTTAGTAAGTGCTTTTCTTATAGAACCCCTTCTGACTGAGCAATAT 
GCCTCCTTGTATTATAAAATCTTTCTGATAATGCATTAGAAGGTTTTTTTGTCGAT 
TAGTAAAAGTGCTTTCCATGTTACTTTATTCAGAGCTAATAAGTGCTTTCCTTAGT 
TTTCTAGTAACTAGGTGTAAAAATCATGTGTTGCAGCTATAGTTTTTAAAATATTT 
TAGATATTCTTAAACTATGAACCTTCTTAACATCACTGTCTTGCCAGATTACCGAC 

30 ACTGTCACTTGACCAATAC 

SEQ ID NO: 501 

>14871 BLOOD 232589.59 AF077208 g4679029 Human. HSPC022 mRNA, complete cds. 0 
CTCCTGCCCCACCACCGCTGCTCCTCAGCAGGCGCCTCACCAGCCTCCACACCCC 

35 TTGCGCCCGCAGAAACGCGCCTGGGCCCTGAGCTGTGCACCACCGACACTCTCCA 
GGCTCCGGACACGATGCAGGCCATCAAGTGTGTGGTGGTGGGAGATGGGGCCGT 
GGGCAAGACCTGCCTTCTCATCAGCTACACCACCAACGCCTTTCCCGGAGAGTAC 
ATCCCCACCGTGTTTGACAACTATTCAGCCAATGTGATGGTGGACAGCAAGCCAG 
TGAACCTGGGGCTGTGGGACACTGCTGGGCAGGAGGACTACGACCGTCTCCGGC 

40 CGCTCTCCTATCCACAGACGGACGTCTTCCTCATCTGCTTCTCCCTCGTCAGCCCA 
GCCTCTTATGAGAACGTCCGCGCCAAGTGGTTCCCAGAAGTGCGGCACCACTGCC 
CCAGCACACCCATCATCCTGGTGGGCACCAAGCTGGACCTGCGGGACGACAAGG 
ACACCATCGAGAAACTGAAGGAGAAGAAGCTGGCTCCCATCACCTACCCGCAGG 
GCCTGGCACTGGCCAAGGAGATTGACTCGGTGAAATACCTGGAGTGCTCAGCTCT 

45 CACCCAGAGAGGCCTGAAAACCGTGTTCGACGAGGCCATCCGGGCCGTGCTGTG 
CCCTCAGCCCACGCGGCAGCAGAAGCGCGCCTGCAGCCTCCTCTAGGGGTTGCA 
CCCCAGCGCTCCCACCTAGATGGGTCTGATCCTCCAGGATCCCCACCCAAAGCCT 
GATGGCACCCCGGCTGGCCATGCTGTCCCCTCCCTGTGGCGTTTCTTAGCAGATG 
GCTGCAGAGCTTCGTTGATGGTCTTTTCTGTACTGGAGGCCTCCTGAGGCCAGGA 
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ACGTGCAAATTTGCAGGTGCTGCATCCCAAGCCCCTCATGCTCCTGCCTTCCTGA 
GGGCCAGAGGGGAGCCCCAGGACCCATTAAGCCACCCCCGTGTTCCTGCCGTCA 
GTGCCAACTGCCGCATGTGGAAGCATCTACCCGTTCACTCCAGTCCCACCCCACG 
CCTGACTCCCCTCTGGAAACTGCAGGCCAGATGGTTGCTGCCACAACTTGTGTAC 
5 CTTCAGGGATGGGGCTCTTACTCCCTCCTGAGGCCAGCTGCTCTAATATCGATGG 
TCCTGCTTGCCAGAGAGTTCCTCTACCCAGCAAAAATGAGTGTCTCAGAAGTGTG 
CTCCTCTGGCCTCAGTTCTCCTCTTTTGGAACAACATAAAACAAATTTAATTTTCT 
ACGCCTCTGGGGATATCTGCTCAGCCAATGGAAAATCTGGGTTCAACCAGCCCCT 
GCCATTTCTTAAGACTTTCTGCTGCACTCACAGGATCCTGAGCTGCACTTACCTGT 
1 0 GAGAGTCTTC AAACTTTTAAACCTTGCC AGTC AGGACTTTTGCTATTGC AAATAG 
AAAACCCAACTCAACCTGCTTAAGCAGAAAATAAATTTATTGATTCAAAAAAAA 
AAA 

SEQ ID NO: 502 

15 >14873 BLOOD 462958.2 M30471 gl78133 Human class III alcohol dehydrogenase 
(ADH5) chi subunit mRNA, complete cds. 0 

CGTCAGTGCGCGGCCCACCCCGGATGTCAGCCCCCCGCGCCGACCAGAATCCGT 

GAAACATGGCGAACGAGGTTATCAAGTGGCAAGGCTGCAGTTGCTTGGGAGGCT 

GGAAAGCCTCTGCTCCATAGAGGAGATAGAGGTGGCACCCCCAAAGGCTCATGA 

20 AGTTCGAATCAAGATCATTGCCACTGCGGTTTGCCCACACCGATGCCTATACCCT 
GAGTGGAGCTGATCCTGAGGGTTGTTTTCCAGTGATCTTGGGACATGAAGGTGCT 
'•?:: :• ...... GGAATTGTGGAAAGTGTTGGTGAGGGAGTTAGTAAGCTGAAGGCGGGTGACAeT 

k . •; GTGAT.CGGACTTTACATGGCACAGTGTGGAGAATGCAAATT1TGTGTAAATCGTA J 
' AAAGTAAGGTTTGCCAGAAGATAAGAGTGAGTGAAGGGAAAGGATTAAI'GGCAG 

25 ATGGTACCAGCAGATTTACTTGCAAAGGAAAGACAATTTTGCATTACATGGGAA 
CCAGCACATTTTCTGAATACACAGTTGTGGCTGATATCTCTGTTGCTAAAATAGA 
TCCTTTAGCACCTTTGGATAAAGTCTGCCTTCTAGGTTGTGGCATTTCAACCGGTT 
ATGGTGCTGCTGTGAACACTGCCAAGTTGGAGCCTGGCTCTGTTTGTGCCGTCTTT 
GGTCTGGGAGGAGTCGGATTGGCAGTTATCATGGGCTGTAAAGTGGCTGGTGCTT 

30 CCCGGATCATTGGTGTGGACATCAATAAAGATAAATTTGCAAGGGCCAAAGAGT 
TTGGAGCCACTGAATGTATTAACCCTCAGGATTTTAGTAAACCCATCCAGGAAGT 
GCTCATTGAGATGACCGATGGAAGAGTGGACTATTCCTTTGAATGTATGGTAATG 
TGAAGGTCATGAGAGCAGCACTTGAGGCATGTCACAAGGGCTGGGGCGTCAGCG 
TCGTGGTTGGAGTAGCTGCTTCAGGTGAAGAAATTGCCACTCGTCCATTCCAGCT 

35 GGTAACAGGTCGCACATGGAAAGGCACTGCCTTTGGAGGATGGAAGAGTGTAGA 
AAGTGTCCCAAAGTTGGTGTCTGAATATATGTCCAAAAAGATAAAAGTTGATGA 
ATTTGTGACTCACAATCTGTCTTTTGATGAAATCAACAAAGCCTTTGAACTGATG 
CATTCTGGAAAGAGCATTCGAACTGTTGTAAAGATTTAATTCAAAAGAGAAAAA 
TAATGTCCATCCTGTCGTGATGTGATAGGAGCAGCTTAACAGGCAGGGAGAAGC 

40 GCCTCCAACCTCACAGCCTCGTAGAGCTTCACAGCTACTCCAGAAAATAGGGTTA 
TGTGTGTCATTCATGAATCTCTATAATCAAGGACAAGGATAATTCAGTCATGAAC 
CTGTTTTCTGGATGCTCCTCCACATAAATAATTGCTAGTTTATTAAGGAATATTTT 
AACATAATAAAAGTAATTTCTACATTTGTGTGGAAATTGTCTTGTTTTATGCTGTC 
ATCATTGTCACGGTTTGTCTGCCCATTATCTTCATTCTGCAAGGGAAAGGGAAAG 

45 GAAGCAGGGCAGTGGTGGGTGTCTGAAACCTCAGAAACATAACGTTGAACTTTT 
AAGGGTCTCAGTCCCCGTTGATTAAAGAACAGATCCTAGCCATCAGTGACAAAG 
TTAATCAGGACCCAAGTCTGCTTCTGTGATATTATCTTTAAGGGAGGTACTGTGC 
CTTGTTCATACCTGTACCCCAAATTCCTAGGATGGCATCTGCCCTTCAGGGGGCA 
CTAAAATGTATTATTGAAACAGCATTCTGGGCTTAAATAGGTGTATGTATGTGTT 
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GGTTGTGACTGTACTATTTCTAGTATAGTGAACTACATACTGAATATCCAAGTTCT 
CAGCACCTACTTTTGTCAAATCTTAACATTTTGCCACTTCGAGATCACATTGCCAT 
TCCTCCCCTCCAGAGGTAACAATTATCCACAATTTGATGTTTATCATTCCTGTGTT 
GTTGTACTTTCACTGTGTATAACCTAAACCATCTACTCTTTAGTACTGTTTTATAT 
5 ATTTTTAAGCCTCATACTTGCTCATTCTACAGCTTTTTTCACTCATTATTGTATAAT 
TATATCTGAAGCTCTCGTTCATTAATTTTAGTCCTGTGTAGCAGAATTCAATTACG 
GGAACTACCATAATTTATCTGTTCTCCAGTTGAAGGCATGAAGTTGTTGCCAGTT 
TCTGTATTATAACACTGTAGTGGAACATTCTTCTGCATTGGGCTCACTGCGTGTTA 
CCTAAGACGTATCACAGAATAAACACATTTAGCCTTATAGACATTGCCAAATTGC 

1 0 TCTTCAAAGTAAATGTGAGTTTTTGTGAATTAC ATGAGTATGGAATGGTGTTTTAT 
TATGACTTTAGTTTGCATTTTCCTCAATTCTCGTTAAATCCTTCATTCTAATGGAC 
ATTTTATTGTGAAGAACCTGTTCATATCCTGTGCTCAACTTTGTATTGAATTATTT 
TTCTCTGAATAATTTTTAGGAGTTCTTTTATTCTAGACATCAATCATTTGTCAGTTT 
TATATGTTGCAAATATCTTCTAGTCTATCTTGTGACTTTTCTTTTTACTTTATGGTA 

1 5 TTTTGTTGAATAAAGTTTTAATGTAGTCACATAAAAAAGATGACTAAGAGGGAG 
GACGTTTGGGAGGGGAAAGAGTGTGGGGTGTGGAGATGTGAGCACGCGGCGGG 
GCGCTGAGGGGGGGAGCGCGGGAAGTGCGGACGAGGGAGAAAAGAGGGGGGG 
CGGCGCGCGGGTCGGGGTGGGAGGCGTTTGAGGGCACCCGGGGCATGGAGAGCC 
CGCTGGTGCAGGGGCAGCGCGGGAGGGTGGAGCGAGGGTGATGCCCCCGAGTAT 

20 GGGCGAGTCCGGTGTAGAGTCTCTTGTGGGAGGATGTGCGTGGGAGGAGAGGGC 
GGTTGTGCCGCGCGGGTACCGCGCGTGTTGATGAAGGTTTGTAGAACGCGCCCCC 
' . GAGAATGGCA'rGeCGGTGTGCATGTGAGAGTGGTCGGGGGG ./•> x \"--x 

SEQIDNO: 503 " - <v-\i v "-K. «k " -.>--f- ;;. ;■-*■:>'- 

25 >14882 BLOOD 1 13621.5 AL110197 g58171 15 Human mRNA; cDNA DKFZp586J021 
(from clone DKFZp586J021). 0 

AGCCCCCCGGCCCGCCATGGGCGCCGCGGCCCGCACCCTGCGGCTGGCGCTCGG 
CCTCCTGCTGCTGGCGACGCTGCTTCGCCCGGCCGACGCCTGCAGCTGCTCCCCG 
GTGCACCCGCAACAGGCGTTTTGCAATGCAGATGTAGTGATCAGGGCCAAAGCG 

30 GTCAGTGAGAAGGAAGTGGACTCTGGAAACGACATTTATGGCAACCCTATCAAG 
AGGATCCAGTATGAGATCAAGCAGATAAAGATGTTCAAAGGGCCTGAGAAGGAT 
ATAGAGTTTATCTACACGGCCCCCTCCTCGGCAGTGTGTGGGGTCTCGCTGGACG 
TTGGAGGAAAGAAGGAATATCTCATTGCAGGAAAGGCCGAGGGGGACGGCAAG 
ATGCACATCACCCTCTGTGACTTCATCGTGCCCTGGGACACCCTGAGCACCACCC 

35 AGAAGAAGAGCCTGAACCACAGGTACCAGATGGGCTGCGAGTGCAAGATCACGC 
GCTGCCCCATGATCCCGTGCTACATCTCCTCCCCGGACGAGTGCCTCTGGATGGA 
CTGGGTCACAGAGAAGAACATCAACGGGCACCAGGCCAAGTTCTTCGCCTGCAT 
CAAGAGAAGTGACGGCTCCTGTGCGTGGTACCGCGGCGCGGCGCCCCCCAAGCA 
GGAGTTTCTCGACATCGAGGACCCATAAGCAGGCCTCCAACGCCCCTGTGGCCA 

40 ACTGCAAAAAAAGCCTCCAAGGGTTTCGACTGGTCCAGCTCTGACATCCCTTCCT 
GGAAACAGCATGAATAAAACACTCATCCCATGGGTCCAAATTAATATGATTCTGC 
TCCCCCCTTCTCCTTTTAGACATGGTTGTGGGTCTGGAGGGAGACGTGGGTCCAA 
GGTCCTCATCCCATCCTCCCTCTGCCAGGCACTATGTGTCTGGGGCTTCGATCCTT 
GGGTGCAGGCAGGGCTGGGACACGCGGCTTCCCTCCCAGTCCCTGCCTTGGCACC 

45 GTCACAGATGCCAAGCAGGCAGCACTTAGGGATCTCCCAGCTGGGTTAGGGCAG 
GGCCTGGAAATGTGCATTTTGCAGAAACTTTTGAGGGTCGTTGCAAGACTGTGTA 
GCAGGCCTACCAGGTCCCTTTCATCTTGAGAGGGACATGGCCCTTGTTTTCTGCA 
GCTTCCACGCCTCTGCACTCCCTGCCCCTGGCAAGTGCTCCCATCGCCCCGGTGC 
CCACCATGAGCTCCCAGCACCTGACTCCCCCCACATCCAAGGGCAGCCTGGAACC 



426 



WO 02/074979 



PCT/US02/08456 



AGTGGCTAGTTCTTGAAGGAGCCCCATCAATCCTATTAATCCTCAGAATTCCAGT 
GGGAGCCTCCCTCTGAGCCTTGTAGAAATGGGAGCGAGAAACCCCAGCTGAGCT 
GCGTTCCAGCCTCAGCTGAGTCTTTTTGGTCTGCACCCACCCCCCNANCCTGCTCC 
CCGCCCACATGCTCCCCAGCTTGCAGGAGGAATCGGTGAGGTCCTGTCCTGAGGC 
5 TGCTGTCCGGGGCCGGTGGCTGCCCTCAAGGTCCCTTCCCTAGCTGCTGCGGTTG 
CCATTGCTTCTTGCCTGTTCTGGCATCAGGCACCTGGATTGAGTTGCACAGCTTTG 
CTTTATCCGGGCTTGTGTGCAGGGCCCGGCTGGGCTCCCCATCTGCACATCCTGA 
GGACAGAAAAAGCTGGGTCTTGCTGTGCCCTCCCAGGCTTAGTGTTCCCTCCCTC 
AAAGACTGACAGCCATCGTTCTGCACGGGGCTTTCTGCATGTGACGCCAGCTAAG 

10 CATAGTAAGAAGTCCAGCCTAGGAAGGGAAGGATTTTGGAGGTAGGTGGCTTTG 
GTGACACACTCACTTCTTTCTCAGCCTCCAGGACACTATGGCCTGTTTTAAGAGA 
CATCTTATTTTTCTAAAGGTGAATTCTCAGATGATAGGTGAACCTGAGTTGCAGA 
TATACCAACTTCTGCTTGTATTTCTTAAATGACAAAGATTACCTAGCTAAGAAAC 
TTCCTAGGGAACTAGGGAACCTATGTGTTCCCTCAGTGTGGTTTCCTGAAGCCAG 

1 5 TGATATGGGGGTT AGGAT AGGAAGAACTTTCTCGGTAATGATAAGGAGAATCTC 
TTGTTTCGTCCCACCTGTGTTGTAAAGATAAACTGACGATATACAGGCACATTAT 
GTAAACATACACACGCAATGAAACCGAAGCTTGGCGGCCTGGGCGTGGTCTTGC 
AAAATGCTTCCAAAGCCACCTTAGCCTGTTCTATTCAGCGGCAACCCCAAAGCAC 
CTGTTAAGACTCCTGACCCCCAAGTGGCATGCAGCCCCCATGCCCACCGGGACCT 

20 GGTCAGCACAGATCTTGATGACTTCCCTTTCTAGGGCAGACTGGGAGGGTATCCA 
GGAATCGGCCCCTGCCCCACGGGCGTTTTCATGCTGTACAGTGACCTAAAGTTGG 
' TAAGATGTCATAATGGACGAGTCCATGTGATTTCAGTATATAGAACTCC AGGAGA 
CGGCTCGAACCCATATAACACCCCACGCGTGTTCGCTTCCTGTATGGTGATATCAT 



25 GACATCAGCTGTAATCATTCCTGTGCTGTGTTTTTTATTACCCTTGGTAGGTATTA 
GACTTGCACTTTTTTTAAAAAAAGGTTTCTGCATCGTGGAAGCATTTGACCCAGA 
GTGGAACGCGTGGCCTATGCAGGTGGATTCCTTCAGGTCTTTCCTTTGGTTCTTTG 
AGCATCTTTGCTTTCATTCGTCTCCCGTCTTTGGTTCTCCAGTTCAAATTATTGCA 
AAGTAAAGGATCTTTGAGTAGGTTCGGTCTGAAAGGTGTGGCCTTTATATTTGAT 

30 CCACACACGTTGGTCTTTTAACCGTGCTGAGCAGAAAACAAAACAGGTTAAGAA 
GAGCCGGGTGGCAGCTGACAGAGGAAGCCGCTCAAATACCTTCACAATAAATAG 
TGGCAATATATATATAGTTTAAGAAGGCTCTCCATTTGGCATCGTTTAATTTATAT 
GTTATGTTCTAAGCACAGCTCTCTTCTCCTATTTTCATCCTGCAAGCAACTCAAAA 
TATTTAAAATAAAGTTTACATTGTAGTTATTTTCAAATCTTTGCTTGATAAGTATT 

35 AAGAAATATTGGACTTGCTGCCGTAATTTAAAGCTCTGTTGATTTTGTTTCCGTTT 
GGATTTTTGGGGGAGGGGAGCACTGTGTTTATGCTGGAATATGAAGTCTGAGACC 
TTCCGGTGCTGGGAACACACAAGAGTTGTTGAAAGTTGACAAGCAGACTGCGCA 
TGTCTCTGATGCTTTGTATCATTCTTGAGCAATCGCTCGGTCCGTGGACAATAAAC 
AGTATTATCAAAGAATGATACAAAGCATCAGAGACATGCGCAGTCTGCTTGTCA 

40 ACTTTCAACAACTCTTGTGTG 

SEQ ID NO: 504 

>14911 BLOOD 337076.6 M36089 g340396 Human DNA-repair protein (XRCC1) mRNA, 
complete cds. 0 

45 TAATACAGCAAAAAGATTTGCTTTCTCGGCTTCAGTGTGGGCGGTAACTCCATCG 
TGCAATGAGAAAGGCGAATTTCTTCCAGACACCAATCCCGGAGGTCGCTTCTGTT 
GCTAGGCTCCCAGAAAGCAGGGTTCGGACGTCATTGGGAGGCGAGGCTAGAGCG 
GGGTTGTGTGTGGCGGAGGGAGGCGGGGCTGGAGGAAACGCTCGTTGCTAAGGA 
ACGCAGCGCTCTTCCCGCTCTGGAGAGGCGCGACTGGGCTTGCGCAGTGTCGACG 
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ccggcgccggcgcgccggggtttgaaaggcccgagcctcgcgcgcttgcgcact 
ttagccagcgcagggcgcaccccgctccctcccactctccctgcccctcggaccc 
catactctacctcatccttctggccaggcgaagcccacgacgttgacatgccgga 
gatccgcctccgccatgtcgtgtcctgcagcagccaggactcgactcactgtgca 
5 gaaaatcttctcaaggcagacacttaccgaaaatggcgggcagccaaggcaggc 
gagaagaccatctctgtggtcctacagttggagaaggaggagcagatacacagt 
gtggacattgggaatgatggctcagctttcgtggaggtgctggtgggcagttcag 
ctggaggcgctggggagcaagactatgaggtccttctggtcacctcatctttcat 
gtccccttccgagagccgcagtggctcaaaccccaaccgcgttcgcatgtttggg 

1 0 cctgacaagctggtccgggcagccgccgagaagcgctgggaccgggtcaaaatt 
gtttgcagccagccctacagcaaggactccccctttggcttgagttttgtacggt 
ttcatagccccccagacaaagatgaggcagaggccccgtcccagaaggtgacag 
tgaccaagcttggccagttccgtgtgaaggaggaggatgagagcgccaactctc 
tgaggccgggggctctcttcttcagccggatcaacaagacatccccagtcacagc 

1 5 c agcgacccggc aggacctagctatgcagctgctaccctccaggcttctagtgct 
gcctcctcagcctctccagtctccagggccataggcagcacctccaagccccagg 
agtctcccaaagggaagaggaagttggatttgaaccaagaagaaaagaagacc 
cccagcaaaccaccagcccagctgtcgccatctgttcccaagagacctaaattgc 
cagctccaactcgtaccccagccacagccccagtccctgcccgagcacaggggg 

20 cagtgacaggcaaaccccgaggagaaggcaccgagcccagacgaccccgagct 
ggcccagaggagctggggaagatccttcagggtgtggtagtggtgctgagtggc 
v. " ^ttccagaaccggttcggctgggaggtgcgagataaggccctagagcttggggcca 
• v* { agtatgggccagactggacgcgggacagcaggcaggtcatctgtggctttgcc/ia 
/ gacccccaagtagagccaggtcctagggctgggaggccggatcgtgcgtaagga- 

25 gtgggtgctggagtgtcaccgcatgcgtcggcggctgccctcccagaggtacctc 
atggcagggccaggttccagcagtgaggaggatgaggcctctcacagcggtggc 
agcggagatgaagcccccaagcttcctcagaagcaaccccagaccaaaaccaag 
cccactcaggcagctggacccagctcaccccagaagcccccaacccctgaagag 
accaaagcagcctcaccagtgctccaggaagatatagacattgagggggtacag 

30 tcagaaggacaggacaatggggcggaagattctggggacacagaggatgagct 
gaggagggtggcagagcagaaggaacacagactgccccctggccaggaggaga 
atggggaagacccgtatgcaggctccacggatgagaacacggacagtgaggaa 
caccaggagcctcctgatctgccagtccctgagctcccagatttcttccagggca 
agcacttctttctttacggggagttccctggggacgagcggcggaaactcatccg 

35 atacgtcacagccttcaatggggagctcgaggactatatgagtgaccgggttca 
gtttgtgatcacagcacaggaatgggatcccagctttgaggaggccctgatgga 
caacccctccctggcattcgttcgtccccgatggatctacagttgcaatgagaag 
cagaagttacttcctcaccagctctatggggtggtgccgcaagcctgaagtatgt 

GCTATAC 

40 

SEQ ID NO: 505 

>14916 BLOOD 337528.6 M37763 gl89300 Human neurotrophin-3 (NT-3) gene, complete 
cds. 0 

GCTGGGTGGAGGGAACGACTCGGCAGCCTCTTCTGGCCCTGAGGAAGACGTCGA 
45 TATTTTGGCACGAGGGGAGCCACTGAAGGACTACCCTACCCTTGCGAGGGACCG 
CAGGAGGTGACGCCCCTGGGCCTCGGTGGGCGCTTCTGGCGGTTTTCGATGTGGC 
AACCCCCATCAGCCAGGATAATGATGAGATCTTACAGGTGAACAAGGTGATGTC 
CATCTTGTTTTATGTGATATTTCTCGCTTATCTCCGTGGCATCCAAGGTAACAACA 
TGGATCAAAGGAGTTTGCCAGAAGACTCGCTCAATTCCCTCATTATTAAGCTGAT 
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CCAGGCAGATATTTTGAAAAACAAGCTCTCCAAGCAGATGGTGGACGTTAAGGA 
AAATTACCAGAGCACCCTGCCCAAAGCTGAGGCTCCCCGAGAGCCGGAGCGGGG 
AGGGCCCGCCAAGTCAGCATTCCAGCCGGTGATTGCAATGGACACCGAACTGCT 
GCGACAACAGAGACGCTACAACTCACCGCGGGTCCTGCTGAGCGACAGCACCCC 
5 CTTGGAGCCCCCGCCCTTGTATCTCATGGAGGATTACGTGGGCAGCCCCGTGGTG 
GCGAACAGAACATCACGGCGGAAACGGTACGCGGAGCATAAGAGTCACCGAGG 
GGAGTACTCGGTATGTGACAGTGAGAGTCTGTGGGTGACCGACAAGTCATCGGC 
CATCGACATTCGGGGACACCAGGTCACGGTGCTGGGGGAGATCAAAACGGGCAA 
CTCTCCCGTCAAACAATATTTTTATGAAACGCGATGTAAGGAAGCCAGGCCGGTC 

1 0 AAAAACGGTTGCAGGGGTATTGATGATAAACACTGGAACTCTCAGTGCAAAAC A 
TCCCAAACCTACGTCCGAGCACTGACTTCAGAGAACAATAAACTCGTGGGCTGG 
CGGTGGATACGGATAGACACGTCCTGTGTGTGTGCCTTGTCGAGAAAAATCGGA 
AGAACATGAATTGGCATCTCTCCCCATATATAAATTATTACTTTAAATTATATGAT 
ATGCATGTAGCATATAAATGTTTATATTGTTTTTATATATTATAAGTTGACCTTTA 

1 5 TTT ATT AAACTTCAGC AACCCTACAGT ATATAAGCTTTTTTCTC AATAAAATC AGT 
GTGCTTGCCTTCCCTCAGGCCTCTCCCATCTGTTAAAACTTGTTTTGTGATCCGGC 
TCTCAGGAGTCACTCTGTAAAATCTGTGTACACCAGTATTTTGCATTCAGTATTGT 
CAAGGCCATGACTGTTGTTTTAGTAAACTTGTTAAAATCAGATGATGTCAGAGTT 
GTGTATAAACACAGTGTATATC 

20 

SEQ ID NO: 506 

r .u\; ;■: , >14923 BLOOD 332483.1 M3 6634 £340264 Human vasoactive intestinal peptide (VIP) . 

•■J.c • ^rnKNA, complete cds. 0, •■ '. .V- ' . -V> v. ■< ; ■ > 

• ■( ' ATAAAATGATGGGCTTTGAAATGCTGGTCAGGGTAGAGTGAGAAGCACGAGCAG 

25 GCAGTAACAGGCAACCCTTAGCCATTGCTAAGGGCAGAGAACTGGTGGAGCCTT 
TCTCTTACTCCCAGGACTTCAGCACCTAAGACAGCTCCAAAACAAACCAGAACA 
GTCAGCTCCGGGGGAGCACCGACTGGGCGAGAGGCACAGAAATGGACACCAGA 
AATAAGGCCCAGCTCCTTGTGCTCCTGACTCTTCTCAGTGTGCTCTTCTCACAGAC 
TTCGGCATGGCCTCTTTACAGGGCACCTTCTGCTCTCAGGTTGGGTGACAGAATA 

30 CCCTTTGAGGGAGCAAATGAACCTGATCAAGTTTCATTAAAAGAAGACATTGAC 
ATGTTGCAAAATGCATTAGCTGAAAATGACACACCCTATTATGATGTATCCAGAA 
ATGCCAGGCATGCTGATGGAGTTTTCACCAGTGACTTCAGTAAACTCTTGGGTCA 
ACTTTCTGCCAAAAAGTACCTTGAGTCTCTTATGGGAAAACGTGTTAGCAGTAAC 
ATCTCAGAAGACCCTGTACCAGTCAAACGTCACTCAGATGCAGTCTTCACTGACA 

35 ACTATACCCGCCTTAGAAAACAAATGGCTGTAAAGAAATATTTGAACTCAATTCT 
GAATGGAAAGAGGAGCAGTGAGGGAGAATCTCCCGACTTTCCAGAAGAGTTAGA 
AAAATGATGAAAAAGACCTTTGGAGCAAAGCTGATGACAACTTCCCAGTGAATT 
CTTGAAGGAAAATGATACGCAACATAATTAAATTTTGAGTTCTACATAAGTAATT 
CAAGAAAACAACTTCAATATCCAAACCAAATAAAAATATTGTGTTGTGAATGTTG 

40 TGATGTATTCTAGCTAATGTAATAACTGTGAAGTTTACATTGTAAATAGTATTTG 
AGAGTTCTAAATTTTGTCTTTAACTCATAAAAAGCCTGCAATTTCATATGCTGTAT 
ATCCTTTCTAACAAAAAAATATATTTAATGATAAGTAAATGCTAGGTTAATTCCA 
ATTATATGAGACGTTTTTGGAAGAGTAGTAATAGAGCAAAATTGATGTGTTTATT 
TATAGAGTGTACTTAACTATTCAGGAGAGTAGAACAGATAATCAGTGTGTCTAAA 

45 TTTGAATGTTAAGCAGATGGAATGCTGTGTTAAATAAACCTCAAAATGTCTAAGA 
TAGTAACAATGAAGATAAAAAGACATTCTTCCAAAAAGATTTTCAGAAAATATT 
ATGTGTTTCCATATTTTATAGGCAACCTTTATTTTTAATGGTGTTTTAAAAAATCT 
CAAATTTGGATTGCTAATCACCAAAGGCTCTCTCCTGATAGTCTTTCAGTTAAGG 
AGAACGACCCCTGCTTCTGACACTGAAACTTCCCTTTCTGCTTGTGTTAAGTATGT 
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GTAAAATGTGAAGTGAATGAAACACTCAGTTGTTCAATAATAAATATTTTTGCCA 
TAATGACTCAGAATATTGCTTTGGTCATATGAGCTTCCTTCTGTGAAAGTACATTT 
GGAGACACAACTATTTTTCCAAAATAATTTTAAGAAATCAAAGAGAGAAAATAA 
AGACCTTGCTTATGATTGCAGAT 

5 

SEQ ID NO: 507 

>14933 BLOOD 332882.1 X58377 g22952 Human mRNA for adipogenesis inhibitory 
factor. 0 

GCTCAGGGCACATGCCTCCCCTCCCCAGGCCGCGGCCCAGCTGACCCTCGGGGCT 

1 0 CCCCCGGCAGCGGACAGGGAAGGGTTAAAGGCCCCCGGCTCCCTGCCCCCTGCC 
CTGGGGAACCCCTGGCCCTGTGGGGACATGAACTGTGTTTGCCGCCTGGTCCTGG 
TCGTGCTGAGCCTGTGGCCAGATACAGCTGTCGCCCCTGGGCCACCACCTGGCCC 
CCCTCGAGTTTCCCCAGACCCTCGGGCCGAGCTGGACAGCACCGTGCTCCTGACC 
CGCTCTCTCCTGGCGGACACGCGGCAGCTGGCTGCACAGCTGAGGGACAAATTC 

1 5 CCAGCTGACGGGGACCACAACCTGGATTCCCTGCCCACCCTGGCCATGAGTGCA 
GGGGCACTGGGAGCTCTACAGCTCCCAGGTGTGCTGACAAGGCTGCGAGCGGAC 
CTACTGTCCTACCTGCGGCACGTGCAGTGGCTGCGCCGGGCAGGTGGCTCTTCCC 
TGAAGACCCTGGAGCCCGAGCTGGGCACCCTGCAGGCCCGACTGGACCGGCTGC 
TGCGCCGGCTGCAGCTCCTGATGTCCCGCCTGGCCCTGCCCCAGCCACCCCCGGA 

20 CCCGCCGGCGCCCCCGCTGGCGCCCCCCTCCTCAGCCTGGGGGGGCATCAGGGCC 
GCCCACGCCATCCTGGGGGGGCTGCACCTGACACTTGACTGGGCCGTGAGGGGA 
. - GTGCTGCTGCTGAAGACTCGGGTGTGAGCCGGGGCCCAAAGCCACCACGGTCCTT -4 
CCAAAGCCAGATCTTATTXATTTATTTATTTCAGTACTGGGGGCGAAACAGCCAG I 
LGTGAXCCCCGGGGGArrATCTCCCGGTAGTTAGAGACAGTCCTTCGGTGAGGCGT 

25 GGGGGGCATCTGTGCCTTATTTATACTTATTTATTTCAGGAGCAGGGGTGGGAGG 
CAGGTGGACTCCTGGGTCCCCGAGGAGGAGGGGACTGGGGTCCCGGATTCTTGG 
GTCTCCAAGAAGTCTGTCCACAGACTTCTGCCCTGGCTCTTCCCCATCTAGGCCTG 
GGCAGGAACATATATTATTTATTTAAGCAATTACTTTTCATGTTGGGGTGGGGAC 
GGAGGGGAAAGGGAAGCCTGGGTTTTTGTACAAAAATGTGAGAAACCTTTGTGA 

30 GACAGAGAACAGGGAATTAAATGTGTCATACATATCCACTTGAGGGCGATTTGT 
CTGAGAGCTGGGGCTGGATGCTTGGGTAACTGGGGCAGGGCAGGTGGAGGGGAG 
ACCTCCATTCAGGTGGAGGTCCCGAGTGGGCGGGGCAGCGACTGGGAGATGGGT 
CGGTCACCCAGACAGCTCTGTGGAGGCAGGGTCTGAGCCTTGCCTGGGGCCCCG 
CACTGCATAGGGCCGNNNNNNNNNN^ 

35 NNNNNNNNNNNNNN^ 
NNNNNNNNN^ 
NNNNNNNNISINNNNNNN^ 
NNNNNNNNNNNIS^ 
NNNNNNNNNNr>nsnsnM 

40 NNNNNNNNNNNNAGGTCTTCAATAAATATTTAATGGAAGGTTCCACAAGTCACC 
CTGTGATCAACAGTACCCGTATGGGACAAAGCTGCAAGGTCAAGATGGTTCATT 
ATGGCTGTGTTCACCATAGCAAACTGGAAACAATCTAGATATCCAACAGTGAGG 
GTTAAGCAACATGGTGCATCTGTGGATAGAACACCACCCAGCCGCCCGGAGCAG 
GGACTGTCATTCAGGGAGGCTAAGGAGAGAGGCTTGCTTGGGATATAGAAAGAT 

45 ATCCTGNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNN^ 

AACAGCAGGCTACAAAACCACTGCATGCTGTGATCCCAATTTTGTGTTTTTCTTTC 
TATATATGGATTAAAACAAAAATCCTAAAGGGAAATACGCCAAAATGTTGACAA 
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TGACTGTCTCCAGGTCAAAGGAGAGAGGTGGGATTGTGGGTGACTTTTAATGTGT 
ATGATTGTCTGTATTTTACAGAATTTCTGCCATGACTGTGTATTTTGCATGACACA 
TTTTAAAAATAATAAACACTATTTTTAG 

5 SEQ ID NO: 508 

>14948 BLOOD 351209.16 X59960 g402620 Human mRNA for sphingomyelinase. 0 
TCAGAGGAAGAGGAAGGGGCGGACTGCTTTGCGGCCGGCCGCGGAGCAGTCAGC 
CGACTACAGAGAAGGGTAATCGGGTGTCCCCGGCGCCGCCCGGGGCCCTGAGGG 
CTGGCTAGGGTCCAGGCCGGGGGGGACGGGACAGACGAACCAGCCCCGTGTAGG 

1 0 AAGCGCGACAATGCCCCGCTACGGAGCGTCACTCCGCCAGAGCTGCCCCAGGTC 
CGGCCGGGAGCAGGGACAAGACGGGACCGCCGGAGCCCCCGGACTCCTTTGGAT 
GGGCCTGGCGCTGGCGCTGGCGCTGGCGCTGGCGCTGGCGCTGGCGCTGGCGCT 
GGCTCTGTCTGACTCTCGGGTTCTCTGGGCTCCGGCAGAGGCTCACCCTCTTTCTC 
CCCAAGGCCATCCTGCCAGGTTACATCGCATAGTGCCCCGGCTCCGAGATGTCTT 

1 5 TGGGTGGGGGAACCTC ACCTGCCCAATCTGCAAAGGTCTATTC ACCGCCATCAAC 
CTCGGGCTGAAGAAGGAACCCAATGTGGCTCGCGTGGGCTCCGTGGCCATCAAG 
CTGTGCAATCTGCTGAAGATAGCACCACCTGCCGTGTGCCAATCCATTGTCCACC 
TCTTTGAGGATGACATGGTGGAGGTGTGGAGACGCTCAGTGCTGAGCCCATCTGA 
GGCCTGTGGCCTGCTCCTGGGCTCCACCTGTGGGCACTGGGACATTTTCTCATCTT 

20 GGAACATCTCTTTGCCTACTGTGCCGAAGCCGCCCCCCAAACCCCCTAGCCCCCC 
AGCCCCAGGTGCCCCTGTCAGCCGCATCCTCTTCCTCACTGACCTGCACTGGGAT 
CATGAGTACGTGGAGGGGG ACGGAGCGTGACTGTGC AGACCCACTGTGCTGCCG a 
• GGGGGGTTCTGGCGTGGGGGGCGCATCCGGGCGAGGTGCCGGATAGTGGGGCGA ; 
ATAGAGCAAGTGTGAGCTGCGGGTGAGGACCCTGGAGAGCGTGTTGAGTGGGGT 1 : 

25 GGGCCCAGCCGGCCCTTTTGATATGGTGTACTGGACAGGAGACATCCCCGCACAT 
GATGTCTGGCACCAGACTCGTCAGGACCAACTGCGGGCCCTGACCACCGTCACA 
GCACTTGTGAGGAAGTTCCTGGGGCCAGTGCCAGTGTACCCTGCTGTGGGTAACC 
ATGAAAGCACACCTGTCAATAGCTTCCCTCCCCCCTTCATTGAGGGCAACCACTC 
CTCCCGCTGGCTCTATGAAGCGATGGCCAAGGCTTGGGAGCCCTGGCTGCCTGCC 

30 GAAGCCCTGCGCACCCTCAGAATTGGGGGGTTCTATGCTCTTTCCCCATACCCCG 
GTCTCCGCCTCATCTCTCTCAATATGAATTTTTGTTCCCGTGAGAACTTCTGGCTC 
TTGATCAACTCCACGGATCCCGCAGGACAGCTCCAGTGGCTGGTGGGGGAGCTTC 
AGGCTGCTGAGGATCGAGGAGACAAAGTGCATATAATTGGCCACATTCCCCCAG 
GGCACTGTCTGAAGAGCTGGAGCTGGAATTATTACCGAATTGTAGCCAGGTATG 

35 AGAACACCCTGGCTGCTCAGTTCTTTGGCCACACTCATGTGGATGAATTTGAGGT 
CTTCTATGATGAAGAGACTCTGAGCCGGCCGCTGGCTGTAGCCTTCCTGGCACCC 
AGTGCAACTACCTACATCGGCCTTAATCCTGGTTACCGTGTGTACCAAATAGATG 
GAAACTACTCCAGGAGCTCTCACGTGGTCCTGGACCATGAGACCTACATCCTGAA 
TCTGACCCAGGCAAACATACCGGGAGCCATACCGCACTGGCAGCTTCTCTACAG 

40 GGCTCGAGAAACCTATGGGCTGCCCAACACACTGCCTACCGCCTGGCACAACCT 
GGTATATCGCATGCGGGGCGACATGCAACTTTTCCAGACCTTCTGGTTTCTCTAC 
CATAAGGGCCACCCACCCTCGGAGCCCTGTGGCACGCCCTGCCGTCTGGCTACTC 
TTTGTGCCCAGCTCTCTGCCCGTGCTGACAGCCCTGCTCTGTGCCGCCACCTGATG 
CCAGATGGGAGCCTCCCAGAGGCCCAGAGCCTGTGGCCAAGGCCACTGTTTTGCT 

45 AGGGCCCCAGGGCCCACATTTGGGAAAGTTCTTGATGTAGGAAAGGGTGAAAAA 
GCCCAAATGCTGCTGTGGTTCAACCAGGCAAGATCATCCGGTGAAAGAACCAGT 
CCCTGGGCCCCAAGGATGCCGGGGAAACAGGACCTTCTCCTTTCCTGGAGCTGGT 
TTAGCTGGATATGGGAGGGGGTTTGGCTGCCTGTGCCCAGGAGCTAGACTGCCTT 
GAGGCTGCTGTCCTTTCACAGCCATGGAGTAGAGGCCTAAGTTGACACTGCCCTG 
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GGCAGACAAGACAGGAGCTGTCGCCCCAGGCCTGTGCTGCCCAGCCAGGAACCC 
TGTACTGCTGCTGCGACCTGATGCTGCCAGTCTGTTAAAATAAAGATAAGAGACT 
TGGACTCCAAAAAAAAAAAAAAGG 

5 SEQ ID NO: 509 

>14954 BLOOD 289783.4 M38694 g339561 Human transforming growth factor-beta (tgf- 
beta) mRNA, complete cds. 0 

ggagtccgtggcgagagcgcgctcagccccgccgcgatgcccgcgcgcccagga 
cgcctcctcccgctgctggcccggccggcgtgcctgactgcgctgctcttgcagc 

1 0 tgctgggtcatggcggcggcgggcgctggggcgcccgggcccaggaggcggcgg 
cgtgcggcggcggacgggccccccgcggcagacggcgaggacggacaggaccc 
gcacagcaagcacctgtacacggccgacatgttcacgcacgggatccagagcgc 
cgcgcacttcgtcatgttcttcgcgccctggtgtggacactgccagcggctgcag 
ccgacttggaatgacctgggagacaaatacaacagcatggaagatgccaaagtc 

1 5 tatgtggctaaagtggactgcacggcccactccgacgtgtgctccgccc agggg 
gtgcgaggataccccaccttaaagcttttcaagccaggccaagaagctgtgaag 
taccagggtcctcgggacttccagacactggaaaactggatgctgcagacactg 
aacgaggagccagtgacaccagggccggaagtggaaccgcccagtgcccccga 
gctcaagcaagggctgtatgagctctcagcaagcaactttgagctgcacgttgca 

20 caaggcgaccactttatcaagttcttcgctccgtggtgtggtcactgcaaagccc 
tggctccaacctgggagcagctggctctgggccttgaacattccgaaactgtcaa 
• ' >- . c>gattgggaaggttgattgtacacaggactatgaactetgctccggaaaecaggtt 
\ t ^^.;@gtggctatcccactgttctet,ggtt.c.©gagatgggaaaaaggtggatgagtaga • ■ 
■■ : agggaa.agggggatttggagtcagtgagggagtacgtggagtggoaggi:ggagc 

25 gcacagagactggagcgacggagaccgtcacgccctcagaggccccggtgctgg 
cagctgagcccgaggctgacaagggcactgtgttggcactcactgaaaataact 
tcgatgacaccattgcagaaggaataaccttcatcaagttttatgctccatggtg 
tggtcattgtaagactctggctcctacttgggaggaactctctaaaaaggaattc 
cctggtctggcgggggtcaagatcgccgaagtagactgcactgctgaacggaat 

30 atctgcagcaagtattcggtacgaggctaccccacgttattgcttttccgaggag 
ggaagaaagtcagtgagcacagtggaggcagagaccttgactcgttacaccgct 
ttgtcctgagccaagcgaaagacgaactttaggaacacagttggaggtcacctc 
tcctgcccagctcccgcaccctgcgtttaggagttcagtcccacagaggccactg 
ggttcccagtggtggctgttcagaaagcagaacatactaagcgtgaggtatcttc 

35 tttgtgtgtgtgttttccaagccaacacactctacagattctttattaagttaagt 
ttctctaagtaaatgtgtaactcatggtcactgtgtaaacattttcagtggcgat 
atatcccctttgaccttctcttgatgaaatttacatggtttcctttgagactaaaa 
tagcgttgagggaaatgaaattgctggactatttgtggctcctgagttgagtgat 
tttggtgaaagaaagcacatccaaagcatagtttacctgcccacgagttctggaa 

40 aggtggccttgtggcagtattgacgttcctctgatcttaaggtcacagttgactc 
aatactgtgttggtccgtagcatggagcagattgaaatgcaaaaacccacacct 
ctggaagataccttcacggccgctgctggagcttctgttgctgtgaatacttctct 
cagtgtgagaggttagccgtgatgaaagcagcgttacttctgaccgtgcctgagt 
aagagaatgctgatgccataactttatgtgtcgatacttgtcaaatcagttactg 

45 ttcaggggatccttctgtttctcacggggtgaaacatgtctttagttcctcatgtt 
aacacgaagccagagcccacatgaactgttggatgtcttccttagaaagggtag 
gcatggaaaattccacgaggctcattctcagtatctcattaactcattgaaagat 
tccagttgtatttgtcacctggggtgacaagaccagacaggctttcccaggcctg 
ggtatccagggaggctctgcagccctgctgaagggccctaactagagttctaga 
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gtttctgattctgtttctcagtagtccttttagaggcttgctatacttggtctgctt 
caaggaggtcgaccttctaatgtatgaagaatgggatgcatttgatctcaagacc 
aaagacagatgtcagtgggctgctctggccctggtgtgcacggctgtggcagct 
gttgatgccagtgtcctctaactcatgctgtccttgtgattaaacacctctatctc 
5 ccttgggaataagcacatacaggcttaagctctaagatagataggtgtttgtcct 
tttaccatcgagctacttcccataataaccactttgcatccaacactcttcaccca 
cctcccatacgcaaggggatgtggatacttggcccaaagtaactggtggtagga 
atcttagaaacaagaccacttatactgtctgtctgaggcagaagataacagcag 
catctcgaccagcctctgccttaaaggaaatctttattaatcacgtatggttcac 

gtcttgtacacacaacttcagctttgcatcacgagtcttgtattccaagaaaatc 
aaagtggtacaatttgtttgtttacactatgatactttctaaataaactctttttt 
tttaaaagtctggtctttccttcaatgttacagcaaaacagatataaaatagaca 
ataaattatagtttatatttacaaaaaaagctgtaagtgcaaacagttgtagatt 

1 5 ataaatgtattatttaatcagtttagtatgaaattgccttcccagtacatgattgt 
gaaaaagacatttagaaaatattctaaaatttaatctgagcctcactttctacaa 
gggaaatcatgatttccgttcataaacagcatgctcatccccctaacaccattct 
tataagctgggcaccctcattttattttcttcgttggttctaaccctgtggcgtgg 
tatgctgtatagtaaaaaggcagagaaccactttactgaaaaggtactagagcc 

20 ggcagtccagaagttaatgtgctggtcaaagaaccgttctggtaaagaagaggt 
gagcattgccttcacgtgttacacggttacacaccccttgtagcctcacctcagt 

• c • >•: • , v: gtaatcagtctacttttggtagtagcaaagagtagagcaaatggaggattgagg . 

• ( . : • - ; -•»•# . tgtagaaatggtatgttttggctgaaataagtgtattttcacacgaag;aaa.actc 

gaggaggaacatacaagaggaatgactgagagaagggggcccggtggagccctg 

25 gctgtggcctgggctgtgcgtcctgtggacttctgggaatgaactgaacagaggc 
gttccccccacttccccgatttctgttctctgtaaaatctacctttgatagacagt 
actgaaccagctgatcctttagccaagaatacatttaactcctttgagattatttt 
ccctatttactaacaaacaccccaaatagcttgatctacagctaaaactaatttt 
ggtgggtttttgggggaggagggtaggaagagcttcacggttatgtttctgcagt 

30 taccagaccttatgctacagacatccaaactcagcttgctacagaccaacaacta 
ctcacgtcatttaccaagtgagcaaattattaatgaggtcctttaaaatcttcct 
gggtaataaggcactggcatgagatagtttcaaagtctcatcgtcccacctccaa 
ctgtgcttccgtgtttttttaaggcagatgtaatctaggaatccaaggcagaatg 
tgtgtccccagcatctggtttcgagttagtggcatccacaagctcttacaaccat 

35 attcctgtattttttcagaatgacattggagttgtcatcaaagtaaagaaccgag 
atggcatttagcttagttggcgcacagcacggtttggggacatactcggggttca 
taaggtgaaccaaggtctgcacaatcgcgtggttggttgcattcatgtgtgcgtt 
gagtgggaaggagcattctccatcacagtaattggcagcatagcccttgggtgc 
aatgatccagtcctgccatcccaggtcttggaaactcacatacagctcatgcttc 

40 ctgcaggctgttttcaattcactgctgttgtaatctgaagcactggagacccgcg 
ccacgtcctgggactgggtagagcgattacgactctgttgtcggcgccggctgga 
ggctgacctggtggtgcgcacgtggacctcactcactttgaagaaagccaccatg 
aagggctgcttgtcgtaagggccgtctctgcccaccaggcctgcggctcgggggt 
ggacgtggactccatcccttgtcaccacgctcagctgaagccccatgttatgctg 

45 tggagtcacaacccacagattgctagtggccgtgatgtcaaattccagccagcct 
tcttctgaggcccatactacacgggtgtccaacaaaaacaggtcagagtctctgt 
gctgatgctcctgtaagacttgataaatgctgataagaaaagtttggtttttaaa 
actccccataacacagtccttgtagatgcggaattctgcagccgtcaccacctca 
ccctcaggaatctgggataagttgaacttgaactctttgtggtgtcgctgacgag 
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GGGAGAACTCCTTGTCGTACTCCACCAGGTTCACAAAGCTCATGACCATGTCCGC 
GTCGTTGAGGAAGGCGCTGTCCTGCGCGCTGGTCAGTGGGGACGCGCCGCCGCT 
GCCAGATCCGGGGGCCAGAAGGCTCTTGCGGTTGAGCGGGTGCGCGGCGCCCGG 
GGGCGGCTGCCGACGCTGGGACGAGCTGGCTGCTTCGTGGGGCCAGGACTGCTG 
5 CCTCTCCCCCTCCGACGCCCCGTCCTCGTCGTTGTCGGCGGACAGGGCGTTGTAC 
AGATCCAGCATGAAGAGGGGCGCGGACTTCAGTCGCCCGGGAGGGGGCTCTCCG 
CGAGGCAGCTGCTGCTGCTGCTGCTGCTCCTCCTGCTGCCGGAGCGCCGGGGGCT 
GCGGCTGTTGGAGGCCGTGCAGGGGCCGGGGCCGGTGCGGGAGCCCCAGCACCG 
ACAAGATCTCCTTCTGCATCTCCCGCTTCTCCTGCGTCTTGAGCCGCCGGTACAGG 

1 0 AAGCCCGAGGAGGACTGCGGCGACGGCGGCGGCTGCTCCGTGCGGCCGGGGCTC 
CCGCCGTCCCCCAGCAGCTGCCCCCCGGCGGCGGCGGCCGCGGCAGCGGGCAAG 
GGCGGCCGCAGCGGCGGGGGCCCGCAGCAGCTGCACAGCAGCCCCCACCACCAG 
CACAGCCACTGCGCCCTCCGCCCCAGCCCCGGCATCCCCGCCCGGCCGGGCTGCC 
CCCGCGGATCCCGCGAGGCGTGGAGCGGCGGAGCGAGGCCGGAGCGCGGCCGCT 

1 5 GTGGCCCTTGGCGTGAGCAGTCCCCGCCACCTCTCGGCGGGCTCGCTTCCCC 

SEQIDNO: 510 

>14959 BLOOD 995976.15 M25295 gl86738 Human keratinocyte growth factor mRNA, 
complete cds. 0 

20 AGCACACACGCGCTCACACACAGAGAGAAAATCCTTCTGCCTGTTGATTTATGGA 
AACAATTATGATTCTGCTGGAGAACTTTTCAGCTGAGAAATAGTTTGTAGCTACA 
' % <•:•,..« ? } GTAGAAAGGCTC AAGTTGG ACGA.GGC AGAC AAG AGAC ATGGA ATTGTT ATATAT •. 
> NGGAGGTGTTAGCAAGAAAACAAAAGTCAAATAGGAAACAGCGTGAGAGCAACTG 

•iAAAGTTACTACGAACTGT^TTATGAGGATTTATGAAGAGAGTTATSfAAGGAGGA-. . 

25 ATCCTGTGTTGTTATCAGGAACTAAAAGGATAAGGCTAACAATTTGGAAAGAGC 
AACTACTCTTTCTTAAATCAATCTACAATTCACAGATAGGAAGAGGTCAATGACC 
TAGGAGTAACAATCAACTCAAGATTCATTTTCATTATGTTATTCATGAACACCCG 
GAGCACTACACTATAATGCACAAATGGATACTGACATGGATCCTGCCAACTTTGC 
TCTACAGATCATGCTTTCACATTATCTGTCTAGTGGGTACTATATCTTTAGCTTGC 

30 AATGACATGACTCCAGAGCAAATGGCTACAAATGTGAACTGTTCCAGCCCTGAG 
CGACACACAAGAAGTTATGATTACATGGAAGGAGGGGATATAAGAGTGAGAAG 
ACTCTTCTGTCGAACACAGTGGTACCTGAGGATCGATAAAAGAGGCAAAGTAAA 
AGGGACCCAAGAGATGAAGAATAATTACAATATCATGGAAATCAGGACAGTGGC 
AGTTGGAATTGTGGCAATCAAAGGGGTGGAAAGTGAATTCTATCTTGCAATGAA 

35 CAAGGAAGGAAAACTCTATGCAAAGAAAGAATGCAATGAAGATTGTAACTTCAA 
AGAACTAATTCTGGAAAACCATTACAACACATATGCATCAGCTAAATGGACACA 
CAACGGAGGGGAAATGTTTGTTGCCTTAAATCAAAAGGGGATTCCTGTAAGAGG 
AAAAAAAACGAAGAAAGAACAAAAAACAGCCCACTTTCTTCCTATGGCAATAAC 
TTAATTGCATATGGTATATAAAGAACCAGTTCCAGCAGGGAGATTTCTTTAAGTG 

40 GACTGTTTTCTTTCTTCTCAAAATTTTCTTTCCTTTTATTTTTTAGTAATCAAGAAA 
GGCTGGAAAACTACTGAAAAACTGATCAAGCTGGACTTGTGCATTTATGTTTGTT 
TTAAGACACTGCATTAAAGAAAGATTTGAAAAGTATACACAAAAATCAGATTTA 
GTAACTAAAGGTTGTAAAAAATTGTAAAACTGGTTGTACAATCATGATGTTAGTA 
ACAGTAATTTTTTTCTTAAATTAATTTACCCTTAAGAGTATGTTAGATTTGATTAT 

45 CTGATAATGATTATTTAAATATTCCTATCTGCTTATAAAATGGCTGCTATAATAAT 
AATAATACAGATGTTGTTATATAAGGTATATCAGACCTACAGGCTTCTGGCAGGA 
TTTGTCAGATAATCAAGCCACACTAACTATGGAAAATGAGCAGCATTTTAAATGC 
TTTCTAGTGAAAAATTATAATCTACTTAAACTCTAATCAGAAAAAAAATTCTCAA 
AAAAACTATTATGAAAGTCAATAAAATAGATAATTTAACAAAAGTACAGGATTA 
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GAACATGCTTATACCTATAAATAAGAACAAAATTTCTAATGCTGCTCAAGTGGAA 
AGGGTATTGCTAAAAGGATGTTTCCAAAAATCTTGTATATAAGATAGCAACAGTG 
ATTGATGATAATACTGTACTTCATCTTACTTGCCACAAAATAACATTTTATAAATC 
CTCAAAGTAAAATTGAGAAATCTTTAAGTTTTTTTCAAGTAACATAATCTATCTTT 
5 GTATAATTCATATTTGGGAATATGGCTTTTAATAATGTTCTTCCCACAAATAATCA 
TGCTTTTTTCCTATGGTTACAGCATTAAACTCTATTTTAAGTTGTTTTTGAACTTTA 
TTGTTTTGTTATTTAAGTTTATGTTATTTATAAAAAAAAAACCTTAATAAGCTGTA 
TCTGTTTCATATGCTTTTAATTTTAAAGGAATAACAAAACTGTCTGGCTCAACTGC 
AAGTTTCCCTCCCCTTTGTGACTGACACTAAGCTAGCACACAGCACTTGGGCCAG 

1 0 C AAATCCTGGAAGGCAGACAAAAATAAGAGCCTGAAGC AATGCTTACAATAGAT 
GTCTCACACAGAACAATACAAACATGTAAAAAATCTTTCACCACATATTCTTGCC 
AATTAATTGGATCATATAAGTAAAATCATTACAAATATAAGTATTTACAGGATTT 
TAAAGTTAGAATATATTTGAATGCATGGGTAGAAAATATCATATTTTAAAACTAT 
GTATATTTAAATTTAGTAATTTTCTAATCTCTAGAAATCTCTGCTGTTCAAAAGGT 

1 5 GGCAGCACTGAAAGTTGTTTTCCTGTTAGATGGCAAGAGC AC AATGCCCAAAAT 
AGAAGATGCAGTTAAGAATAAGGGGCCCTGAATGTCATGAAGGCTTGAGGTCAG 
CCTACAGATAACAGGATTATTACAAGGATGAATTTCCACTTCAAAAGTCTTTCAT 
TGGCAGATCTTGGTAGCACTTTATATGTTTACCAATGGGAGGTCAATATTTATCT 
AATTTAAAAGGTATGCTAACCACTGTGGTTTTAATTTCAAAATATTTGTCATAAA 

20 AGTCCCTTTACATAAATAGTATTTGGTAATACATTTATAGATGAGAGTTATATGA 
AAAGGCTAGGTCAACAAAAACAATAGATTCATTTAATTTTCCTGTGGTTGACCTA 
r, i TAGGAGCAGGATGTAGAAAACTAGAAAGAAGTGCCCTTGCT.CAGATATACTCTTG 
~i U-:,ri . GGAGAGAGCAGGAATGGTATTCTGAAGTATCAGCTGATTCAAGGAGTTTGCTAGG . 
»ri;«Tf- TAGGTTTTGAGGTGAGGCTTCAGTAACTGTACrTCT.TGTGAGCATATTGAGGGCAG". 

25 AGGAGGACTTAGTTTTTCATATGTGTTTCCTTAGTGCCTAGCAGACTATCTGTTCA 
TAATCAGTTTTCAGTGTGAATTCACTGAATGTTTATAGACAAAAGAAAATACACA 
CTAAAACTAATCTTCATTTTAAAAGGGTAAAACATGACTATACAGAAATTTAAAT 
AGAAATAGTGTATATACATATAAAATACAAGCTATGTTAGGACCAAATGCTCTTT 
GTCTATGGAGTTATACTTCCATCAAATTACATAGCAATGCTGAATTAGGCAAAAC 

30 CAACATTTAGTGGTAAATCCATTCCTGGTAGTATAAGTCACCTAAAAAAGACTTC 
TAGAAATATGTACTTTAATTATTTGTTTTTCTCCTATTTTTAAATTTATTATGCAAA 
TTTTAGAAAATAAAATTTGCTCTAGTTACACACCTTTAGAATTCTAGAATATTAA 
AACTGTAAGGGGCCTCCATCCCTCTTACTCATTTGTAGTCTAGGAAATTGAGATT 
TTGATACACCTAAGGTCACGCAGCTGGGTAGATATACAGCTGTCACAAGAGTCTA 

35 GATCAGTTAGCACATGCTTTCTACTCTTCGATTATTAGTATTATTAGCTAATGGTC 
TTTGGCATGTTTTTGTTTTTTATTTCTGTTGAGATATAGCCTTTACATTTGTACACA 
AATGTGACTATGTCTTGGCAATGCACTTCATACACAATGACTAATCTATACTGTG 
ATGATTTGACTCAAAAGGAGAAAAGAAATTATGTAGTTTTCAATTCTGATTCCTA 
TTCACCTTTTGTTTATGAATGGAAAGCTTTGTGCAAAATATACATATAAGCAGAG 

40 TAAGCCTTTTAAAAATGTTCTTTGAAAGATAAAATTAAATACATGAGTTTCTAAC 
AATTAGAAAAGAAAAAATTAAAACATGANATGATAACAAAAGTAAACAAAAGA 
TACTTTCAAAGCAGTGAACAAAACATTTTGACATAAGCCATAATATAAATTATAA 
TATAAAAAATAAAAACCATAGTATAAATTGTCAGCCTTTGAGTTGGCTACAAATT 
CAATTTAATGACAGAAGAGAAGGGATGCTGGAGGTAAATTCTTAGGGTTTCTATC 

45 TCATAGAGTTTGCTCTTCTGGTTCTCTAGACTGCCAAAGAACATAAAGATGTGTG 
AGGGGACCTAGCTGTAGTAAAAGCAATCCTATAACAAGAAAAACTCTAAAACAG 
TGCCCCTTACGATTTTCTACTGAAATTTCTCTAATAGTAGAGGTGTAAAATAAGA 
AGTTAGAGAATAATGCAAAGGGGGCCCACCACAGACGGAACATTTCTTTTCTCTT 
AAGACTCATGTGATTTTTGCATCTTACTCCATAATATATTTGTGGTTGCGTTAATA 
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TGACAATGTCTGCAATTAAACACCAGTAAGCAAAATTGATACATCAGAATGACTT 
GCAGGGCTTATCATGCAGTTTGGTTTACATCCCTACTCCACTGCCATTTACTTGAG 
CGTGAATGAGACACAAAAGATTATTTGCCTCCCATAATCCAACTTTACACATAAA 
TAACACAAGGCTAAAGAAAACCAGAACTCAAATTCACCACGCATAGGAGTGATA 
5 ACAAAAATATTTAACAGTCAGTATGGGTGATTACTGGCCAATCAGAATACATCAC 
TGATACATCGAAATGGATGCAGGCCACTATGACTAACTTGTGGGTATCATTTCTA 
TGATCACCCTAAAACAGAGTTGGGAAAATATCTATTAACTGGTCTCTCTGGTTTG 
AATTCTCAATATGTATCTTAATATGAAATAGCTCATTAAAACTTCATGTGTAACT 
ATTTCAGCATTGTTGTCAGCTACTCTTTATTCCACTTCTGTACAGTATTTATTCAA 

1 0 CCAAGCTGCTGCTTTCAATGAAGGTC ACTTGTTCCTTC AGGGAC ACATATACTCC 
CACCTATCCTTTAATTTTGAATGGTTTGTCAGGAAAATTTACTTTCTCTTGAGTTG 
AAAAACTTGACAGGAAGCAAGAAATAATACAGTCCTAGCCTCTTTCCAATAACA 
TCTGATTTCTCCATTCTCAAACTACACTTCTCAAGGAACCAGATATTTACTCTCAT 
CTGGGAAGATGCCTCTTATGTTTTCCTTTTACTTCCTGGTTATCATGTGGTTGCAT 

1 5 TTTCC AAGTTCTTATCATTGAATTTATGAGAGCCTATC AAAATTTATTTTCTTTC A 
TTTATATTCTAATAATTGAAATGTGAGATGAAAATAACATTTCACTTATGAAAAA 
CCCTTCTCTTGATGAATCCTTCCATGTGTTAGTTATCTATTGCTGTGNAACAANTT 
AANACTTAATGGCTTGAAAC 

20 SEQIDNO:511 

>14966 BLOOD 153659.5 X52015 g32576 Human mRNA for interleukin-1 receptor 

\i .'.•'*' 5 antagonist. .0, " .."■'.-■/■.. > •.. '•■.A v ■'. '^f.s/V, >,■,•'.".'■<'",'.:>'•'.'• ■ /...••c|, ' " •• 

• Vi<". A i AGGTGGACCCTGGGAGGGACTGTGGCGCAGGTACTGGeGGGGTGCTAGTTaATGG 
' V - ' V GCAGGAGGTCAGTTGAGTTAGAGTCTGGAAGAGGTGAGAAGACCTCGTGTGGTAT 

25 GAGGCCCTCCCCATGGCTTTAGAGACGATCTGCCGACCCTCTGGGAGAAAATCCA 
GCAAGATGCAAGCCTTCAGAATCTGGGATGTTAACCAGAAGACCTTCTATCTGAG 
GAACAACCAACTAGTTGCTGGATACTTGCAAGGACCAAATGTCAATTTAGAAGA 
AAAGATAGATGTGGTACCCATTGAGCCTCATGCTCTGTTCTTGGGAATCCATGGA 
GGGAAGATGTGCCTGTCCTGTGTCAAGTCTGGTGATGAGACCAGACTCCAGCTGG 

30 AGGCAGTTAACATCACTGACCTGAGCGAGAACAGAAAGCAGGACAAGCGCTTCG 
CCTTCATCCGCTGAGACAGCGGCCCCACCACCAGTTTTGAGTCTGCCGCCTGCCC 
CGGTTGGTTCCTCTGCACAGCGATGGAAGCTGACCAGCCCGTCAGCCTCACCAAT 
ATGCCTGACGAAGGCGTCATGGTCACCAAATTCTACTTCCAGGAGGACGAGTAG 
TACTGCCCAGGCCTGCCTGTTCCCATTCTTGCATGGCAAGGACTGCAGGGACTGC 

35 CAGTCCCCCCTGCCCCAGGGCTCCCGGCTATGGGGGCACTGAGGACCAGCCATTG 
AGGGGTGGACCCTCAGAAGGCGTCACAACAACCTGGTCACAGGACTCTGCCTCC 
TCTTCAACTGACCAGCCTCCATGCTGCCTCCAGAATGGTCTTTCTAATGTGTGAAT 
CAGAGCACAGCAGCCCCTGCACAAAGCCCTTCCATGTCGCCTCTGCATTCAGGAT 
CAAACCCCGACCACCTGCCCAACCTGCTCTCCTCTTGCCACTGCCTCTTCCTCCCT 

40 CATTCCACCTTCCCATGCCCTGGATCCATCAGGCCACTTGATGACCCCCAACCAA 
GTGGCTCCCACACCCTGTTTTACAAAAAAGAAAAGACCAGTCCATGAGGGAGGT 
TTTTAAGGGTTTGTGGAAAATGAAAATTAGGATTTCATGATTTTTTTTTTCAGTCC 
CCGTGAAGGAGAGCCCTTCATTTGGAGATTATGTTCTTTCGGGGAGAGGCTGAGG 
ACTTAAAATATTCCTGCATTTGTGAAATGATGGTGAAAGTAAGTGGTAGCTTTTC 

45 CCTTCTTTTTCTTCTTTTTTTGTGATGTCCCAACTTGTAAAAATTAAAAGTTATGGT 
ACTATGTTAGCCCCATAACTTTTAATTTTTACAAGTTGTGGGACATCAC 
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SEQ ID NO: 512 

>15111 BLOOD 350447.18 M14333 gl81171 Human c-syn protooncogene mRNA, 
complete cds. 0 

CTAACATGCTTCTTCATCACAGGCACTCAGCAGCACAAAGACTCTCGTCCTGAAT 
5 CATTTCCCTTCCCCTAAATGAAACCTTGCTTCTTACCTCGTGACTGTAAGAGGCGG 
GGTTTCCGAGACGAATGTTTGAAGTGGGACTGGGTGGCCTCGTGATGAAGGTCA 
AAGCTCGAGGACTCCTGAACTGGATCCAGAGGCACCATCCCCCTTGCGAGCATCT 
CAGGTCCATGAACTTGACCTGGGACCTGTTGTCCTGATAAATCAAGCTCCAAGTC 
TTCTAGAAGGGTCACGGCCTCCTCTCCACTATCGGGGCGGTATTCCTGCAGCCAG 

1 0 ACCTGGAGCTCCTTGGGC AGGATGGAAAGAAACTGCTCTAGCACC AGAAGCTCC 
AGGATCTGTTCCTTGGTGTTTATTTCTGGCCGCAGCCACTGATGACAAAGTTCCTT 
CAGCCGACTGAGAGCCTCTCGGGGCCCAAAAGTGTTCTGGTAACAGAAGCGCCT 
GAAGCGTTGGCGGAATATCTCTGGGTCTGGAGGAGGCGTGTCCTGTAGGGTGGA 
ATCCTGCCCCCACATGTGGTCTTCCTCATCTTCCTCTTCCACCTTCACTATTACGA 

1 5 TACCATCCTTCTCCTGTGCAGCCTGTGGGGACAGACCCGTGGCTTCCCGTGATTC 
AGCAGTCATCATTCAGGCTCCAGGAACTGACTTGATCCAAACAGGGTCTGTGCTC 
ACCTTTATGTCCTGGGAGGTTTTATGATGTGTTTCTTTACTATTCCGTGAGCCCCG 
GGAGCGGCCTGGGGGCGCTGGGCGAGAAAGGGGAGCTGACTCTGGGGCTCAGG 
CCGGCCGAAGGGCACCGGCGAGGAGGGGGCTGCCGCGGGCGAGGAGGAGGGGT 

20 CGCCGCGAGCCGAAGGCCTTCGAGACCCGCCCGCCGCCCGGCGGCGAGAGTAGA 
GGCGAGGTTGTTGTGCGAGCGGCGCGTCCTCTCCCGCCCGGGCGCGCCGCGCTTC 
TGCGAGCGC ACCGAGGACCGCCCGGGGG CACAC AAAGCCGCCGCCCGGGGGGOA 
:, .GCGGGGGGCGGCCGCCGCCGGGGGGAGGGAGGGATTCGGCGGCCGGGCGGGGGA ■ 
• .GAGGCGGGGGCCGCCCCCI-GGGTGCTCTGGGAAGGGCCACCGGCTCeGGGGGCCG • 

25 CCGGGGACCCCCCGGAGCCGCCTGGGCCGCGCCGGAGGAGGGCGGGGAGAGGA 
CCATGTGAGTGGGCTCCGGAGCCTCAGCGCCGCGCAGTTTTTTTGAAGAAGCAGG 
ATGCTGATCTAAACGTGGAAAAAGACCAGTCCTGCCTCTGTTGTAGAAGACATGT 
GGTGTATATAAAGTTTGTGATCGTTGGCGGAAATTTTGGAATTTAGATAATGGGC 
TGTGTGCAATGTAAGGATAAAGAAGCAACAAAACTGACGGAGGAGAGGGACGG 

30 CAGCCTGAACCAGAGCTCTGGGTACCGCTATGGCACAGACCCCACCCCTCAGCA 
CTACCCCAGCTTCGGTGTGACCTCCATCCCCAACTACAACAACTTCCACGCAGCC 
GGGGGCCAAGGACTCACCGTCTTTGGAGGTGTGAACTCTTCGTCTCATACGGGGA 
CCTTGCGTACGAGAGGAGGAACAGGAGTGACACTCTTTGTGGCCCTTTATGACTA 
TGAAGCACGGACAGAAGATGACCTGAGTTTTCACAAAGGAGAAAAATTTCAAAT 

35 ATTGAACAGCTCGGAAGGAGATTGGTGGGAAGCCCGCTCCTTGACAACTGGAGA 
GACAGGTTACATTCCCAGCAATTATGTGGCTCCAGTTGACTCTATCCAGGCAGAA 
GAGTGGTACTTTGGAAAACTTGGCCGAAAAGATGCTGAGCGACAGCTATTGTCCT 
TTGGAAACCCAAGAGGTACCTTTCTTATCCGCGAGAGTGAAACCACCAAAGGTG 
CCTATTCACTTTCTATCCGTGATTGGGATGATATGAAAGGAGACCATGTCAAACA 

40 TTATAAAATTCGCAAACTTGACAATGGTGGATACTACATTACCACCCGGGCCCAG 
TTTGAAACACTTCAGCAGCTTGTACAACATTACTCAGAGAGAGCTGCAGGTCTCT 
GCTGCCGCCTAGTAGTTCCCTGTCACAAAGGGATGCCAAGGCTTACCGATCTGTC 
TGTCAAAACCAAAGATGTCTGGGAAATCCCTCGAGAATCCCTGCAGTTGATCAA 
GAGACTGGGAAATGGGCAGTTTGGGGAAGTATGGATGGGTACCTGGAATGGAAA 

45 CACAAAAGTAGCCATAAAGACTCTTAAACCAGGCACAATGTCCCCCGAATCATT 
CCTTGAGGAAGCGCAGATCATGAAGAAGCTGAAGCACGACAAGCTGGTCCAGCT 
CTATGCAGTGGTGTCTGAGGAGCCCATCTACATCGTCACCGAGTATATGAACAAA 
GGAAGTTTACTGGATTTCTTAAAAGATGGAGAAGGAAGAGCTCTGAAATTACCA 
AATCTTGTGGACATGGCAGCACAGGTGGCTGCAGGAATGGCTTACATCGAGCGC 



437 



WO 02/074979 



PCT/US02/08456 



ATGAATTATATCCATAGAGATCTGCGATCAGCAAACATTCTAGTGGGGAATGGA 
CTCATATGCAAGATTGCTGACTTCGGATTGGCCCGATTGATAGAAGACAATGAGT 
ACACAGCAAGACAAGGTGCAAAGTTCCCCATCAAGTGGACGGCCCCCGAGGCAG 
CCCTGTACGGGAGGTTCACAATCAAGTCTGACGTGTGGTCTTTTGGAATCTTACT 
5 CACAGAGCTGGTCACCAAAGGAAGAGTGCCATACCCAGGCATGAACAACCGGGA 
GGTGCTGGAGCAGGTGGAGCGAGGCTACAGGATGCCCTGCCCGCAGGACTGCCC 
CATCTCTCTGCATGAGCTCATGATCCACTGCTGGAAAAAGGACCCTGAAGAACGC 
CCCACTTTTGAGTACTTGCAGAGCTTCCTGGAAGACTACTTTACCGCGACAGAGC 
CCCAGTACCAACCTGGTGAAAACCTGTAAGGCCCGGGTCTGCGGAGAGAGGCCT 

1 0 TGTCCCAGAGGCTGCCCCACCCCTCCCCATTAGCTTTCAATTCCGTAGCCAGCTG 
CTCCCCAGCAGCGGAACCGCCCAGGATCAGATTGCATGTGACTCTGAAGCTGAC 
GAACTTCCATGGCCCTCATTAATGACACTTGTCCCCAAATCCGAACCTCCTCTGT 
GAAGCATTCGAGACAGAACCTTGTTATTTCTCAGACTTTGGAAAATGCATTGTAT 
CGATGTTATGTAAAAGGCCAAACCTCTGTTCAGTGTAAATAGTTACTCCAGTGCC 

1 5 AACAATCCTAGTGCTTTCCTTTTTTAAAAATGC AAATCCTATGTGATTTTAACTCT 
GTCTTCACCTGATTCAACTAAAAAAAAAAAAGTATTATTTTCCAAAAGTGGCCTC 
TTTGTCTAAAACAATAAAATTTTTTTTCATGTTTTAACAAAAACCAATCAGGACA 
GGTGTTTGTTTTTGTTTTCTTTTTTATAAATATGAATATATATAATATATATGTCCC 
TGTACATATACAATGTGGGTGCTAATGTGGAGACTGTGGCCGGCCTGAGCCACCA 

20 AGCTGCGGGACCCAGAGGGAGGATTTTACTGCAAGTCAGCATCAAAGCACCGGT 
GTTATTCTGAAAACACCAGTGGCCTCATTTTTGGCTTTTGCAAAGCATGAATTTTT 
. •>.-: ' TCATTTGGATTGCAeTTTCCTGGT^GATGACTGTACCTGTAGGTGGTTGTTAGTTT,. 

* C v :• GACT€.TTTTeAGGAACCACCCCG€AAGGTSAA i TTTAGAAGTTCTGTTAGCACTAT: - 

• "V V -sCTTGGTTCAACTTACTGCGATT^ 

25 CTGATACTACCAAGAGAACTGGAAGATGGATACCACACAAACTTCTTGTATAAA 
AATATGAATGCTGAAATGTTTCAGACATTTTTAATTTAATAAACCTGTAACCACA 
TTTAAGTGATCTAAAACCCATAGCATTGTAGTCATGGCAACCCGCTAAACTTTCT 
CATGCAACTAAAATTTCTGGGGGAAATGAGGGTGGGGGTTGTACATTTCCCATTG 
TAAAATAAGTGTTTTAAATGTCCTGTACTGCTAACGAATGACTTTCTATATGTCCA 

30 GGAGTTCTCCAGTGGAATAACTATGCACTACTTTACATTTCATGGGGATGCACAA 
AAACAAAAAAGTATTACATTTTTAGTTGCTGTTTGTACCAACCTTAAATTACATA 
TGTTTAACAACAACAAATCAAAAATCCTATTTCTATTGAGTTTTTAATACTGACTA 
GCAACTCTGAAGTCTTAATTCCTTTTTTGTTATGATTTATTTGTGAGTTTACATTTT 
TAAATTGTTTAACTTTCTTAATTTAGTAATTAAAAAGAGAGCATTTTACATTTGAN 

35 AAAAAANAAAAANGGGCGGCCGCCGACTAGTGA 

SEQ ID NO: 513 

>15354 BLOOD 337518.7 Z32765 g525231 Human CD36 gene exon 15. 0 
AGAAGGGAGACCTGTGTACATTTGCTGATGTCTAGCACNCCATATGGTGTGCTAG 

40 ACATCAGCAAATGCAAAGAAGGGAGACCTGTGTACATTTCACTTCCTCATTTTCT 
GTATGCAAGTCCTGATGTTTCAGAACCTATTGATGGATTAAACCCAAATGAAGAA 
GAACATAGGACATACTTGGATATTGAACCTATAACTGGATTCACTTTACAATTTG 
CAAAACGGCTGCAGGTCAACCTATTGGTCAAGCCATCAGAAAAAATTCAAGTAT 
TAAAGAATCTGAAGAGGAACTATATTGTGCCTATTCTTTGGCTTAATGAGACTGG 

45 GACCATTGGTGATGAGAAGGCAAACATGTTCAGAAGTCAAGTAACTGGAAAAAT 
AAACCTCCTTGGCCTGATAGAAATGATCTTACTCAGTGTTGGTGTGGTGATGTTT 
GTTGCTTTTATGATTTCATATTGTGCATGCAGATCGAAAACAATAAAATAAACCT 
GGCTCAAGCACAAACCAATTTGTGTTGTTCTGATTCAATAATTGGTTTCTGGGTG 
GCCAATTCAGAAGAAGAGTGTACATGCTCAACAAATCCTAGGCCCTGCATTCCTG 
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TCATCCTCATCCGGGGGAAACACCATCATCCCAGTAGCTGCCCTATTCAACTGCA 
ACAGTCTCCAGGACCATCAGTATACTGCATTTCATGTGCACCAAATATTTTGAAA 
GACATTTATAAATAATTGGCTTATGACTCATATTTCTCTATGAATACCTTCATACA 
GCAGGTATAACTCTTTTCTTTATGGGCTTAAATATTTTGTCACTGATCCTGCAAAT 
5 GGACATCATTTTAGCACACTAGCGGTTTATATTTTAAGGACCTTCATTCTCTGTTC 
TGCACCTCTTCTGGAAATTGAGTAAATTTTGCTTTTTTTTTTTTACTCAGTTGCAAC 
TTACGCTTGGCATCTTCAGAATGCTTTTCTAGCATTAAGAGATGTAAATGATAAA 
GGAATTATTGTATGAAATATTACAAAGCGTAGACTATGCATTGTTATTCATTATA 
ATATTTTTTGCTGTCATAATCGCCTCATAAAGACAGGTTTCAACCATTAAAATAT 

1 0 GTTCTTCCTTAAATTCCTGTGCTTTTTCTAGTTCCTCTTGTGTCATAAAATGTTTAT 
CCTAATTTTCTCTCTGAAGTATATTTTATCTGAATCCACATTTCTTTATAAATCCAT 
AGTCCTTGCTGAAATATGCTTTCTAAATTTCTACCACTTTGTTCTAGGCTAATTTT 
TTAAGCTAATTGGATGAAGAACAAAAAGACATTTGGTTTCATCCTTTACAGCAGT 
AGGACAATTGCAAAGGTTTTTCCTTTTTCATAAGGAGACACATTAATAGGTAACT 

1 5 CTGTTTCTTGAGCAGGGGTTCACTTATTCTGAGAGCATTAGTTCTCCTAAAAAGCT 
CCAGCATAGAAAGGGAAGATAAACCAAATTCTAGCTTGTGTTTTACCCACAGAA 
GGATACAGGACAAAGGAATAGTAACTGGCCTGTTTGGATACTAAAATTGAAAAT 
AACTTTTAGCCTCCTCCTTATGATAGCCGCCAGAGTAAATGTTGAGCATTACTAC 
AGAAAAGCCACAAACCAAGAATCTACCTGTTTGGAAAGATCTTTTGCATCTCTGA 

20 AGGTGCTTAAAGCATACTTTAGTGCCTTTCCTTTTAACTGGGAAGATAAAAGAAG 
TATCTGTCCAAGATATTAATATGTAAGATAACATTGTAGACATGTTCTTCTGATA 
;•: - : -> ATAGAAGGTTTATTCTAr.TTGCATTAGGATAT.TTGTGGACATG/TCGATGTAATAT A 
V ■■ . AAGGAAAGTTTTTTAATGATTGAGGGATGTAGGGeTGAGTTATATAATGTAGAAA 
'■\ '. * ! .■ K' GTTCT AAAG AT AATTGG AjCG AGAAT A^EAG AT ATTG ACCTGT AT ATT ATG ACT AAT ' 

25 CATGACTCAGATCTTAATACAGGGATGATCTCATAGCATTTAGATATCAGAAAAG 
GTTTTGACCTATATGTCTTTAATATTTTTTGAATACATGTATAATCTTTATCATTCC 
TCAGTGTTTCATTTCTCAAATTCTGTAAAAGGAATATAAGAGGAAAGACAATTCA 
TATACAAAGACAACGAGATTAAAAATATGCAGTAGGAAAAATAATTACTTAAGG 
GGAGATTTTTTTTACATGAAATCTGGGCTTTGGATGTGTGTGTGTGTGGTGTGTGT 

30 GTGTGCACATATGCACTGTGGTGGGAGTGGGGCAACTTGGGGAATATGTTACAT 
GTGTGACTTTGTTTTGCCCTGGCGAAGTTAATGTTGTTCAGAAAGGGTAAATGTT 
TGGACACTTGCAATTGCTCATGGATGAATTTATATGTTTTAGTCATAGAAAAATT 
GTACCCTTTGATAGAAGCACATTTTCTTTCCAAAGTTGGTTATTAACCACAGAATT 
ATAGCAGGTATTCATAACTTAAGTTTGAAAATCAATAGCGTCTGCAAATGGATTA 

35 ACAGATTAGAGAATCAACAGCATCGGAAAATAGGTTAATGCATATTGCTTCTAA 
CAAGTGCATGAAGAAATAGAAGAAGCTATGTAGCTTTCAGTTCTGACAGAAAAG 
GGTGAAGGAGGGTATCATTTCAAGAAAAAAAATAGCTATCACGCAATGGTTATC 
TCTGAAAATATTTGTATTAAGATGTGTATACATGGCCAGGCATGGTGGCTCATGC 
C 

40 

SEQIDNO: 514 

>15389 BLOOD gi|1186305|gb|N45139.1|N45139 yzl3gll.sl 

Soares_multiple_sclerosis_2NbHMSP Homo sapiens cDNA clone IMAGE:282980 3', 
mRNA sequence 

45 CTGTTCAAAACAGTTTATTTTATTTTATTTTTTTTTTTGTCAGACAAACACATTGAT 
TTCTGGACCACAGTAGAGGATGGAAACCTTTCACAAACTTATTTATTTGAAAATA 
CAAATATAAAATTATACTTTCCACATCTGTGATGTGAGAGACTGCCATCCACATA 
GTAATTTTTTACAACAGGGCTTTAAGAAAGCCACACACAAAGACCTGAAAGATG 
CTTAGATATATATATAGATAGATACATATATATGTATATATAT 
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SEQ ID NO: 515 

>15418 BLOOD GB_N46975 gi|1188141|gb|N46975|N46975 yv28fl2.rl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE :244079 5', mRNA sequence [Homo 
5 sapiens] 

TTGGTCAACCACGCCAAGGGANNTNTCAGACTCCTTTCACAAGCCAGCTTCTGAC 
CCAGGCAGCTGACCCTCACCATGGACACTACAGGCCCTGGAATGGCCAGGGTGG 
ACCAAAAGCCATGCCAGCTGGGCATGACCCCAGGCAGCCAGCCACAGGTGANAG 
GGGGCTTGTTGGCTGAGTGATCTGCAGAGGAGANAGCAGCCCCAGC 

10 

SEQ ID NO: 516 

>15620 BLOOD 238262.4 Incyte Unique 

TGTGCTCCCATCTTTACCCAGCCACTGTGTCCAGTCCATGGTGCCCCCATCTTTGC 
CCAGCCACCACCTCTTGTCTGACTCCCCGTCCTCCCCTTGGTGCTGGGCTCCTGCC 

1 5 TGTCCCTCCTCTGTCAAGTGCACCTGGACCTGGGAGTGACCTTGGAGTGACCTTG 
ACCCTGGCAGCTCCAACTCTCAACCCGTCAGCCAGGCTCCTTGAAACCTGGCTGG 
AGGGAAACGGCAAACCCTGCCACCTGGAGTCGCCTAAAATTCGCAGCCACGGTC 
CTCCAACAGGCCCCACGCTTCCCGCCAGTCCAGCACATTTCCTGGTTAATTTATA 
ATTCTGTTTTCCCAGGCAGCTATTTTGCAATTTCCAGGCTCAACAAAGCCTCCAAC 

20 AGTTCTTCACCTTCCTAATTCCGAGCTGTTGCCCACATTTGTTTATTTTATCAAAA 
GAACTTCCGGGCCGGGTGCAGTGGCTCANNNNNNN^ 
: : •■ VNNNNNNNNNNNN^ ' 
■ ':AATGGGAAGTGAAlTTAAGTAGATGaAGTAAGGTTTTTTTT.CTTTAGTTGTAiJvAAA- 
' AGTTACAGTTTACTAATAAA.GTTAAGTCTGGTTCTGTCeTAGAGGAAATAAAT.TGv 

25 ACTATTAATTCATGTCTTAAGTTACTTGGGTTAAAACACTTTCAGCCACCCAGATT 
AATTAAAGTGGAGCAGTGGAGCCCCTGGCTGGGAGATGGCCTCCAGAGGAGCAG 
CTGCAGGGCATGTTCTGGGCTTAGCGACAGAGGCAAGCAAGGGACTGGTGTCTC 
TGGTGAGAGGTGGGTTTGATGTATCTCTGTCCTATGCTGGTCTCTCTTCTCCTTTA 
TAAAATCCTCTGTGGTCAACTGACTACTGCGTATCGCAGTGGAATAAGACTGCAC 

30 AGTTGCTGGTAGGTGAGTTTAAAGTCTTAATCTATGCATTCAGAGAAATATTTTT 
ATATGCTTTGTGTAATTTATAACAAGGATTTTTTTTTTAGCTTTGTTAACTGTGAA 
TTCACCCCTCCTCCTCCACTGCATATTTAAAGCATGTGTTCACACTGTGTGTAAAC 
ATTCACTGAAGATTTTTTCTTTGTGCATTGCTGACTGTTCAAACATAACAAGTATT 
ATTAAAATTAAATATTAACTGACTCAAAAAAACAAAAAAGAAAAGAAAAAAATT 

35 GGAA 



SEQ ID NO: 517 

>15743 BLOOD Hs.75277 gnl|UG|Hs#S 1569956 Homo sapiens mRNA; cDNA 
DKFZp586M141 (from clone DKFZp586M141) /cds=UNKNOWN /gb=AL050139 

40 /gi=4884349 /ug=Hs.75277 /len=33 12 

TATTATTCTGATGGATACAGATAATGATCTTTTCTCTTGTGAGGTATCTTCATTTA 
TGCACTGTCCAAAAATAGCCATGTGTAAGAGTCTTTCTGTATGACGAACTACATG 
GAAAAGACTTCTGTGGACATAATTCTGACCGAAACCCATGAAGTTACTTCAGTAT 
AAGAAGAACGTTACACGGAAATCACCAAATATTTTGCAACTTTATTTCTTCTGAC 

45 ATGGAGTGAACATCAATAGGAATACTTTCAAAGAAAATGAAAACACAGAAGCAA 
AGAGAAATGTGGCACTTCACATTTTAAACTACAGATGGACTTGGTTTGAGGGAG 
GGGGAATCACAGATTTGGTGCTAAGTTAATTAGAAACTGGCAGCGTTTTACAGTA 
GTACACCAGCCTGGATGTTTTTTCTAAAATGTTTACCTGGGAGAGCTGGGGTTTG 
TTTGTGAGGAGAAAGAGTACTGTGGAAAACCTCTGCTTGAGTACCATGTGGCCA 
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GGCCTATGTGGATGGCTACTCCGTGCTGTGCGGCTTCACCAGCGGTTGGGATTGG 
CCCAGCTTGGAGTGCTTGTGTGGTCCAACCTCAGTCTGGCCCCATAGTGACTTTT 
GCCCCATGATTCTGCTTCACTGTTGGAATCCTCTTTGAAGTTCCCCCTCTCTTTGC 
TAAAGCAGTGAAGGAAGAGAACAGAGACAAACTCTTTGGACTGTGAAAGAGAA 
5 GGTAGAGAATTCCAGGCAACAGTCTGACCAAGGGTGTAAACCAGTTTATTATAT 

TTTTTTTTTTTTTACCCTTTTTCTCCTTAGGCCAAGTTTAGCTTATTCTTATCTTTCC 
ACCCAAACACCTACACAACGTTTAGGCTTCCTGTAAGGTTTGAATGAGACAGATG 
TACTCTGAAGGCTGGTGGTAAATGTGTTTGATGACCAGACTCTTCATACAGTCGG 

1 0 CTTGGGCCACTTTAAAGGACAAAAGCCAGAGCTCAGCTTTATCCCTCTCCCAGTG 
CTGGGAGCCAAAAAACTGTTGACAGTTTTTTGTGCAGCTCAAGAAAACTTTGAAA 
AGAACATGCTTTAACTGAAGCATTGGACTCTGCAGCTTTCTGTGTAAGGCCCGTG 
TACTCCCACTGGGCAGGGTGAGGACCAAAAATCTGAAACTCTTATGAATCTGAC 
ATATTATATGGAAATTATAXCTTGTGACCGTCTTCAAGTGCATGGACTTAAAATT 

1 5 C ATGAGAGACTAAATGTGAGGGAGAGGTGGATTTAAAGAGGCC AGACCTTAACC 
AAAGATGCTGAGATACAGCATTCTGTCCCCCCTGCCCTAGAAACTCCATAAATGC 
TGTCACAACCCTATCATTGCTGATGCTTTCTGCATGTCAGCAGTCCAGGAGGATG 
CTTTTTGTCTCTCTTTGCCTCCACTTTACAAAAGATAATATGATAGAGGCAACGTT 
TATAACAGTCACATTTAATTATAATGTACATCAAAGGCAGAATTTCAGAATGGTT 

20 TCTTAAATTTCCTTGGGAACGGTTTCCACATATCAGTTATAGACAAAGGCCATGG 
GACTATGCTAAACCAATAAAACCTTATTAGCAAATCTTTAGATTCTGACTTAGCC 
s V> --; . ;. AGAGCATGTGAGTGTTGAAGXACAGTTTTACAGTGGGTAAGGTTGTCTCTTGATPGv 
' u ■ . : TTT*TTTCTGCGTTGTGTGATGAGAGAT>GCTATTTCTGTTTTATTGGTGATTATAGGA • 
' ' ■ *. •-■ ' GAGTTCTAATAGATAAATGAACGGGTATTGGTGGCTCTTTATTTTAAAAAATTTG '• • 

25 AAGAAAAGAGCCACOTCATATTCATAGGGTGTGTATTTTTTGAGTGTGAGCATTT 
AATTGAAAATAAGAAAGCTATGAAGTAAATGTTAACTTCTCTGTAGCAGCTAATG 
CATAGAGACACTAAAACCCACACCACATTTTGTGGGAAATGAGGATCCTGATCCT 
CTTTTGTCCTCTCCAGGTAGTCTCGCAGGTTATGCAGCTTAAGTTCAGTCTTCTTT 
ATGCTGCGATTGATTTCCACCTCAGTGGCTTAGCCTTTGGGACAGTGGATACTGC 

30 AACAGCCAAGAACTCTTGGTTATCCGCACAAGCTGCTGGTAGACTACATTAGCCC 
TCTGGTTTTCCAGCTCAACCTCTGATAAAGTGGACTGAGAGCCACGCTGCTCAGT 
CTGTTTCGTCAGCCGACTCAGGTTATTTTCAGGGAAGGCATGGAGGCATAGTTTG 
GTTAGTTTCATCACTAGGATGTATAAGGTGACGACACAAACCAAATACCTTTCTT 
TCATCACTTAACTATACGTACTTTATCTCTGGTAACACTAGAATGCTGTGGTCTTG 

35 AGGGAATGTTAGCAAGGAACACATAGAAGATTTGGTGTTTCATAAGCCTGTCTA 
GGTGTGGCAGGTTTTGTGTGGTACACTGATGTTTACCATAAGCAGGTACAAGCTT 
CATGAACCGTTCTTAATGAACTATAATTGAATAGATACCAAAAATAGAATGACA 
AATGTATTTTAATAGCAGATGAGGCAGTTTTAGGATGAATTTTCCACTGTTGATTT 
TACTTCAAGACATAGCAAGAGAAACAAAATTTTGTTTTCAAGACATTTCCACTGC 

40 AGTTTCAAGCTGTAGTGGGCATATGCTTCATTTACTTCCAAAGAGGCAAAAGCAG 
CTGGAATTGGCTTACAGCACATGCTTTGTTTCATGTTATGGGTGAGGACCTACAT 
ACACTCTTACTTTAGCAGTCACTTAACCTTCTCCAGCAAGGCAGTTGTGGGGTTC 
ACTAGGATTTAGTGCCTGATCTTTTTTTTGGGAAGGGGCGGGAATGAATGTGTTG 
GGGCTGGGAGGGAAGCAGAAGAAAATGGGAGTGTGAGTGAGTGTGCATGTGTCT 

45 GAAGTTCACCATTGCCCCCACCTGCACCTAGCAAGGAACAGGTGTTTGATGTATT 
TTGCTCATGACTGCAGTATGCATGTATTTTTTTCCTTCTCTGTGTTTTCTAAACTTA 
CACTAAAGGATTCATCAAATCATCTTGTTCAGATGGCTCAGGATTGTATTTATTTT 
GCTTACCCCGTGCTCTTGGGTTCTATAGTATTTCTATAATTATGTAACGAGAATAG 
TGTTGCACTGTAATCTATCATATAGAGCTATATGTATGGAAAATTTTGATCAATTT 
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TTTAAGAAATGTATCCTGTTTGCAAAGGCACAGTAAAGTTGCATCTTATAGACTA 
TAGGCAATAAAGCTAACAATAAACCTTATTTAACACAAACCAAAAAAAAAAAAA 
AAAAGG 

5 SEQ ID NO: 518 

>15833 BLOOD GB_N63635 gi|1211464|gb|N63635|N63635 zal6cl2.sl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone EMAGE:292726 3' similar to gb:M54915 PIM-1 
PROTO-ONCOGENE SEPONE/THREONINE-PROTEIN KINASE (HUMAN);, mRNA 
sequence [Homo sapiens] 

1 0 TTTTTTCC AGGTTAGAATGCGCATCTTTCAAAAAAAAAAAAAAAAAC AGGTAAA 
ATAACTTAAAGGCAAAATTTCTTAAAAATTAGATCCACTACAATCTTTTTGTATA 
CTACCATGCCAACTGTACACACATTTACAGCTTTTCTGTTGATTGCATTGTTTGTG 
CATTTTTTGTGTGTGTGAGGTCTTGGCTTTGAAACAGTTAAGTAAAAACCAAAAA 
GGAAGACCAGTTCNCNCGGAGTTTTACNAAAGGAGGCAGAAAAAAGGGCAGGT 

1 5 GGCCCAGCGTTTGGCCCAGTAGCCNCTTCCATGGCNCCTTTC 

SEQ ID NO: 519 

>15915 BLOOD 233764.7 Y12711 g6759555 Human mRNA for putative progesterone 
binding protein. 0 

20 GCCTAGCGCGGCCCAACCTTTACTCCAGAGATCATGGCTGCCGAGGATGTGGTGG 
CGACTGGCGCCGACCCAAGCGATCTGGAGAGCGGCGGGCTGCTGCATGAGATTT 
TCACGTGGCGGGTCAAGGTGGTGGIlGCTsTGGGGTCTGCATCTTCGTGCTCTASAAe 
;•• *':''ATCGTGGGCGAGTTCAGGGCCGGCGAGGI V GGGGCGGTTGGACGGGGTG€AGGAGC 
\ XGGGGGAIACTCATGGGCATCAACGGGAAGGTGTTCGATGTGACCAAAGGGGGGA 

25 AATTGTACGGGCCCGAGGGGCCGTATGGGGTCTTTGCTGGAAGAGATGCATCCA 
GGGGCCTTGCCACATTTTGCCTGGATAAGGAAGCACTGAAGGATGAGTACGATG 
ACCTTTCTGACCTCACTGCTGCCCAGCAGGAGACTCTGAGTGACTGGGAGTCTCA 
GTTCACTTTCAAGTATCATCACGTGGGCAAACTGCTGAAGGAGGGGGAGGAGCC 
CACTGTGTACTCAGATGAGGAAGAACCAAAAGATGAGAGTGCCCGGAAAAATGA 

30 TTAAAGCATTCAGTGGAAGTATATCTATTTTTGTATTTTGCAAAACCATTTGTAAC 
AGTCCACTCTGTCTTTAAAACATAGTGATTACAATATTTAGAAAGTTTTGAGCAC 
TTGCTATAAGTTTTTTAATTAACATCACTAGTGACACTAATAAAATTAACTTCTTA 
GAATGCATGATGTGTTTGTGTGTCACAAATCCAGAAAGTGAACTGCAGTGCTGTA 
ATACACATGTTAATACTGTTTTTCTTCTATCTGTAGT 

35 

SEQ ID NO: 520 

>15974 BLOOD 981864.1 Incyte Unique 

AACTAATATTAAATAGTAAATTTAATGTGTATTAATATTGTCATATAATATTGTA 
ATTACTCATGTAAATGTAAATATTACATTGAGGATATAGTAAATATTAAATTTAC 

40 TATGTCATTGAGGACAGTATTTCAAACTAGCTTTTTTAAAAAGAAAAACAGAAGA 
TGGCAGTGAATAGAACAGTGATTGTTCATACTACTTGGATCTACTGCCTTAATTT 
ATACTAGGATGTCAATCCACCATTGATTTTGTACCATCAGTGCAAATGTCAACGT 
AGCAAAAAAGGCAAATAATGTCTGAGTACTATTACTAAAATAATTTTGACTTTGT 
CAAGCCCTGAAAGGGTCTCCAGGACCCTCATGGGGTTTGTGGATCAACTTAAAG 

45 AACCATTGATAAAATCAAATGAGCAAACTGGGCTTATGTTTCTTGAAAATATTCT 
GGG 
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SEQ ID NO: 521 

>16020 BLOOD Hs.30211 gnl|UG|Hs#S2005168 EST382554 Homo sapiens cDNA 
/gb=AW970473 /gi=8160318 /ug=Hs.30211 /len=707 

ATTTGGCCCTCGAGGCCAAGAATTCGGCACGAGGTTTTTCTTTAGGCTTCTCATG 
5 CATATGAATATTTTAAGCACGAATGGACTACTAAATATCTGAGTTTTTTTTTTTTT 
AAAGATCCTAACAGAACATAGCGTAACAATATTGGTCTTCCAGGTGTTACTCATT 
TCAATTATGTGTAGTATACCAGGACAGACCTATTTTCATGTCTTATTTCTTTAAAG 
AGCTGCTTCATTGGCCGGGCGCCATGGCTCACGTCTGTAATCCCAGCACTTTGGG 
AGGCCGAGGCGGGTGGGTTACTTGAGGTCAGGAGTTCGAGACCAGCCTGGCAAA 

1 0 C ATGGCGAAACCCCATCTTAACTAAAAATACAAAAAAATTAGCCGGGTGTGGTG 
TCACGCGCCTGTAATCCCAGCTACTTGGGGGGCTCAGGCAGGAGAATTGCCTGA 
ACCCAGGAGGCGGAGGTTGCAGTGAGCTGAGATTGGGCCACTGCACTCCACCCT 
GGGCGACAGAGTGAGACTCGGTCTCAGAAAAAAAAAAAAAAGAGCTGCTTCAC 
ATATAAATGTCTATAGCTAGTAGCCTGGCCCTTTAATGTTTAATTTGAATAGATAT 

1 5 ATCTGTTTTCCGTGAATTATCTTGAAAGTTTTAAAC AAAATGACCTC ATAGTTTTT 
AAATAAAAATATTATTTACCTAAAATGTGCTAGTAGCATCTTTGCCCAA 

SEQ ID NO: 522 

>16166 BLOOD 346280.34 AB020692 g4240258 Human mRNA for KIAA0885 protein, 
20 complete cds. 0 

TTTTTTTTTAGTTTCTCAAAAATCAGTAAAACTTTATGGGGTTCCATTCTTTCGCC 
;.' i :• ; ATTAAGAGAAAAGTGGAGAAAGGAAAAATGTTLCGGTGTTTACAAAGATAAAGT ^, 
•• :• GGGCa'G^KrAGGCAGAGATGAAAACeTCJAAACTGACAAGGGGGAABATAAAAeG- ' 
<>;•: GG-GGTCCCGGAGATCCCCTGAGCLGAGCCTTGTGATCTTAGGACAAAGGGTTGGA. '? 

25. GTCCACTGGCCAGGGGACCCTGTATATGGCCAATTCAAGAAGAGGGCCAAGAAA 
TCAGACCCATCCATTCCCGTGATATAAAGTTGAACAGAAGCTACACCAAGGGTC 
AAGTGTCTCGTATTTTACAGGACACAGTAACCAGGCGGCTACTTATAAAAAAAA 
ACAAGATTCATTTCAGGCACAACTTTTTTATTTTTTTTTTGTTTTGTTTTTAAATCA 
GTAAAAGAAACCGGGTCCTAGAAGCTGCAGTGATCTAAGCAGCAGCAAGTTTGT 

30 GCATTCATTTTTTTTGTTTTTGTTTAAATATGTTTAAATTATCACACTGCTGGCACT 
CCTCATTTGCATGAAATTCTGCACCATACTTACTAATTCGTAGTAAAGTTACCCCC 
CAACCCACGAAAAAAAAACCTACTCTGGAAGAAAATTTTCACTGAAATATAACC 
AAACTTCTTTAAGTGGGATTGTGACAAGATTATAAATGATATGAAAAATAACATT 
TTTAAAATTTGGCCATCCAACTTTANAGAAATGGTTTGCCCTATACAAATTTTTGT 

35 AATTTTTAAAAGATAATATATTCTACCCTCATATGGTCCTCAGAATTAAGCATAA 
TGAACAGGAAGAAAAGGAAAAGAATGCAACTGAGTGCTAAGGCAGAACATCTT 
GCCAGAAGTAATTAATGAAGGTAGAGTATATAATGAAAAGTGCAGAATTTCATA 
GGGCCAACAAGATAACAGTCTATATTTTTCACTTACACAGGCAAAGTGGATTCTG 
CAATTACCAGTTGCGTTAAATGCACCAAATAAAGCTCCTAAAATTGATACTATAA 

40 GGCGCCACCTTAAGTTTTTCCAGGCTGCAACTGTGCATTATTTAAAATGGTTTTCT 
TAAATTTATTTATTTTTTTAAACATAACACGAGGAAGGTGTTAAAACTGGTGTAA 
TAGCTCAATAGAATAAGTATTCCAGATTTCGGGAGGGATGAAGAGGGAGATATT 
CAGAACCCTTCACCAGATTCCCCCCAACTTGATCATAGTGGATTAATGGTGTGCT 
TTGTGGATGTGGTTAGTCAATGACACCAGCTTGACGGATCTTTCTTTCTGCACCA 

45 AACCCCATTGAGTTATCTGGTCCCCTTGGCTGACGAAGAACCATTAGGCGAGGAG 
CACTGGCATCATCCAGAGTGATATTCTTCAAGCGATTGACCAACCGATCAGGTCG 
AGGAGCTGCAACAGCCTTGGGGCCCTCACAGACTCGCCAAACATTACAGGCGCT 
GCACTTGCCAGTGCGCTGATTAAGAATCACTGAGAACTCCACCTCATCTCCTGCC 
TGTAGCTCAATGCCATCCTGAACTTCTTTCACATGGAAAAAGAGCTTCTTGCTAT 
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CTCCTACTTCATAGTTAATGAAGCCAAACTGATCTTTCACACATTCCACTGTGGCC 
CTGCGCAGGGGTGTGATGTTGTAAGCCATAGTTTGTGCATTTTGGCCCAGGACAC 
ACAATTGGAACTTGACGCTCTCCCCTTTCTGCAGGCAATCCCCTTTGTTGGCCATC 
CCAACGATGCCAAATGGATAGACCTCACCTTTCATATCGCCCTCCTCCACAATCT 
5 CAATCATTCCTTGGTACTCAGTCTGTGTTGGATCAACACTCCTCAGGGGGCGAAT 
TACTTTGCCAGAGTAAATGGTGGGATCAGCTTCCTCAGTAATGCCATTCACTGAG 
TGTGTTTTGTTCACTTTTTCTGCACTGACTTTGTTGCCTTTGCCTTTGGACAAGCTA 
TACTCGACCATGTCCCCCAGTTCCAGGCTATCAACATCACCAGAGAACTCACTGT 
AATGGAAAAAGATTTCCTTATCATGATTGGCTGTTTCAATAAATCCAAAATTATC 

1 0 CTTCAGAGTTGCCACATAACCCAAGAGCCTCTTGGAGTTAGAATTACGACCTAAA 
AGTCGCACACAAGTTGCAACCTGCTGTCCAGGCCTCTGTTTGTCACTAATACTAA 
ATTCAACCTTATCTCCTATTTGAGGAGAAGTAGATCCTTCCACATCCTTGGCTTGA 
AAAGCAATAGTCAGTTTCACCCCACAGTCATCATAAGCAATAATGCCATCCTCAG 
CCTCCTTCTCTTTGCCTTTATTTGGGCTAGTGGTTTTAGGATTGGAAAAAGTGGCT 

1 5 TCTTTTTCTACCGTGCCCAGAAAACGGTGATCTGAATGGGAATGAAATGAAACCG 
TGCCCTTGGGAAGTTTTTTAATCCTAATAGCATGATTTCTTTGAGCAGAGAGCAT 
ATCAGGAACCACAGTAAACTCTACTTCATCTGCAATATGGAGCTGGTTCCCATCC 
AGAATTTCACTGAAGTGGAAGAACATACGAACATCACGATCCACACACTTGATG 
AAACCAAAACCATCTCTCATGGCAGCAATCACACCCATTTCTCGGGCTTCATTAG 

20 TGAACTGAAATGTATTTGACAGAACTTCTATATTGGTTGCTCGCTCTAATTTGTCA 
CGTCGGTCTGTTGAAATATTAAACCTAACATGGTCACCTTCCAGCAGGGTCACCT 
. T« 'ril'GGATTTGGGTATCTTTGTCTGCAAAGGGAAGTTGTTTAGGGATGAGAAAGTCAA' , 
.- ^GTTEGATGSGTCCTGGeAATGGG^G^^ 

;■ \ , ' A . •l^GTTTGGTTAGAGTTCCTTCAAAATGTTCAATGCTGATATCTTGAAAAANGGAGT -. 

2S . GTTCCTTGAGGCAAATAGNCTGACATCTGTTGCAACTTNTTTNACCATMrCTGTCC 
GTGATTGTNGAATTCCACATCATCGCCAGGCTGTAAGGTTTCTAAGTCACCCTTA 
AATTCACTATAGTGAAAGAATATCTCTTTTACAACATCACCTCTTTCAATAAAGC 
CAATGCCTCCTTCATGGCACAAACTACTCCCTGACAGCGGGCTTGTTTCTTTTTCA 
ACAGTATAATGTTGCGAGCACTTACAGCACCAGTATGTTTATTGTTATCAATTAC 

30 AAAGTTTATTTTATCTCCAGTTTCCAGCTGAACGTTCCCTTCGACATCTTCAGGGG 
TGTAAGTCAGATAAAACAAGAAATCCTCCCTGAAGAACGAATGAATGGACAAGA 
AGTGTTTTATCTGACTTACACCCCTGAAGATGTCGAAGGGAACGTTCAGCTGGAA 
ACTGGAGATAAAATAAACTTTGTAATTGATAACAATAAACATACTGGTGCTGTAA 
GTGCTCGCAACATTATGCTGTTGAAAAAGAAACAAGCCCGCTGTCAGGGAGTAG 

35 TTTGTGCCATGAAGGAGGCATTTGGCTTTATTGAAAGAGGTGATGTTGTAAAAGA 
GATATTCTTTCACTATAGTGAATTTAAGGGTGACTTAGAAACCTTACAGCCTGGC 
GATGATGTGGAATTCACAATCAAGGACAGAAATGGTAAAGAAGTTGCAACAGAT 
GTCAGACTATTGCCTCAAGGAACAGTCATTTTTGAAGATATCAGCATTGAACATT 
TTGAAGGAACTGTAACCAAAGTTATCCCAAAAGTACCCAGTAAAAACCAGAATG 

40 ACCCATTGCCAGGACGCATCAAAGTTGACTTTGTGATCCCTAAAGAACTTCCCTT 
TGGAGACAAAGATACGAAATCCAAGGTGACGCTGCTGGAAGGTGACCATGTTAG 
GTTTAATATTTCAACAGACCGACGTGACAAATTAGAGCGAGCAACCAATATAGA 
AGTTCTGTCAAATACATTTCAGTTCACTAATGAAGCCCGAGAAATGGGTGTGATT 
GCTGCCATGAGAGATGGTTTTGGTTTCATCAAGTGTGTGGATCGTGATGTTCGTA 

45 TGTTCTTCCACTTCAGTGAAATTCTGGATGGGAACCAGCTCCATATTGCAGATGA 
AGTAGAGTTTACTGTGGTTCCTGATATGCTCTCTGCTCAAAGAAATCATGCTATT 
AGGATTAAAAAACTTCCCAAGGGCACGGTTTCATTTCATTCCCATTCAGATCACC 
GTTTTCTGGGCACGGTAGAAAAAGAAGCCACTTTTTCCAATCCTAAAACCACTAG 
CCCAAATAAAGGCAAAGAGAAGGAGGCTGAGGATGGCATTATTGCTTATGATGA 
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CTGTGGGGTGAAACTGACTATTGCTTTTCAAGCCAAGGATGTGGAAGGATCTACT 
TCTCCTCAAATAGGAGATAAGGTTGAATTTAGTATTAGTGACAAACAGAGGCCTG 
GACAGCAGGTTGCAACTTGTGTGCGACTTTTAGGTCGTAATTCTAACTCCAAGAG 
GCTCTTGGGTTATGTGGCAACTCTGAAGGATAATTTTGGATTTATTGAAACAGCC 
5 AATCATGATAAGGAAATCTTTTTCCATTACAGTGAGTTCTCTGGTGATGTTGATA 
GCCTGGAACTGGGGGACATGGTCGAGTATAGCTTGTCCAAAGGCAAAGGCAACA 
AAGTCAGTGCAGAAAAAGTGAACAAAACACACTCAGTGAATGGCATTACTGAGG 
AAGCTGATCCCACCATTTACTCTGGCAAAGTAATTCGCCCCCTGAGGAGTGTTGA 
TCCAACACAGACTGAGTACCAAGGAATGATTGAGATTGTGGAGGAGGGCGATAT 

1 0 GAAAGGTGAGGTCTATCCATTTGGC ATCGTTGGGATGGCCAACAAAGGGGATTG 
CCTGCAGAAAGGGGAGAGCGTCAAGTTCCAATTGTGTGTCCTGGGCCAAAATGC 
ACAAACTATGGCTTACAACATCACACCCCTGCGCAGGGCCACAGTGGAATGTGT 
GAAAGATCAGTTTGGCTTCATTAACTATGAAGTAGGAGATAGCAAGAAGCTCTTT 
TTCCATGTGAAAGAAGTTCAGGATGGCATTGAGCTACAGGCAGGAGATGAGGTG 

1 5 GAGTTCTCAGTGATTCTTAATCAGCGCAACTGGCAAAGTGCAGCGCCTGTAATGT 
TTGGCGAAGTCTGTGAAGGGCCCCCAAGGCTGTTGCAAGCTCCCTCGACCTGAAT 
CGGTTGGGTCAATCGCTTGAAGAATATCACCTCTGGATGATGCCAGTGCTCCTCG 
GCCTAATGGTTCCTTCGTCAGCCCAAGGGGGACCAGATAACTCAATGGGGTTTGG 
TGCAGAAAGAAAGATCCGTCAAGCTGGTGTCATTGACTAACCACATCCACAAAG 

20 CACACCATTAATCCACTATGATCAAGTTGGGGGGAATCTGGTGAAGGGTTCTGAA 
TATCTCCCTCTTCATCCCTCCCGAAATCTGGAATACTTATTCTATTGAGCTATTAC 
:. -i ■ >: :%v^G^ • • 

•vf- < : >A¥iiMATTTTAA • 
■A A \r. VI, XAGT ATC AATTTTAGGAGCTTTATTTGGTGG ATTT A ACGC AACTGGT.A ATTGC AG ' ' 

25 MAATCCACTTTGCCTGTGTAAGTGAAAAATATAGACTGTTATGTTGTTGGCCCTAT 
GAAATTCTGCACTTTTCATTATATACTCTACCTTCATTAATTACTTCTGGCAAGAT 
GTTCTGCCTTAGCACTCAGTTGTATTCTTTTCCTTTTTCTTCCTGTTCATTATGCTT 
TAATTCTGAGGACCATATGAGGGTAGAATATATTATCTTTTAAAAATTACAAAAA 
TTTGTATAGGCAAACCATTTCTTAAAGTTGATGGGCCAAATTTTAAAATGTTATTT 

30 TTCATATCATTTATAATCTTGTCACAATCCACTTAAAGAAGTTTGGTTATATTTCA 
GTGAAAATTTTCTTCCAGAGTAGGTTTTTTTTCGTGGGTTGGGGGGGTAACTTTAC 
TACAATTAGGTAAGTATGGTGCAGAATTTCATGCAAATGAGGAGTGCCAGCAGT 
GTGATAATTTAAACATATTTAAACAAAAACAAAAAAATGAATGCACAAACTTGC 
TGCTGCTTAGATCACTGCAGCTTCTAGGACCCGGTTTCTTTTACTGATTT 

35 

SEQ ID NO: 523 

>16184 BLOOD 237729.6 AL1 17521 g5912037 Human mRNA; cDNA DKFZp434P0735 
(from clone DKFZp434P0735). 0 

CTCATTTGTACTTAGACAAAGAGGCAGCTGAACGTCTTTCAAAAACAGTAGATGA 
40 AGCATGTCTGTTACTAGCAGAATATAACGGGCGCCTGGCAGCAGAACTGGAGGA 
CCGTCGCCAGCTGGCTCGGATGTTGGTGGAGTATACCCAGAATCAGAAAGATGTT 
TTGTCGGAGAAGGAGAAAAAACTAGAGGAATACAAACAGAAGCTTGCACGAGT 
AACCCAGGTCCGCAAGGAACTGAAATCCCATATTCAGAGCTTGCCAGACCTCTCA 
CTGCTGCCCAACGTCACAGGGGGCTTAGCCCCCCTGCCCTCTGCTGGGGACCTGT 
45 TTTCAACTGACTAGGATGGGTGTCATGTCCCAGATTTCTGTTTGTACCAGCAGAA 
AGAAGAGGGCAAGTCATGGTTGGAAATAACCTTCTAGCCCCTGGTTCTATCCCTT 
CTTCCGCCCAGCCCCCCAGCCTCAAGAAAGAACCTCAGACTCTGATTCTCCTCTT 
CAGCCTCTCATCTTGAGCACAGTTCAGAACAGTGGCGACTGGAATCTGGTTTATA 
TTCATATTTGCAAAGACTACAGACTTTTTCTCCCACTTCATATTTTCATGCCCCCC 
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TGTTGGTTTTCCATTCTTAACTGTCTCCTTATACCTAAGAAGTTATGAAAATCATG 
TGTACTTCTGGAAGCTTTCGAAAGAATCTTGTCCCTCATGACAGCATTTTATCATG 
AAAGCAGCTTCTCCTTTCTGGGCTGGGCTTGTTCAAGTTCGGTGTGGGCTTCCACT 
AAGGCACTTGTCCTGGAGACGTTGGCTTTCCCAGCTGCATCTGCCCCAAAAGGTT 
5 GTAGGCACAGCTGTCGTAGCGTTGCCATAAAGAGTTTGCCAAATCTCTGATCCTC 
CCTTTCCATTGCTTCTCCTAGTGATGCACGAAGATTAGGTGCATTTATTTTGTAAA 
CAGATTGGAGAATCTAGCAATAAGATTCAAAGCTAATCTGGAGCATAAAGGCAC 
AGTTCAGAGACAGAATAACAGGGATCACAAGCATGAATTAAAAGGAATTTATTT 
GCTTCAAGTTCCTAGATACAACCTTCCCATGCTGCACTTCTCCACTGTCGGAGCA 

1 0 CGTTCCGAAAAACAGAATGCCTTGATCCCTGGTGGGTGCGAAGGCAGTTGTTAG 
GGATGGCAGGCATTGGTGGGCTCCAAAAGATGAAGGCCCCACACACAGGTGTGC 
TGCATTTGGGATCTGTGTGGGTGTTTCTTGGACCCTTTCTTCTGGGAGTAGGGTAC 
ACACTAACGTTTAATCCGCTGTCTGGGTGCATGTCCACAGTACGGTGGCTAAACT 
CGAACATCACTGCAAATAGGACGCTGAGCAGGTCCGTCTGTCATGTCACGCCACT 

1 5 GCACAGGTCCTTGTCCCCACACGACGGGGAGTACTTGCGTCAGATGTTATTGAAT 
AGCTCGTCTCGGGCAGGGGAAGCGGGGAGTTGGGGATATTAATTGGGGGTTTTA 
ATTCTATTATCATGTCAGCTGACATTATGACTATATAATGTAGTTAGAGACAATTT 
TTATCTTGCTTATAGTAAAGGTTCAGCCTGCCAATTGTAAATCATTCTAATTTGGC 
AGGCTTATTTTTGACATTGGAAAGGGCAGAAAGCGATTTGCCCCAGTAGTGTAAT 

20 AGGAGTTATAGACCAGAGGCTGAAACCCAAACTATATAAAAAGGAATTCAGTGG 
AGGGGGCTTTGTAATCTCCATTAATTTGTGTTGCTACTTCCAGGATCACCAAAAA 

v .. k v ^.tagatgtaattttagao:gttaaagacattg4aagataa.gctatgtttataaagg : . \ 

« ataaggggcttgcgttcgagaagctgtgctggttgtgatgaagtgagaagaatga .; 

• <>:■ .? .«* maagtc at agc ag atactc agttt aagtgtgtgt agaacgeagt agtgtttgagc^ k 

25 tgttattcagatttgaattcagactgtgtgttgtttgcttatggacactgcctgtc 
gttctgtcactgttaaattaatgagtctataaggtttttcttccagaggccatagg 
tgacatcactaaaattgcaagataaattgtaatctttgctgctgctgcactcccc 
aacctctcccccaccccccgtggtgtgctgctttctagatgagcgtgttttggagc 
aggcccatctgggacactctatgctttcaccaaggaagtgcgatctgagcagcca 

30 caatccagccaaaagaggatcgtagatatttgctctgatcaactagatgaaaat 
atagcagaatggatttagcccactgctctgttttatccaactgagtctctgacca 
gcaattggtgcataattattacagcaaaagttaagaaatgaaactgtagcaatt 
atgtaaatgaatgtgttggcctcttaatacctgttactagtggacttcctgtgag 
gaagttagttttttgttttgatgaaatgctttcgttttttaaatcttaattctgctg 

35 tccacatcctcccaaagtgtgcttacttcatttgtttaatttaaatgaactttcct 
ccttgtatgtatgaggtgacttggtgggtggggtgggtggtttttgtttttgtgtt 
ttttctttcttagggcatctgtaggcctcaaaggacctttcctttaggtcatattc 
ctcagaaagtcttcaatcttcccttgtttttgtttgtttgtttttcttaaagaatat 
tttcaaagcttaaatttgtatattaatttaggactatttagaagtataggctgtcg 

40 ttggcggcagcagtatattctgaaatgtctcatagatatatatttttgaataaag 
atggtgttgttgaac 



SEQ ID NO: 524 

>16303 BLOOD gi|1443464|gb|N90137.1|N90137 zbl7h09.sl Soares_fetal_lung_NbHL19W 
45 Homo sapiens cDNA clone IMAGE:302369 3' similar to gb:X17576 CYTOPLASMIC 
PROTEIN NCK (HUMAN);, mRNA sequence 

GCGNCCGAGTGGCGTCCTGGAGCCCTCCTCAGTGCTGAAGCTGCTGAAAGATGG 

CAGAAGAAGTGGTGGTAGTAGCCAAATTTGATTATGTGGCCCAACAAGAACAAG 

AGTTGGACATCAAGAAGAATGAGAGATTATGGCTTCTGGATGATTCTAAGTCCTG 
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GTGGCGAGTTCGAAATTCCATGAATAAAACAGGTTTTGTGCCTTCTAACTATGTG 
GAAAGGAAAAACAGTGCTCGGAAAGCATCTATTGTGAAAAACCTAAAGGATACC 
TTAGGCATTGGAAAAGTGAAAAGAAAACCTAGTGTGCCAGATTCTGCATCTCCTG 
CTGATGATAGTTTTGTTTGACCCAGGGGAACGTCTCTATGGACCTCAACATGCCC 
5 GCTTTATGTGAAATTTAACTTACATGGCTGAGAGAGAGGATGAATTATCATTTGA 
TAAAGGGGGACAAAGGTT 

SEQ ID NO: 525 

>16305 BLOOD 474565.9 M18391 g339716 Human tyrosine kinase receptor (eph) mRNA, 
10 complete cds. 0 

GCCCCCGCCCGGCCCGCCCCGCTCTCCTAGTCCCTTGCAACCTGGCGCTGCATCC 
GGGCCACTGTCCCAGGTCCCAGGTCCCGGCCCGGAGCTATGGAGCGGCGCTGGC 
CCCTGGGGCTAGGGCTGGTGCTGCTGCTCTGCGCCCCGCTGCCCCCGGGGGCGCG 
CGCCAAGGAAGTTACTCTGATGGACACAAGCAAGGCACAGGGAGAGCTGGGCTG 

1 5 GCTGCTGGATCCCCCAAAAGATGGGTGGAGTGAACAGCAACAGATACTGAATGG 
GACACCCCTGTACATGTACCAGGACTGCCCAATGCAAGGACGCAGAGACACTGA 
CCACTGGCTTCGCTCCAATTGGATCTACCGCGGGGAGGAGGCTTCCCGCGTCCAC 
GTGGAGCTGCAGTTCACCGTGCGGGACTGCAAGAGTTTCCCTGGGGGAGCCGGG 
CCTCTGGGCTGCAAGGAGACCTTCAACCTTCTGTACATGGAGAGTGACCAGGATG 

20 TGGGCATTCAGCTCCGACGGCCCTTGTTCCAGAAGGTAACCACGGTGGCTGCAGA 
CCAGAGCTTCACCATTCGAGACCTTGCGTCTGGCTCCGTGAAGCTGAATGTGGAG 
'••v* : " " GGGTGCTeTCTGGGCCGCGTGACGGGGGGTGGGGTCTAGGTCGCTTTCGAGAACGG 

f.:,U GGGTGGGTGTGTGGCCGTGGTGTGTGTGCGSGTGTTG-TACGAGCGCTGTGGTGAGi ' 
.\*>T ' ' ACGGTGAATGGGTTGGCCCAAT^GGGAGAGACTCTGGC^GGCCCCGCTGGGTTGG" r 

25 TGGAAGTGGCGGGGACCTGCTTGCCCCACGCGGGGGCCAGCCCCAGGCCCTCAG 
GTGCACCCCGCATGCACTGCAGCCCTGATGGCGAGTGGCTGGTGCCTGTAGGAC 
GGTGCCACTGTGAGCCTGGCTATGAGGAAGGTGGCAGTGGCGAAGCATGTGTTG 
CCTGCCCTAGCGGCTCCTACCGGATGGACATGGACACACCCCATTGTCTCACGTG 
CCCCCAGCAGAGCACTGCTGAGTCTGAGGGGGCCACCATCTGTACCTGTGAGAG 

30 CGGCCATTACAGAGCTCCCGGGGAGGGCCCCCAGGTGGCATGCACAGGTCCCCC 
CTCGGCCCCCCGAAACCTGAGCTTCTCTGCCTCAGGGACTCAGCTCTCCCTGCGT 
TGGGAACCCCCAGCAGATACGGGGGGACGCCAGGATGTCAGATACAGTGTGAGG 
TGTTCCCAGTGTCAGGGCACAGCACAGGACGGGGGGCCCTGCCAGCCCTGTGGG 
GTGGGCGTGCACTTCTCGCCGGGGGCCCGGGCGCTCACCACACCTGCAGTGCATG 

35 TCAATGGCCTTGAACCTTATGCCAACTACACCTTTAATGTGGAAGCCCAAAATGG 
AGTGTCAGGGCTGGGCAGCTCTGGCCATGCCAGCACCTCAGTCAGCATCAGCAT 
GGGGCATGCAGAGTCACTGTCAGGCCTGTCTCTGAGACTGGTGAAGAAAGAACC 
GAGGCAACTAGAGCTGACCTGGGCGGGGTCCCGGCCCCGAAGCCCTGGGGCGAA 
CCTGACCTATGAGCTGCACGTGCTGAACCAGGATGAAGAACGGTACCAGATGGT 

40 TCTAGAACCCAGGGTCTTGCTGACAGAGCTGCAGCCTGACACCACATACATCGTC 
AGAGTCCGAATGCTGACCCCACTGGGTCCTGGCCCTTTCTCCCCTGATCATGAGT 
TTCGGACCAGCCCACCAGTGTCCAGGGGCCTGACTGGAGGAGAGATTGTAGCCG 
TCATCTTTGGGCTGCTGCTTGGTGCAGCCTTGCTGCTTGGGATTCTCGTTTTCCGG 
TCCAGGAGAGCCCAGCGGCAGAGGCAGCAGAGGCAGCGTGACCGCGCCACCGA 

45 TGTGGATCGAGAGGACAAGCTGTGGCTGAAGCCTTATGTGGTACCTCCAGGCAT 
ACGAGGACCCTGCACAGGGAGCCTTGGACTTTACCCGGAGGCTGGTCTAATTTTC 
CTTCCCGGGAGCTTGATCCAGCGTGGCTGATGGTGGACACTGTCATAGGAGAAG 
GAGAGTTTGGGGAAGTGTATCGAGGGACCCTGAGGCTCCCCAGCCAGGACTGCA 
AGACTGTGGCCATTAAGACCTTAAAAGACACATCCCCAGGTGGCCAGTGGTGGA 
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ACTTCCTTCGAGAGGCAACTATCATGGGCCAGTTTAGCCACCCGCATATTCTGCA 
TCTGGAAGGCGTCGTCACAAAGCGAAAGCCGATCATGATCATCACAGAATTTAT 
GGAGAATGGAGCCCTGGATGCCTTCCTGAGGGAGCGGGAGGACCAGCTGGTCCC 
TGGGCAGCTAGTGGCCATGCTGCAGGGCATAGCATCTGGCATGAACTACCTCAGT 
5 AATCACAATTATGTCCACCGGGACCTGGCTGCCAGAAACATCTTGGTGAATCAAA 
ACCTGTGCTGCAAGGTGTCTGACTTTGGCCTGACTCGCCTCCTGGATGACTTTGAT 
GGCACATACGAAACCCAGGGAGGAAAGATCCCTATCCGTTGGACAGCCCCTGAA 
GCCATTGCCCATCGGATCTTCACCACAGCCAGCGATGTGTGGAGCTTTGGGATTG 
TGATGTGGGAGGTGCTGAGCTTTGGGGACAAGCCTTATGGGGAGATGAGCAATC 

10 AGGAGGTTATGAAGAGCATTGAGGATGGGTACCGGTTGCCCCCTCCTGTGGACT 
GCCCTGCCCCTCTGTATGAGCTCATGAAGAACTGCTGGGCATATGACCGTGCCCG 
CCGGCCACACTTCCAGAAGCTTCAGGCACATCTGGAGCAACTGCTTGCCAACCCC 
CACTCCCTGCGGACCATTGCCAACTTTGACCCCAGGGTGACTCTTCGCCTGCCCA 
GCCTGAGTGGCTCAGATGGGATCCCGTATCGAACCGTCTCTGAGTGGCTCGAGTC 

1 5 CATACGCATGAAACGCTACATCCTGCACTTCCACTCGGCTGGGCTGGACACCATG 
GAGTGTGTGCTGGAGCTGACCGCTGAGGACCTGACGCAGATGGGAATCACACTG 
CCCGGGCACCAGAAGCGCATTCTTTGCAGTATTCAGGGATTCAAGGACTGATCCC 
TCCTCTCACCCCATGCCCAGTCAGGGTGCAAGGAGCAAGGACGGGGCCAAGGTC 
GCTCATGGTCACTCCCTGCGCCCCTTCCCACAACCTGCCAGACTAGGCTATCGGT 

20 GCTGCTTCTGCCCACTTTCAGGAGAACCCTGCTCTGCACCCCAGAAAACCTCTTT 
GTTTTAAAAGGGAGGTGGGGGTAGAAGTAAAAGGATGATCATGGGAGGGAGCT 
(.-■ ' . ■■: * GAGGGGTT AAT AT AT AT AG AT ACA.TT AC AC ATAT AT AT ATTTTTG1A j't^TAAAG A ' •. 
•L ? GGAACTGATTTTCTGCCTCCATCCCACCCATGAQGGCTGCAGGCACTJ-iCAAA^iGA-: : 
<■ GCTGAGT ACTG AGAATTCTGGAAA AC AAGGTCTGGGCTCTAGC AGTGTGGC ACTT ' 

25 CCGACAGAGCACGTGACCGTGGAGGGGGAAGCAGCCATTGTCATCTGCCTCAAT 
CGACAGGGGCTTCCCGCAGTCCTGGGAAGAAGGAAGGGTGAGGGGCACTGGACC 
GGAAGGCCCCTGCTCTGCTCCACCCTACCCCACCCCATCCAGCTCCATCTTGGAA 
TTAGAAAGATGCTTCATGGCTCAGAGCTGGTGTCATCGCTTTTTCCAGCCACACC 
CAACTCCCCATCCCTATCCTACTTCCAGTCACCCACTAGGACCTTCCTGCAAGAG 

30 GGCAAGCAGTGGGTAGAGCTGCTCCCAAGGTGCTTGCTCCCCTGCCCACCACCAC 
CCTAATAAAATAGAGGTTGGCTCACCTCCATTCGAAGACCTCTTCTCTCAGCTCC 
TGTTTCCCCATCCCCTACCACGGTAAAACACCATGCCCTTCTTCTCTCCTATTGGC 

SEQ ID NO: 526 

35 >16466 BLOOD Hs.6820 gnl|UG|Hs#S2451360 601487048F1 Homo sapiens cDNA, 5' end 
/clone=IMAGE:3889762 /clone_end=5' /gb=BE875609 /gi=10324385 /ug=Hs.6820 /len=915 
CTTCTGAGCTTTCTTCCTCACCAGTGGGCTGTGCTTGTTCCATTTCTGTACACCCTT 
ATTTTATACCGTTTTTCTTCAACAATGGCGAAATTGACTGTAGTGCTGAACCAAA 
AGTATCCCTTTCCCTCCTTATTCCTCACCCCAAGAACATTCTAGATCACATGGGTG 

40 CTTGTGCCTTCCGATTTTCTTGCATTTGTTTTTTTCCTGACCTGAAGTTGTTGTTAC 
AAAATCAGTCAGACTTTGTGGGCTGAAGGACACGGTGCAGCAGAGGGTGTCCCT 
GTGAGAGTTCTGCAGAGTGCTGGGCATGTGCCTGGAACTACCGAGTAGGAGCCA 
TTTCTTTGTACCCCTGCCTAATCCATTCCTCTCCTTCCAAGTCCATTGTTGCAAGC 
AATATTCTTCTCAATTTTTATATGTTTACTTTAAATCAAAGTTAGTCTATTTGTATA 

45 AAATTTTTAAAAAATCTAAAAGAAAAAGAAAAAAAACAAGGGTGGGTTGGGTAT 
TCCAGTGGGAAGATCATTGAAGGGAAAAAATGTTACTATTTACTGAGGTATTTTT 
CACCAGAATGATTGAATTAAAAAAATCAATTGCATTTTCATTGTGGGTGCTTAGA 
GAAGTTCTACAAAATTCACACCTGGCAAGGTTATGCTTCATTTAATTATGGACCC 
ATACTTTTCAATTTCTGAAGATACCGGAATTCCTTATGAATCAAAAGAAATTTTTC 



448 



WO 02/074979 



PCT/US02/08456 



ATTCCAGTCAACGCACGCGGCGGACTCGCGAATTCCAAACGGGATCTGCTGAGA 
CCTCACAGAGGTGGGCCGCGATTATAAGGACGGGATGACATATCTTGAGCCACG 
ACAGGTCTCGAGGCCCCCAGTACGAGACACGGAGCAGGGCTGTGACACCCCACG 
CAGGCAAGAGCGCTAGGATGCACAGCACACCC 

5 

SEQ ID NO: 527 

>16524 BLOOD 474681.7 D50525 gl 167502 Human mRNA for TI-227H. 0 

GGATTTGGAGCGGCCGGGGAGGCGGGGGTGGCCGGGGCCGGCTTGGAGGCCTGG 

CGCCACCCTTCGGGGCCTGCAAGGACCCAGTTGGGGGGGCAGGAGGGGGCCGGA 

1 0 GGATGGTTGGTTGTGGGATTTCTACTTTGCCTTTTCCTCCTTATGCCGCCTTAGTG 
AGGGGCGGGAGCTCTGGCGGCAGCCCCGGGGTGGGGAGACGAGCTCCGGAGTC 
GGAAGAGCTGGGTTTTCTTCCGGGCCTAGCCACCAGTTGGCGGAGTGACCTTAGG 
CGAGTCACTCTGTAATTTGTCTGCGCCTCAGTTTCCTCCTCTGCCTATCAATGTGT 
GTGGGGTTGAAATCGCTTTGTAAACTATAAAGCGTGGGTGTACGTAAAGGATGG 

1 5 TTATTGTTTATAATTTTTTTTGAGTTGTAAGAAAACTTAGCAGTTCCCCAATCCTT 
GGGTTTTGAACCTGGGAACCTTGGATTGGAGTTGGGGATCCCCAAACTTCCTGAA 
ATTGTGGGAATGTGCGGTTTGGGGGAATGATGGGAATTTGTGGGAATGTGCGTTT 
TAGGGGAATGATGATCCATCGCTAGCAAGTTTTCCAAGGGGGCTGTGACCCAGA 
AGAGTTAAGAATCACAATTTCTTCATGCTACAGAGAGGAAACTGAGGCCTAGAT 

20 GTCATTTGGGACCCTTCACAACCATTTTGAAGCCCTGTTTGAGTCCCTGGGATAT 
GTGAGCTGTTTCTATGCATAATGGATATTCGGGGTTAACAACAGTCCCCTGCTTG 
• C ■ • vA^GeWCTATTCTGAATGGTTTTCT^TGAGCATGGGGTGCCTGAAGGGTGGGTGATGC 

' • ATATGGTAGx^ATGGC ACGC AGTGTAAAGO AG GT AG A ATTAGGAGTGGATGTGTT i 
• : v {, ^GmGCATCCTATTTAAATAAGGGTAT^ t\ 

25 TCTGCTGCTTGTACTGGTGGCTGTACTTTTCTGACTCTCATTGACCATATTCCACG 
ACCATGGTTGTCATCCATTACTTGATCCTACTTTACATGTCTAGTCTGTGTGGTTG 
GTGGTGAATAGGCTTCTTTTTACATGGTGCTGCCAGCCCAGCTAATTAATGGTGC 
ACGTGGACTTTTAGCAAGCGGGCTCACTGGAAGAGACTGAACCTGGCATGGAAT 
TCCTGAAGATGTTTGGGGTTTTTTTCTTTCTTAATCGAAAGTTAACATTGTCTGAA 

30 AAGTTTTGTTAGAACTACTGCGGAACCTCAAAATCAGTAGATTTGGAAGTGATTC 
AAAGCTAAACTTTTTCCTTGGCCCTCCTTGTGTTCTAATTGCTTGCAAGTGTAATA 
CTAGGATGTCCAAGATGCCAGTTTTTGCTTCTTTGTTAGTTGTCAGCTGCTTTTAT 
CAAATTTCAGGCCATTATCCAACAAACACTATAAAAATGTTTGAACAATTGGATT 
TCAAACATTTTCGTTTTGTGGAGTGGTGCTCACCAAGTGGTACAGCCCTAAGCAA 

35 GTGAACACAAACACATTTAAGTGTATTTTGTCTGATTAGATGTTAGCCAGTTATG 
CTATTTCATTCAAATGTCTGAAAAAATCAATTGACTATTCCCTTTTCCTAAAGGGC 
AGAGACAGATAATCTCACTTCCAGAGAAATGACTTGGAGAAAAAAAAGTGTTGG 
TCTTTTTGCTCTTTTGTAATTAAATCCGGATGTACCTCAAAAGACTTAAGACTGTG 
GTGATAAGATGCTTTCCTCAGCAGAAAGGAGGGAAAAAAAACAACTGGAACTCA 

40 AAGCTTGAAATTCTGTGGCAAAACATGAGATGTCCAGGATTGGAGGTTGAAAAG 
ATTTCACTACAGTGTTCTGCAATAGTTGGAGCAGATAACTTTCAGTGTAGCCACA 
GCCATGGACTCCAGATTTCCAGATTTTCAAGACCTGGACCTGGAACCCGAAAGA 
GCTTGTCACGATGCGGCAGGAACACTGGAGGTAGATTTTTTTTTATTTTTGAATTT 
TGGGACTGTTGACCTTGCTGTGAGAAAAGAGACAACGACTGAGCAAGCACTACC 

45 ACCAGCACTGTTACTGGGAATTAGAAGACCTGAGTTTCTGTCCAGACCCTCAGTG 
CAAACTGAGGATGCTCCATCCAAAGTGAATTATGTCCTGTGCCTCCTGATTGCTG 
AGTGTTCACCTGGACCTTCTGACTACCTTCCCTGTGCTATTCCATCAGCCTACAGA 
CCTGGTACCTGGATTTTTGCCCGAGATGATTCCTACCACCTTACTACTGACGAAG 
ACACCCATTCCAGTGGACCACTGTGACCCAGGAGGCATTCAGCCATCATGATGTG 
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GCCTTTACCTCCACTCCTGTCTTGTTCTACCCAGATTCAGCACAGCCCTTTATAGT 
GAAGTCAGAGTCCTCAAGCCAAATAGCTAAAGCTGTTTTATCACAACAAAGGCC 
TAGTTTGTTCCATGAGTGTGCATTTCATTTCTTCAGTTAAAGCCTTCAGAGACACA 
CAATAAATTTGGACCAGGGGATTTTTTAGTTATTAATGCTCTCTGAAGAAAGGCA 
ACATCTTTTTGAGAGCAGCATTGGACCACACCCCACAATCTCAAATGATTGAAAT 
TCATGAACATCTAGGATCCCGTGAAGGTCACTGGACCCTGTTTTTTCTACTTCAA 
ATCCTGTAGTAGCCTACTGAATGAGAAAACATATTCTGACCCATTGGGATCAAAT 
CAAAGGCACAGTGAACTCCTCATAGCATCTTCTTTGGAATTACTCAGGAACCAGA 
ACTTTTTACACAAATGTAAGAAATTCTACCAAGGAGTCCCCTTACCTAACAGCAT 
CTCACAAGGCTGCACCAGATTCCAGAAAAGGCTTCTCTTGATACATCAAGGTAGA 
ACCTCTATGCATTTTGTGACCGACTTATTCTTAGATCATTGGTTTTCCAAAGGCTT 
TGTGGCCATGAAGCCCTTTGAGTGAAAACTGTGCAGAAGCCCAGAGTAAAAGTG 
AAGCTGCTCTGGATGAAGTAGTGAAGCAAGAGTAGGGGCCTGAATCCTGCTACA 
ACTATCTTCCTTTACCACCGTGGTGACACCTAAGGGGACTTCCTTACAACACCTT 
GAACTCTTCCGAACACAGTTTGAAAACCACTGCCCCAGACAGCAATATGTTTGAC 
CTGAATGGCATTCCAATCTTTTCTGTACCTCCACTCAGCACAGTTCATGTTCAGTA 
GATGCTGAACATTCTTAGAAATACTGTGTGTGAACTTAGAAAAGTGCAAGAAGA 
CAGGCATGTCTTTGACCCCAGGAATGATCATTTGCTGAAGATGGTGTCAAGTGAA 
CCTAGATTAACAGCCCTCCACTCCAGATGGATATCCAGTGATTCCTAGAATGGGA 
TATAGCCAGAGAACAATTCTATGCACCCTACACTGACAGACTCCCTTAAGCAACA 
CCAGATGCTCTACTGGTACTTGAAGTACATGACTTTGAAGTCTTGACCCTCCATG 
; ;VAATACGTGAATTATC 
^aniAGAGCAA 

: ^TGC AAGAGATAACTAIGAAAGGG AAATTC AAA! AGTGGC AAC ATTTGCT AAAGG 1 
GGCTCAATATCTTATCATTCGTCTTCTTTTCCAAACTACACATCACTGTATGACTC 
AACCAGTAGCAGTTATATTGCCCCTTGGTTTTTATTCAGTTTAACTACTGTTTCCA 
AGATAAATGAGCTAATAAGCTTTAAAAAAAAAAAAAAAAAGGCTGAATTCTTTT 
TTCTTCATCACTGGCATATCTGCCTATTCTCCAGAATTATTATGACTATTCAGCTC 
ACTTTAACAGTTGAACTTCAAGCGACAATCTTTGAACACCCCTTCTCATGTGATTT 
AAAATGAAACCATTTGGAAAAGTTTCTTCTAGCCAGTAATAGATTTTTTTTTTAAT 
TGCTCTGCCTTGTGCCGAGAGATGTTCTTTTAAGATGAATCTTTTGATGTCTGATA 
CCACCAAATATAGGTGGTAGGGAGAGTTGGAGGCTGGCCCTTTGAGCAGGCCAT 
TAGCTTACTTGCTGGGCATTTCCGATAGCTTATTGCCTACCTTTTTGCTGGAAACA 
AACTGATTTGAAAAACAAAATCTATGAAGACTGCAGCTAAGGATTTTATCGGTA 
GACTTAAGAGCTTTTGTCCTTGTGGATATTTTAGTGGAACCACATCAGTCTCAAT 
ACTGTCATTTTACACTGACTCAGAGCAGCTGACTTCATTCCTTGCCATGATATATA 
TTTAAGGCAGGCATTGTAACAGACATAAAGACAACTTATCTGTTTCAGCAGGAA 
GGATTCAGTTTATGAACTCTCAGACCAGATCATGTTGAACAAGGAGACTTTGATG 
TGTGTCATGAGAAAACTCATTCTTTACTTCCCAGTCAATTTAAAGGCCAGCTATC 
CTGAGCTACTCGAATGAATGCACTGGTTAAACATTGGAAATAGTTTGTTTATATC 
CTTGTCTCTCTCTAGGCCAATTGTGATTACATGACTCGACTCTACATCTCGTCAAA 
CAAGGCCTAGGTCTGGTTGCTGTAGACTGCTCGCCCTCAACAAATAAAATCTGGT 
TGACTAGCCTCCTTGTATATACAACTATTATTTGTTAAGAAGAAATTATCGTCAAT 
TTTCTACTACCTTCCAATTGTCAGCTCTTTTTTTCCTCTCTGGTTTTTCCTATACTTT 
ACAGAAAAAGACATTGATCTATACTGCCATTCCCTCTAATCCTGCCATACTCAGT 
CAAAAGGAATGACTTAAGATGAAGATGATCATCTGCTCGAGTCTAAAATATACA 
TTGTATATAAGAATTGGTGATTAGAAAAGCAAAAAACCTAAAACTTAAATCTAG 
GAGTCTGTATACTGTCTCCATGTCTCCATGCCTCAGATCTCATCTAAATCTTTGAA 
CAGCACCATTCAACCAATCTGAGGCCTTGACTTGCTTGTAAGATGATTCTCAGAG 
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ATCGGCTGAGTTAAAAAAGATGACGACTTGATTACCAAAGAAAGTAGGGCCAAC 
TTTGACAAATCTGGCTCTGCTGACCCTGTCACTCCCAGATGTAGCATAGACTCCT 
AAACAGAACCTCAAGTCTGATTGAGGATAAGGCCTTCTCCTGAGCTGAAAGTTCT 
TTGGCAGATGAGCAAGAAACTGAAAGCTGATGTACCTGACTGGCTCTGTAAGAT 
5 CAGAAAACTGTATCCAGAATAAGCCCTATGGATTAACCCCTGAGTACCCAGAGT 
AAAAACTAATTTACAGAACTTCCTTATTGATCTGCTGGTTCTTCCAGATCATATTC 
TGGCTATTGGTATGGCTGGCCTTTCTGAAGGTACCCTGCTTGTCTATTTTCCTGAC 
TCAGCTCTTGCCTGCCTTTTTCACATGTTGCTGCAATTAGACTCACCGTGAGGACT 
ACAGTCAATTTCAGTCTATCTTGTGCCCAATACAACAAGGATTTTTAATAGTAAC 

1 0 AACCC AC ACCTC ACCCACTAGGACTC AATGTTCAC AAC AGGAAGGACC ATTGCT 
GCATACTCCTTGACCAGCAACTTTTTTGAAGATATTTTTAAGTGCAGAGTAGGCC 
TCTATTCCTGTATGTAATTGTTCATTTTCAGCACCTGGAACCTCATCTATCGGGTC 
TGGAAGGAATACAGCAGTTCGAAAGCCGCGTCCATTTCTCTCCTTCAGTAGTGCA 
GAAATGAGTCCGATTCACCAGTACACACAGAACTGTACCAGTTCAACCTAGCAA 

1 5 AAGAAGAAAAGTTTCCACTGTACTTAAAATTTACAGCTGACTCAAATTGCCTCAC 
AGAATTATTTGATGTAGAAGGCTAGTTGTCTTACTTCAGATCAGCAGGACAGTTG 
GGCTCTCAGACTCATGACCACTGAGTTTGCTTGTGTTGAAACTGTGGTTTCATCCA 
ACATATGCTATTGGACATGATTATTATTCCATTCAAATGGATTACAGACTTCTTGA 
GGACAGGACAAACTTATCTCTCATGGTGTTTTTTTAGAATACTTTTATAACCAAG 

20 GAAGAAACCATGCCAGCTGTTACCATTCAACTTCTTAAGCAGAGATTAAGCTTTT 
TCATATCTGTTCTTATCCTGGACATCAGTAGTTTTTAATTGCCCAGCATCCGTTCC 
7,' , •• •,ATGTTGTAACAAGTCGGTGATGT-1 r TCTTAAAAe.GAGCTCTTGGTATTTTCAGTGTG • • " 
i - .CGGTTTGGAC AGTGTG AGGGAAGGTTGAGCT.TTGTGGGTGAACATGTAATl'C AGA • ' 
GCTCATGAATCAGGAAAIECGATG^GAACTGTGGAGGAGAAGCTGTGTTTAGTGAG. 

25 GGTGCTTTAGCTTTGTAGGATGAAAACCTCAAACTAACAGGGCCTACCATGTAGA 
GAATGAAGCCAGTGCAGGGGAAAGCAGAGCCAAAATATGGAGAGACTTGAATC 
CTGATGACAGCGTTTGTGCCCCTGGATCCAACCGTGCCTGAAGCTAGAATATCCC 
CTGGACTTTTCAGTTATGTGAACCAATAAATACCCTTTTTTGCTTAAGTTACTTTG 
AGTTGGGTTTCTGTTACTTGAAATTGAATCCACACTAATATATCTACCAACATTG 

30 AGACTTGACAGATCCAAGTATTTATTAAGCTAGAGGTCATGGTCACTGAAATTAC 
TTTCCAAAGTGGAAGACAAAATGAAACAGGAACTGAGGGAATATTTAAGATCCC 
ACAGAAGCGTAAAAATGACATGGTAGAAAGTAATAGAAAACCTAAATGTCTGTC 
ATTAAAGGATAGGTTAAGGTGTGGTTCAGCCATATAGGAATATCTCGTATCTGTT 
AAAATGAATAAAGTACATTCATTGTGTATGGAAAAATGGCCATGATACATTAGG 

35 TGAAACAAGTTATTAATAGAAAAGTGTACAGTGTGAACTCATTTTAAAATGTGTG 
TGCTTATGTTTATAAATGCATAGAAAGGTCTATTCACAGCTTTCTTTGAACAGTGT 
AGATCACATGAAACTTTCAACTTTATACATTTCTGTATTAATATTTTACACTACCC 
ACATTATTTTTAAACTTTATTTTAAATAAAGAATTTTTAAAATT 

40 SEQ ID NO: 528 

>16759 BLOOD GB_R09836 gi|761792|gb|R09836|R09836 yf30bl2.rl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE: 128351 5*, mRNA sequence [Homo 
sapiens] 

AAGATCACAAGGTTTACATCTGGCACAAACGTAGTANACCTGCCAATTGCGGAC 
45 TCAGGGGCACACACGTACAGTAAACTGTGTGAGCTGGAACCCACAGATTCCATC 
CATGATGGCCAGCGCCTCAGATGATGGCACTGTTAGAATATGGGGACCAGCACC 
TTTTATAGGACCACCAGAATATTGGAAGAGGGAATGCAGTAGCATGGGATAGTT 
TGATGGGTGATTTGGGAGCAGACGANTTCTTGTTTTAACTTTAAATTTAGTTCGTA 
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TTTTTAATTGGCTTNGGGGTTTTGGGTGCCAAACCAAACNTGATTTGATAGCTTG 
GGACAGGACATGCTTCCGT 

SEQ ID NO: 529 
5 >16991 BLOOD 978861.1 Incyte Unique 

CGGCCCCCACCTCTGCCTCCTTCTACTCGGGCGCCCCGGCCGCCGCCACCTCTCCC 
CAGCCCAGGAGAGGCTGCGGAGCCGCAGCCGCCCAGACCGCGCAGCGCGGGGA 
GGCAGGTTCCGCACGAAATAAATCAGAATGAGTTATGCAGAAAAACCCGATGAA 
ATCACGAAAGATGAGTGGATGGAAAAGCTCAATAACTTGCATGTCCAGAGAGCA 

1 0 GACATGAACCGCCTCATCATGAACTACCTGGTCACAGAGGGCTTTAAGGAAGCA 
GCGGAGAAGTTTCGAATGGAATCTGGAATCGAACCTAGTGTGGATCTGGAAACA 
CTTGATGAACGAATCAAGATCCGGGAGATGATACTGAAAGGTCAGATTCAGGAG 
GCCATCGCCTTGATCAACAGCCTCCACCCAGAGCTCTTGGACACAAACCGGTATC 
TTTACTTCCATTTGCAGCAACAGCATTTGATCGAGCTGATCCGCCAGCGGGAGAC 

1 5 AGAGGCGGCGCTGGAGTTTGC ACAGACTC AGCTGGCGGAGC AGGGCGAGGAGA 
GCCGAGAGTGCCTCACAGAGATGGAGCGTACCCTGGCACTGCTGGCCTTTGACA 
GTCCCGAGGAGTCGCCCTTCGGAGACCTCCTCCACACCATGCAGAGGCAGAAGG 
TGTGGAGTGAAGTTAACCAAGCTGTGCTAGATTATGAAAATCGCGAGTCAACAC 
CCAAACTGGCAAAATTACTGAAACTACTACTTTGGGCTCAGAACGAGCTGGACC 

20 AGAAGAAAGTAAAATATCCCAAAATGACAGACCTCAGCAAGGGTGTGATTGAGG 
AGCCCAAGTAGCGCCTGCGCTTGCGTGGTGGATCCAACACCAGCCCTGCGTCGTG 
-,. . v v : GGACTTGCGTCAGATGAGGOTGCGACTGCAAGAT'TCTTACTGC AGTAGAGAAGTG, i 
' • * i .'TTTTTCTGCCTTGTAGTT 

TTTGTAGGGAGTGGAAAAGTTGCAAGGAAAGGrFGCGGTCTCTTTGGGAGTCTGAT i. 

25 GCAGAGCCTGCACTCTGGCACTCGCTGAAGAATCTGGAAGGTTGCGGTTTGCTCT 
TCCAGTGTTCGGGGGCCTCTGGCTGCTGAAGGATTCGGTCTACCACGGAGGGCTG 
TGCTGTTAGGCTGCATCCCACTCAAAATACAGGAAAAGCACGAATCATGATTCTG 
CTTTCTGTTAGCTTAGGCAGACATTGGGCCTTCACCTACAAGTTTTTCCTTACCCC 
TGTGGTTTTTGTGTTTTTTTTTTTTCTTTTTCCATAGGAAAGAATATATAAATTTGT 

30 AAATCCTAATTCAAAGATGGCTCGTGTGTGAGGGCATTGAGTTTGATTTGTTTTC 
CCTTTGGTCTGGGTTGTGTGGCTTTTGGGGGATGCGTGTGAGGGGGCTATGTGTT 

GTGGATCAATGAACCATCTCTTCTGGGCAGTTTTGTTGAAAATAAAGGTTTCTCTT 
TGATTTCAAGAATGACCAAAATGGCCTCTAAAAGATGTTAATCATCTCAAATGAC 

35 CTTTTGTCTTTGGGGCGTTCTTCCCCCTGTGATAGCGGCAGTGGCTTTTTCTGGTA 
CCTGCAGCTGGAAAGGCCACTTGGCCCTGTGCTGAGTGAGCGGCCTTCATTAGAG 
CGAGGCAGCCCTTGGCCGGTGGGGACGCAGAGCCCCAGCAGGTGGTGCACGACT 
GTTGGCGGAAGGAACGCGTGTTCATCCTCAGTGATCTGCCCTCCAGCATCTCGGC 
AGCATCTCATCCTCCATCGTCAGCTGGCTCTGCCGATGTCCTGCTTCTGTTCACTC 

40 ACAGAACTGTCCCCTGCTCCGTGGTGGGCAGGAGGGAAGTGGTGCAGGGCTGCG 
TGCATTGCCTGCGAGTCGGGACAGTTGATGGGCACATGGCCTTGTAGCTCTGGGC 
ACAGATGTGTTTGGATTCATTGCAGCGGACCACCGGGCACTGTTGACCCCACTGA 
GCAGTGCTAAGTGTTGGTTTAGTGGATGTTCGTGGAATTGCTGACCCATCCAAGG 
GCGTCCTTTGGAGCCAGTGGAGCCTGCCGGCGCATCTGAGGGGCAGAATGCTGC 

45 TAGCACTTGAATCTGGGATCTCGCCTTATTCTCAAGTAGCAAGGCATCTCGACAA 
GCATGGTCTAGGTCTGGTGGCCAGCTTGCCAGTACCTGAGCCGGTCGGGTCATCT 
GCCTCTGAGGGACCGTCCTCACCGAGCTCCTGCATCCCTTGAGTGTTGATCAGGA 
GGCGTCCACAGCATTGTTCTCGCCTCTGAATGATGCTTCTTTCTGTGTTGGAGCCT 
GGCGAAGTTGTGTTTTCAAGCCCTCTACTTCTCTTTCCAGTGGGTAGGAGCTTTTG 
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GCAGTGTTTACTTTACCTAGATGGCTTATATAATCCAGTAAGAGATGCAAAGATA 
AAATTGCTGCGGTTGTTACAGAAGCATGGCGGCCTCCAGACTGACCCATTGGTTG 
CCCTTTAGATTTTGTAAGGATGCGGTGCTGGGGAGGTGGTGCTTCCCTACCACCT 
AGAAATGCTGCCTTCCAACTACCACTCTCCCAGATGTGACCCTTGCGATTATTTCC 
5 TCTGAGGTTTGAGGATGAAGATAAGTTGGAGGGAAAGAGAGTAACTAATAGGGG 
ATGAAATATAGCAGAAGCTAGAAGAAAGCGGTGAGGTGAGAGAGATGCATCTG 
CACGTTTTCTTCAACAGCACCAGGTGATTCAGCATATTCCTAATTACCTTTCACTA 
TTCGTGTATATAAGATCGTTTACTTGCATAATATATCATCAATTTGACATATTCTT 
AAAACTAGAGGGTGTGAGAAGCACAGCAATAGGAAGTCTCTCCACAAACTAGGG 

1 0 GAAC ACAAATGGGGTC ATTC ACGTGCCTGGACTGTC ACTATGTGGCTGTCACGTG 
AAGTGCTGGTGTTGATTTCCATTTCAGCCAGTGGGTAGCTGATAAGCCAGTGCCA 
GCATCCAGCATGAGCAGATGTCGGGGAGACTGGGAAGTCTCCAGCGTTACTGCT 
CTCCTTCCCTTCATGATAAGCCAGTGCCAGCATCCAGCGTGAGCAGACGTCGGGG 
AGACTGGGAAGTCTCCGATGTTACTGCCTGCCTTCCTTTCGTGTGAGGGGCTGCA 

1 5 CTTGCTTTTCTTGTGATCTGTTAGTGGACGAGGTCTTCC AAGGAAGTGCTTTGC AC 
ACTTTCTTTGCTCCTTTTTACAGTCTTTGTCTTTGCAGCAAGCAAATGAAATTAAG 
CCACTTTGGGATAATGAACATTCAGTATAATTCTACTTTGTCTCATTTTGGATCTC 
ACTGTTGTCTTTATAAAAATGGCACATTTTACAAAGTAGTTTATTCTTATTATACT 
TTCTGCTGGAGAGTGCCTTGAAATAAAATGTGAGAGTATTCTGGTACTCTGTGTT 

20 CCAGATGCATGAAATTGGGTGAGGAATAACCCCTAGTCTGGAATCTTTGTGAAGC 
ATAGGGTTATTGCAAGGCAAATGGGAACTAACACATCTTGCCATTTGAATCAGG 
•;<..'• •. . .GTCTCGAGTTTCTAGAAAAGGCAGAeAGTGeiTGGGAGCAAAGTCTCCATGGCAC . 
■XCC ATGACTGAAGAGTGGTC3GTGGTGTGTGTGeGGAGTGGAeGGAAGCCTCGGGGAG : 
GTGGAGCTGCTCGTaTJG ATTCCGTCAGGAGGTGATCTGAAAAC ATGTAG AGAAGAV 

25 TGAGTTGAGGACAGCTTTTCTAAGGCAATGTGATGTCTTTGCTTTCTTATTTCTCT 
TTCTCTGCGTTGTTAGTTTTGAAGAGTGGAGGAGCTAGGGGCTCCAGAAAGAATC 
TTACACATGTGTTGAAGACATTGATGTCATAGGGAGCGGGGAGCTGCATTCCCTT 
CTGGGCTGTTACTGCTAAATCTCAGTATGAACAGACCAGGCGGAAAGCTTGGTG 
GCCAAGCAGTCTGTGTGCTTCCCCGCTGATGGAGAACGTTGCGTTGTTCACAATA 

30 GGGCCTCATGGGTGTAGCCGCATGGCAGACCCATGGCTGGCGCAGCTGCCTGTTG 
CCGTCTGTCTTCAGTAACTGCTGCTCTGTTAACTGTTCTATTCTGATACTACGCGT 
GTTGTTTTTTACAACAGGTATGTTTTTGTTTCAGAAATATGTATTGCTTTTCTCATA 
TTTTTTGCAAATTGTATTGTCAACATGGGTCATTTAAAGTCCTGTATGAACCATAA 
CCTGCTGTGGTACCTTTGTACATGTTTGATTCTGTATTCTTTATTCCAGTGTGGCA 

35 TATGTGCCCCTCTGTATCTTTTGAGAAGTGCGGAATAGGTTGCTTCTACCACCTGT 
TCTTAATGTAACAGTAAAAGTTTTCACATTTTTCTCAGAAAAAAAAAAAAAAGGG 

SEQ ID NO: 530 

>17028 BLOOD GB_R25895 gi|782030]gb|R25895|R25895 yh43fl2.rl Soares placenta 
40 Nb2HP Homo sapiens cDNA clone IMAGE: 132527 5', mRNA sequence [Homo sapiens] 

TNTTNACTGTGCCGTTTTAGTGGTTTAGGATAAAAATGCACTTGTGAAGCAAATG 
TAGTGCCAACAGAAGGTGATTTTCCAGTTGTAAATGTCATGCAGCATTTGAAGGG 
ACTGTGTTTTCTTAAAAAAAAAAATCACAGTTACTTCTAAACCAGATTTCATTTCT 
TTTATTGTTTTATGTGCCAAACCACGAAGGCCATTGGGGCTTTCAATCTCTGGAA 
45 CACTGTAGGACCCATTAGGAAGGACTGTTCCCGATTGTTACAANTGTAGTGCCNG 
GAAAACACTCTTTAGGCTGATGTCTTTAACCAAAATGGAAGGTTCTNCCAAGGGC 
CAAAAC 
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SEQIDNO: 531 

>17066 BLOOD GB_R27082 gi|783217|gb|R27082|R27082 yh52b06.rl Soares placenta 
Nb2HP Homo sapiens cDNA clone IMAGE: 133331 5', mRNA sequence [Homo sapiens] 
GCACCGCACTGCCGCCTCCTGACTGCCCCTATCCCCGCAGCCCCTGTGCCGGATT 
5 TCATTTCCCTCCTCTCTCCCAGGGTACCTGGCNCCCAGCACTCTCCCATCTGTTCT 
TCAGGAACCGACTCCTCTCCAGTTGCAACACCAGGGGAGAAAGGGGCCTCCACA 
TGCCCAAGTACCCCTGCAGGATGAAGGGCAGGCCGGCCCTTGATGTGCCATTTCT 
GAATAATAGTCACTGCCGCCGAGTCTAGGGATGTCCTGTTTTTAACTTAGCCCTG 
CCTTGGGATGC 

10 

SEQ ID NO: 532 

>17168 BLOOD GB_R33030 gi|788873|gb|R33030|R33030 yh70d06.sl Soares placenta 
Nb2HP Homo sapiens cDNA clone IMAGE: 135083 3' similar to gb:D16234 PROBABLE 
PROTEIN DISULFIDE ISOMERASE ER-60 PRECURSOR (HUMAN);, mRNA sequence 
15 [Homo sapiens] 

TTTTTTTTTAAAGGGGTCTCATTTATTGTCACTGTTCCAAATGTACAAAAAAAATT 
AGAAAATACCCCCAACTCAACCCCACCCCCACAACATTTCCCCCAACACAAATA 
ATTTTTCCCAAAACCACAAACATAAACTGGTCCNGGGGATTTCCATAAACAGTGC 
AGCTAAGAAACAGTTTAGNGAAANTTTAACAGGGNTTCAGATTATATCCATTCTG 
20 TCCTCTCGGGCCCTGAGNGGGTAATAATTCCCATATGGGGNCCTAGGTCCTCCCC 
AATGGGTTTTCCCATCTCTGATGGGGAGGAGGTCCTTTTTACAAGTGGGGTGTTT 
• > : '-:GGGGTAGTGGTTTAGGGGATGCTeGTGGNGGCGT.TCTTTC r rNCTTCTGGGGGTTT i T 
■•• :« : . '^©^(STTGNATTTACNGGGGGGGGTTDGTTAGGGTTC • ' . f. ' iV.i--.-J4v .V^^.-T:' ■•: 
X'} '■- i ■»A*V&** T >'£A : t "v.'-u'.^ " "' 'vVi-.,?' •'A\:A l~p- ' '" ' " ' •; j vK- -V "i.'- . ■■ Vv .; -: -j 

25 SEQ ID NO; 533 .'V ' ■ - r, 

>17191 BLOOD 445041.11 X15480 g31947 Human mRNA for anionic glutathione S- 
transferase (GST-pi- 1). 0 

GCCGCAGTCTTCGCCACCAGTGATGCCGCCCTACACCGTGGTCTATTTCCCAGTT 
CGAGGCCGCTGCGCGGCCCTGGCGCATGCTGCTGGCAGATCAGGGCCAGAGCTG 

30 GAAGGAGGAGGTGGTGACCGTGGAGACGTGGCAGGAGGGCTCACTCAAAGCCTC 
CTGCCTATACGGGCAGCTCCCCAAGTTCCAGGACGGAGACCTCACCCTGTACCAG 
TCCAATACCATCCTGCGTCACCTGGGCCGCACCCTTGGGCTCTATGGGAAGGACC 
AGCAGGAGGCAGCCCTGGTGGACATGGTGAATGACGGCGTGGAGGACCTCCGCT 
GCAAATACATCTCCCTCATCTACACCAACTATGAGGCGGGCAAGGATGACTATGT 

35 GAAGGCACTGCCCGGGCAACTGAAGCCTTTTGAGACCCTGCTGTCCCAGAACCA 
GGGAGGCAAGACCTTCATTGTGGGAGACCAGATCTCCTTCGCTGACTACAACCTG 
CTGGACTTGCTGCTGATCCATGAGGTCCTAGCCCCTGGCTGCCTGGATGCGTTCC 
CCCTGCCCGCCTCATAGTTGGTGTAGATGAGGGAGATGTATTTGCAGCGGAGGTC 
CTCCACGCCGTCA 

40 

SEQ ID NO: 534 

>17309 BLOOD 994439.4 S78569 gl042081 laminin alpha 4 chain [Human, fetal lung, 
mRNA, 6204 nt]. 0 

CAAACTGAATCCTGCTTTAATTCAAGCTTGTGGAGAACAAAGTCCTACAGAAACA 
45 TTCCACAGAATTTTCTGGAAAAGAGGGATCACAACAACCCTGTAAAAAGGTGAG 
AAGGAAGCCAGGACAGCGCAGTCCCCAGTCCCGAACGGCCAGGGAGAGGAGGT 
GGCCTAGCGCTGGCGGGGCTCACCCCAATCCGTCTGCCTTTTGATGCCGTACTCT 
GCTGGTTGGCGCAGCCACCTCGGGATACTGCACACGGAGAGGAGGGAAAATAAG 
CGAGGCACCGCCGCACCACGCGGGAGACCTACGGAGACCCACAGCGCCCGAGCC 
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CTGGAAGAGCACTACTGGATGTCAGCGGAGAAATGGCTTTGAGCTCAGCCTGGC 
GCTCGGTTCTGCCTCTGTGGCTCCTCTGGAGCGCTGCCTGCTCCCGCGCCGCGTCC 
GGGGACGACAACGCTTTTCCTTTTGACATTGAAGGGAGCTCAGCGGTTGGCAGGC 
AAGACCCGCCTGAGACGAGCGAACCCCGCGTGGCTCTGGGACGCCTGCCGCCTG 
5 CGGCCGAGAAATGCAATGCTGGATTCTTTCACACCCTGTCGGGAGAATGTGTGCC 
CTGCGACTGTAATGGCAATTCCAACGAGTGTTTGGACGGCTCAGGATACTGTGNN 
AGANGGGCTTCATCCGTCCAGCAAGAACTCAGACAAATTTAACCCCAGCCTACA 
AGCAGCCCTGCCAGATTGTTTATGGNNTAGTTTCATGGTAGTTGGCACTGCCAGC 
GGAACACAACAGGAGAGCACTGTGAAAAGTGTCTGGATGGTTATATCGGAGATT 

1 0 CCATCAGGGGAGCACCCCAATTCTGCCAGCCGTGCCCCTGTCCCCTGCCCCACTT 
GGCCAATTTTGCAGAATCCTGCTATAGGAAAAATGGAGCTGTTCGGTGCATTTGT 
AACGAAAATTATGCTGGACCTAACTGTGAAAGATGTGCTCCCGGTTACTATGGAA 
ACCCCTTACTCATTGGAAGCACCTGTAAGAAATGTGACTGCAGTGGAAATTCAGA 
TCCCAACCTGATCTTTGAAGATTGTGATGAAGTCACTGGCCAGTGTAGGAATTGC 

1 5 TTACGC AAC ACCACCGGATTCAAGTGTGAACGTTGCGCTCCTGGCTACTATGGGG 
ACGCCAGGATAGCCAAGAACTGTGCAGTGTGCAACTGCGGGGGAGGCCCATGTG 
ACAGTGTAACCGGAGAATGCTTGGAAGAAGGTTTTGAACCCCCTACAGGCTGTG 
ATAAGTGCGTCTGGGACCTGACTGATGACCTGCGGTTAGCAGCGCTCTCCATCGA 
GGAAGGCAAATCCGGGGTGCTGAGCGTATCCTCTGGGGCCGCCGCTCATAGGCA 

20 CGTGAATGAAATCAACGCCACCATCTACCTCCTCAAAACAAAATTGTCAGAAAG 
AGAAAACCAATACGCCCTAAGAAAGATACAAATCAACAATGCTGAGAACACGAT 
, •■ . •'G^AAGCCTTCTGTCTGACGTAGAGGAATTAGTTGAAAAGGAAAATCAAGCCTC t ■ 

. •- GAGAAAAG GAC A ACTTGTtFG AGAAGGAAAGC ATGGACACG ATTAAGGACGGAAG -a 
TGAGCTGGTAGAGCAAGCGGATGATATGAGGGATAAAATGCAAGAGATGAACAA 

25 CAAGATGCTCTATTATGGGGAAGAGCATGAACTTAGCCCCAAGGAAATCTCTGA 
GAAGCTGGTGTTGGCCCAGAAGATGCTTGAAGAGATTAGAAGCCGTCAACCATT 
TTTCACCCAACGGGAGCTCGTGGATGAGGAGGCAGATGAGGCTTACGAACTACT 
GAGCCAGGCTGAGAGCTGGCAGCGGCTGCACAATGAGACCCGCACTCTGTTTCC 
TGTCGTCCTGGAGCAGCTGGATGACTACAATGCTAAGTTGTCAGATCTCCAGGAA 

30 GCACTTGACCAGGCCCTTAACTATGTCAGGGATGCCGAAGACATGAACAGGGCC 
ACAGCAGCCAGGCAGCGGGACCATGAGAAACAACAGGAAAGAGTGAGGGAACA 
AATGGAAGTGGTGAACATGTCTCTGAGCACATCTGCGGACTCTCTGACAACACCT 
CGTCTAACTCTTTCAGAACTTGATGATATAATAAAGAATGCGTCAGGGATTTATG 
CAGAAATAGATGGAGCCAAAAGTGAACTACAAGTAAAACTATCTAACCTAAGTA 

35 ACCTCAGCCATGATTTAGTCCAAGAAGCTATTGACCATGCACAGGACCTTCAACA 
AGAAGCTAATGAATTGAGCAGGAAGTTGCACAGTTCAGATATGAACGGGCTGGT 
ACAGAAGGCTTTGGATGCATCAAATGTCTATGAAAATATTGTTAATTATGTTAGT 
GAAGCCAATGAAACAGCAGAATTTGCTTTGAACACCACTGACCGAATTTATGAT 
GCGGTGAGTGGGATTGATACTCAAATCATTTACCATAAAGATGAAAGTGAGAAC 

40 CTCCTCAATCAAGCCAGAGAACTGCAAGCAAAGGCAGAGTCTAGCAGTGATGAA 
GCAGTGGCTGACACTAGCAGGCGTGTGGGTGGAGCCCTAGCAAGGAAAAGTGCC 
CTTAAAACCAGACTCAGTGATGCCGTTAAGCAACTACAAGCAGCAGAGAGAGGG 
GATGCCCAGCAGCGCCTGGGGCAGTCTAGACTGATCACCGAGGAAGCCAACAGG 
ACGACGATGGAGGTGCAGCAGGCCACTGCCCCCATGGCCAACAATCTAACCAAC 

45 TGGTCACAGAATCTTCAACATTTTGACTCTTCTGCTTACAACACTGCAGTGAACTC 
TGCTAGGGATGCAGTAAGAAATCTGACCGAGGTTGTCCCTCAGCTCCTGGATCAG 
CTTCGTACGGTTGAGCAGAAGCGACCTGCAAGCAACGTTTCTGCCAGCATCCAGA 
GGATCCGAGAGCTCATTGCTCAGACCAGAAGTGTTGCCAGCAAGATCCAAGTCT 
CCATGATGTTTGATGGCCAGTCAGCTGTGGAAGTGCACTCGAGAACCAGTATGG 
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ATGACTTAAAGGCCTTCACGTCTCTGAGCCTGTACATGAAACCCCCTGTGAAGCG 
GCCGGAACTGACCGAGACTGCAGATCAGTTTATCCTGTACCTCGGAAGCAAAAA 
CGCCAAAAAAGAGTATATGGGTCTTGCAATCAAAAATGATAATCTGGTATACGT 
CTATAATTTGGGAACTAAAGATGTGGAGATTCCCCTGGACTCCAAGCCCGTCAGT 
5 TCCTGGCCTGCTTACTTCAGCATTGTCAAGATTGAAAGGGTGGGAAAACATGGAA 
AGGTGTTTTTAACAGTCCCGAGTCTAAGTAGCACAGCAGAGGAAAAGTTCATTA 
AAAAGGGGGAATTTTCGGGAGATGACTCTCTGCTGGACCTGGACCCTGAGGACA 
CAGTGTTTTATGTTGGTGGAGTGCCTTCCAACTTCAAGCTCCCTACCAGCTTAAAC 
CTGCCTGGCTTTGTTGGCTGCCTGGAACTGGCCACTTTGAATAATGATGTGATCA 

1 0 GCTTGTAC AACTTTAAGC ACATCTATAATATGGACCCCTCC AC ATCAGTGCC ATG 
TGCCCGAGATAAGCTGGCCTTCACTCAGAGTCGGGCTGCCAGTTACTTCTTCGAT 
GGCTCCGGTTATGCCGTGGTGAGAGACATCACAAGGAGAGGGAAATTTGGTCAG 
GTGACTCGCTTTGACATAGAAGTTCGAACACCAGCTGACAACGGCCTTATTCTCC 
TGATGGTCAATGGAAGTATGTTTTTCAGACTGGAAATGCGCAATGGTTACCTACA 

1 5 TGTGTTCTATGATTTTGGATTC AGC AGTGGCCCTGTGC ATCTTGAAGATACGTTAA 
AGAAAGCTCAAATTAATGATGCAAAATACCATGAGATCTCAATCATTTACCACA 
ATGATAAGAAAATGATCTTGGTAGTTGACAGAAGGCATGTCAAGAGCATGGATA 
ATGAAAAGATGAAAATACCTTTTACAGATATATACATTGGAGGAGCTCCTCCAG 
AAATCTTACAATCCAGGGCCCTCAGAGCACACCTTCCCCTAGATATCAACTTCAG 

20 AGGATGCATGAAGGGCTTCCAGTTCCAAAAGAAGGACTTCAATTTACTGGAGCA 
GACAGAAACCCTGGGAGTTGGTTATGGATGCCCAGAAGACTCACTTATATCTCGC 

; - , • - : AGAGGATATTTCAATGGAGAGAGCTTCATTGCTJrG AATTCAGA AAAT ATCTTTCT 
• J; •TIGATGGCXTTGAAGGAGGTTT.TAATTTGCGAACATTACAACGAAATGGGTTACT 
: , -i ATTGTATTATGCTTGAGGGTCAGACGTGTTGTiGGATCTGACTGGATAATGGTAGTG 

25 TCATCATGGATGTAAAGGGAATCAAAGTTGAGTCAGTAGATAAGCAGTACAATG 
ATGGGCTGTCCCACTTCGTCATTAGCTCTGTCTCACCCACAAGATATGAACTGAT 
AGTAGATAAAAGCAGAGTTGGGAGTAAGAATCCTACCAAAGGGAAAATAGAAC 
AGACACAAGCAAGTGAAAAGAAGTTTTACTTCGGTGGCTCACCAATCAGTGCTC 
AGTATGCTAATTTCACTGGCTGCATAAGTAATGCCTACTTTACCAGGGTGGATAG 

30 AGATGTGGAGGTTGAAGATTTCCAACGGTATACTGAAAAGGTCCACACTTCTCTT 
TATGAGTGTCCCATTGAGTCTTCACCATTGTTTCTCCTCCATAAAAAAGGAAAAA 
ATTTATCCAAGCCTAAAGCAAGTCAGAATAAAAAGGGAGGGAAAAGTAAAGAT 
GCACCTTCATGGGATCCTGTTGCTCTGAAACTCCCAGAGCGGAATACTCCAAGAA 
ACTCTCATTGCCACCTTTCCAACAGCCCTAGAGCAATAGAGCACGCCTATCAATA 

35 TGGAGGAACAGCCAACAGCCGCCAAGAGTTTGAACACTTAAAAGGAGATTTTGG 
TGCCAAATCTCAGTTTTCCATTCGTCTGAGAACTCGTTCCTCCCATGGCATGATCT 
TCTATGTCTCAGATCAAGAAGAGAATGACTTCATGACTCTATTTTTGGCCCATGG 
CCGCTTGGTTTACATGTTTAATGTTGGTCACAAAAAACTGAAGATTAGAAGCCAG 
GAGAAATACAATGATGGCCTGTGGCATGATGTGATATTTATTCGAGAAAGGAGC 

40 AGTGGCCGACTGGTAATTGATGGTCTCCGAGTCCTAGAAGAAAGTCTTCCTCCTA 
CTGAAGCTACCTGGAAAATCAAGGGTCCCATTTATTTGGGAGGTGTGGCTCCTGG 
AAAGGCTGTGAAAAATGTTCAGATTAACTCCATCTACAGTTTTAGTGGCTGTCTC 
AGCAATCTCCAGCTCAATGGGGCCTCCATCACCTCTGCTTCTCAGACATTCAGTG 
TGACCCCTTGCTTTGAAGGCCCCATGGAAACAGGAACTTACTTTTCAACAGAAGG 

45 AGGATACGTGGTTCTAGATGAATCTTTCAATATTGGATTGAAGTTTGAAATTGCA 
TTTGAAGTCCGTCCCAGAAGCAGTTCCGGAACCCTGGTCCACGGCCACAGTGTCA 
ATGGGGAGTACCTAAATGTTCACATGAAAAATGGACAGGTCATAGTGAAAGTCA 
ATAATGGCATCAGAGATTTTTCCACCTCAGTAACACCCAAGCAGAGTCTCTGTGA 
TGGCAGATGGCACAGAATTACAGTTATTAGAGATTCTAATGTGGTTCAGTTGGAT 
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GTGGACTCTGAAGTGAACCATGTGGTTGGACCCCTGAATCCAAAACCAATTGATC 
ACAGGGAGCCTGTGTTTGTTGGAGGTGTTCCAGAATCTCTACTGACACCACGCTT 
GGCCCCCAGCAAACCCTTCACAGGCTGCATACGCCACTTTGTGATTGATGGACAC 
CCAGTGAGCTTCAGTAAAGCAGCCCTGGTCAGCGGCGCCGTAAGCATCAACTCCT 
5 GTCCAGCAGCCTGACATGACAGAGCACAGCTGCCCAAATACAAAGTTCTTTAGA 
GCACTGAAAGAAACACAAAGCCAGCCAGGAGGAACAGTAACTCTTCCTTCGGGT 
GGAAGCTTTCATCGAGTTGAACAGGACTTAAACGAATCATCAGGGACCGGATAT 
TTCTTATTTCTCATTTGGATTCTTAACCTTGAATCCAAAGTGTCTGCAATGGACAA 
CAATTGAAGGAGTGGCAAACTTACTTGTATTGAGAGCACACGCAATTCCTACTGG 

1 0 TGAAATTACTGTTTCTGTTTCTAATAAAATAGAAGGGATTCC AAAT AAACACTTG 
CACACATTTTTGAAGTGCGGCTAGATTCTCAGATTCACCTTTCTTCCAGGGAAGA 
TAACTTTCAATCTATATAAAAATCTCTGTCCTAAAACTACCTTTCTTTATTTTGAA 
GAGACTTACTAACTTACATATAATCTAAATTAGATGATAGATTTGTTTTTAGCCCT 
TTTGTTTGGTCTATCAGTATAAGAAGAATATTTTAGGTTTATAGCTGAAGTTATCA 

1 5 AGGTTTAATAAAGTAAATTTCTAACAGAATACTAGAAAAATGCAGTATAATTTAA 
TTTTTTCTAAATAAGAAACACAGGAAATCAACTACTTTTTCCCCTTCCTTATCTCC 
TTAAAAGAAAAATAAAATTGTACATGAGAGGAGGCTTCTGTAGGTTATTATTACC 
ATTATTGTGTGTTCTATGGGAATCATTGAGGATATCACAGCAAAAACAGTAGGAC 
AAAATCATAAAATTCAATTTAAGAGTACACAAGTCCTTTATAANAGTTTGCTCCT 

20 AGCCTGGGGCAACATAATGAGATCCCATCTCTGC 

*VV\ vSEQID.-NO{-535 >:<■■»■ t-.W < ' ■ i'V ■ i , v -\-.>- '<:.' > ' i ; < 

^.4^17456;BLOOD 245885.4 AJ000517 g2370154 Human mRNA for. spinocerebellar -ataxia: 7. • 

25 AGTCAGCCACCGAATTGCTTTTATCAGTGTTAAAGTGGTCTGAACTGCTTGCTAC 
CAATCTGTGAGAAGTTTTTGTTTTTGTTTTGTTTTTTAACTTGCAGTATATCACAG 
AGCCACTCTTCAAGTAGATTGGCTGGGCAAAAGAATGTTTTGGCAAGAGCGTTAC 
TGTAGACCTTTCTCCCTCCTTCCTTTTACTACCATTTTTTTTTAACACTGTCATCTG 
TAGGTCACTCTCCAGCAGTTAGGCACCTTAACTGGAGACCAGAAACCTTCCAGAG 

30 AACACAGGGCTGCATCCCGAGCAACCCTCTGAAGAAGGGAATTAGGCTTTAGAT 
TTTGATAGCAATGTTCCAGGAATGAAATATAGATGTTAGCCCAAGACACCATGAC 
AAAATAGCCCAGCCTTTTGAGAGTAATTTGGGAAAAGAAGCTGTCAGAAGTTTCT 
AACTTACAAACTGGTTTGAAATTTTTGATGCCCAGACAGCAAGTATAAATCATTT 
TGGAGGCTTACTTTTCATGATACAAAAGCAATTCTGTGTGANNl^NNNNNWONN 

35 NNNNNNNNNNNATGCAAGCTAGTTTTGAGAAAGGAAGGCCAAATTGGGTCGGG 
GGAGGGTGGGAGTGAGGAAGTTAAAATCACTATAGGGAGAAAAAACTTTTTTCA 
AGATTTCCAAAGAGATGAAATTTTCTTAATCCTTTTAAGTTTTCATAGTAAACAGT 
ATGGCAGATTGGGTTGGTTGTCCTACCTGGTCTATTTTTAAAAGTCACCTTTTAAA 
GTGACATTATTAGATACACTTAAATGTTTCCAAGGCACTCTCTACATTACCCTTGT 

40 TTTTCTCTTTGGATACTGTCCTGGGACTAAGTGTAGATTTCTGCTTCAAGCACTTC 
TGGCATTGTGTGTTTTTGTATGCACTCCCCTTCATGCCACTTCAGATGTTTATTTG 
GATGTGGTTGGGGACGAGAGCAGACACCAAGGAAAGGGAGTTGGAGAGAATGT 
AAGTCCTGACCTGAAGGTCTTTTGTGATGCATGTATAGGATTGCCCTGACACACA 
CCCTCCTTTCTTGGGATTATACCAGCCATCTTCCTGAGAGTTTTGGAGCCCTCTAG 

45 GATATTTTTTCTAGTACCCCACCCCCCACCCCTAAAGAAAGACCTTAATATGTTA 
AAACAGCATTGCTTGGAGAAGGTGTCATTGAATTCCGGGACGAGCCGGAGCCTT 
TAAATGGGTGCTTCCACCACTACAGGCTCCTGACACGAGTAACAGGCACTGTTGC 
TTAGAAGAACACACGAAGTTGCCGAACACAGGGTAAAATTTCCAAGGCGCTGAT 
CGTTGCCCTGGCCAGGGCCTGATGAGAGCCAGTCAGTACATTCTTTTTTTCCTAC 
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AGTTCTTGGGTTTCAAACTTCAGTTTCAGGGAATTTCAAGTCAACAACAGGTAGA 
ATGAATAAACTTGGTTACCAGCCTAATAATGTGAATTGCTACAGAATTATTCTTA 
TTATGTAAGAAAACAAAAACTTTATGCAGATACTTTAGCTATAAATTGATGTAAA 
ATACTGATTTTTTTAAAGGAAGGAGAGAACAGTATCTTGTTCAATTATTATGCAA 
5 TCAATCAGTAAATGTTTTTAAAATGATACTACAGGAGAGCTTAGTAAGGAGAGG 
GCATGGATGGGCCAGTTTGGCATAGTTGGGAGAAATCAGTCTGGTTTCCATCCCA 
GTCGGGGAAGAGAGAGGTGAGAGGGAATCAGAACGTACCTAGTTGATTCCTTGG 
TGACAAGTGCAATGGGGTATGGGTAGAATTTATTTTCAGAGCCAAGAGGACTTG 
ATGGTTATAAATAAAGTTGCCTTTAGCAATGGAATTTACAGATCGATCATGTTGT 

1 0 TCCGAAAGATGTGAATAGGATCCAC AATAACAAGTTGATTC AGACTAATGTAGA 
TATTTAGATTAGCAAGTATTGAACATTTGATTTCTTAGACTGAGGTTTTAAATGA 
ATTTCATTATTTCTCCCGGTAATACACAGAGCATCGGGATTAGGAAATTAGCCAT 
TTTGGATTCTGTCTGCCACAAACAGACCTATTCTAAACAGTGCTATTAAATTTTAG 
ACTGTTGTTCAAATATTTTATTTTCTCCTAAACTACTTTTTATGGTGATGAATAAT 

1 5 TAAGACC ATTTAAAACACGGGAGTACAAGTATTTTTTTGAATTAAATTAACTTGC 
AAAAACCAAATTTGCAGTGGTTGGGTTGTTTCTAGACAGACTTTGGTATCAATTT 
AAAACCAAGATAATTTTTATATTCTTTCCAATAGAATTTCATGACAACTCCTGCA 
GTTTTCTTAACCTAC 

20 SEQ ID NO: 536 

>17486 BLOOD gi|836069|gb|R64190.1|R64190 yil8b07.rl Soares placenta Nb2HP Homo 
' . sapiens cDNA clone IMAGE: 139573 5', mRNA sequence .r'-j. ..]■('■..'/> 

, .. vGGTGAAATGGCGGGAATGCAGAGCTGGGGGTGCGATGGGGGGAAATCGTGGTTAi ■ 
AGAAGGAGCACCAGGAAGATTTCTGGAAAGTGAAGGAGTTCCTGCATAAGCAGG 

25 GGAAGCAGAAGTATACACTTCCGCTCTACCACGCAATGATGGGTGGCAGTGAGG 
TGGCCCAGACCCTCGCCAAGGAGACTTTTGCATCCACCGCCTCCCAGCTCCACAG 
CAATGTTGTCAACTATGTCCAGCAGATCGTGGCACCCAAGGGCAGTTAGAGGCTC 
GTGTGCATGGCCCCTGNCTCTTTCAGGCTCTCCAGGGTTTCAGAATAATTGTTTGT 
TCCCAAATTCCTGTTTCCCTGATCAATTTCCTGGGAGTTTATATTCCCTTCAGG 

30 

SEQ ID NO: 537 

>17501 BLOOD Hs.12342 gnl|UG|Hs#S998603 Homo sapiens clone 24538 mRNA sequence 
/cds=UNKNOWN /gb=AF055030 /gi=3005760 /ug=Hs. 12342 /len=1725 
GTTTGCTGTGAACCTTGCTACTTGTACTTGGTTGAAGTTCTAGGTACCTTTAGTCA 

35 AGGGATGGAAAAATAAAGCCATACGCAGTTTTGTTACCTCAGTTACCCCAAAAA 
TAGGAAAAGCAGCAAGCACAGTATTTTAAAGATCATAATTCCTATAAAAGGACT 
GTGCACAAAGTGTTTAGACTCCATTTTCATTAGGCAGGTTGACTAAAAATGATTG 
CAGTAACAGGTTTATATAAAATAGAGCAACCTTTCATGCTGTGACACAAATCAAA 
AGGTTGATAACTTTGTAATTTTACTCTGGAGATTCTAACCGAAGTTGGTGTAAGT 

40 TTTCAAGAGTTACTAAAATCAAGTTGGAAATGATTTACGTACACTTCCCTGAGCC 
TGGACTAAAGCCTCATGCCTGTACCCCAAGTAGGTGATGGTACTTTTCTATACAA 
AAAGGATTTCCTGGCAGGCAGGTATTTACAAAGTTTGTTCCTGTACCAGTCCAAT 
AATGACAACTCTAAATCCAGCTGCACCAAATCTTAGTGGGCCATTTGTCATACCT 
ATGAAAATTCTTCAGTTATTAAATAACTTTGTCAGTGCTACCTATGGTAGGCCGG 

45 AAACAATGTAGATTAGGAAGTTTCATGAAAATTAACTTTTGGGGCTATGGAGAA 
ACAGTTAAGTATCTTAAGTTACTAAACATTTCCACTGAATTTTTGGAGTGAGCCA 
AGGTTACTATAAAATACTTTGGAAGATGAATTCTCTACCTGGAGTTAGTTTCGAG 
AGTAAGCGTAGCTTTTAACAGAAATAACTGCAGATTTTAAGCTCATAATTTGCAA 
AAAAAATCTTTTATTGGCATGAAAATAATGTTGTAAATGGCACCAAATATTCCAC 
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TTAAATGCATATACAGTATTAGAGTCAAAAACTATTTTATCCCTCTTTGCTGTTTT 
TCCCCCTTCTGCCCACTTTCCTGGGTGTTGGGGGGGCCCGCTGACAACAGTCACA 
AATCCAGCGACCTAGGAAAAAAATTGTTAATATAGAATGAAAAATTATCTTTAC 
AGGACTGAATTTTAAGCCCATCTAAACTCTTCTGCCTTAGCTATCACTAATGATAT 
5 TCCTCTCTGGATTTTGTGGTGAGAAGGGCACTATGAGTTCCTTAATTTAAGGAAA 
AAATGTAAACTTAATCAATGTAATCAATGCCATGCAAAATTCATTGCAAGTCAAG 
GGGGATGGGAGAGATGCAATGCCATACGGTGATACGGACCTTTAAGAAAGTACA 
ATCTTTCCTGAAATTCAAACACTATCATACTTCAAAAGGTCAAAACCCATTCCGG 
AATTTGGCTTTTTTAAGACTTTTTCTCTCCTGCTCACTGGCAGCTGTGTGTCTTAA 

1 0 C AGC ATTCTTTC AAGTCCTGGTGTACTCTGCTGAC AGC ACTTTAAAACTTTAACA 
GCACAATGATAACTTGTACTACATACTTGATCTGAATTACTACAGAAAAATAATT 
ATGTTGCTTGCTTAATGATTCCCAGGAAACTTCGTTGTAGGCATATATTTTATAAG 
AGTATTATACAGTGTTAACTATGCAAGTAAGTTCTAAAATTACACAATTATCTGT 
GTAATGTTTTAGTCCAATTACTGTGATTTATTCAACTCTGTTCTAAAGTTATCTGG 

1 5 AATTGTCATGCTGCCTCAATTTACAGAAATCTATAATAGATTTCTATAGAAATGT 
AAAAAAAAAAAAAAAAAAA 



SEQ ID NO: 538 

>17504 BLOOD 238178.2 Incyte Unique 

20 CTGACAAAATGATCTCAATATTGGTGTAAAATCACCTCCCCTTTCAAGGGTCTTC 
CAAAGCACTTCCTGTCTGCGGCATACAAAATGTATGGCACGGAATTTTAAGCTTA 
OTGAGGTTTATAAACACGTeACATTC AGACATTCAAGACAC ACAGTGGAEATTCG. 
- ; ,:<v . GATA^AAAGAAACAAACAAAAAACAGGGTAAATACCC ATTCCGGTGAATAAGTT 
.i -GGATAAGATACCTAAAAAAGGTGGAGGTTCGGTACCTTTCTGTGTTCTGGCCTCTC 

25 GCTATTTGCCTACACTGGGTTCCTCACCTCCACTTTTTCTCACGTTTATCTGAGCG 
AAAACAAGCACGGTTCGGCAGCCTCCTTTCCCAGCCCTACCTTTGTGCTGCAAAA 
GCGAAAATTCAAAAGCCAAGTACAATAGGAGACCGCCCACCCTGGCTCCCTCGT 
GACACGAGGGAGCGCGAAGCGGAGGGCGCCTCGCGGCAGGAGCGGGATTTCCG 
GGGTCACGGGAACCGGCAGGGGAACGGGATAAAGTTCCCGGAGAAAGGAAAGG 

30 AGAGCGTGGGATAGTAAAAGAGAAGACGCGGAGAAGAGGAGAGGACCTACAAG 
AACGGAGGACAGGGGCGCACGATGGTCCCGGGGGGAGCGGAAACAAAGGCACG 
CAAAACGGAAAAGCGTGTGTAGGGGAGCGGAAAAGGAAGTCACCACCGTGGCC 
TGCGACGAAATGGCGAAAAGTCTTTTGAAGACAGCCTCTCTGTCTGGAAGGACA 
AAATTGCTACATCAAACAGGATTGTCACTTTATAGTACATCCCATGGATTTTATG 

35 AGGAAGAAGTGAAAAAAACACTTCAGCAGTTTCCTGGTGGATCCATTGACCTTC 
AGAAGGAAGACAATGGCATTGGCATTCTTACTCTGAACAATCCAAGTAGAATGA 
ATGCCTTTTCAGGTGTTATGATGCTACAACTTCTGGAAAAAGTAATTGAATTGGA 
AAATTGGACAGAGGGGAAAGGCCTCATTGTCCGTGGGGCAAAAAATACTTTCTC 
TTCAGGATCTGATCTGAATGCTGTGAAATCACTAGGAACTCCAGAGGATGGAAT 

40 GGCCGTATGCATGTTCATGCAAAACACCTTAACAAGATTTATGAGACTTCCTTTA 
ATAAGTGTTGCGCTGGTTCAAGGTTGGGCATTGGGTGGAGGAGCAGAATTTACTA 
CAGCATGTGATTTCAGGTTAATGACTCCAGAGAGTAAGATCAGATTCGTCCACAA 
AGAGATGGGCATAATACCAAGCTGGGGTGGCACCACCCGGCTAGTTGAAATAAT 
CGGAAGTAGACAAGCTCTCAAAGTGTTGAGTGGGGCCCTTAAACTGGATTCAAA 

45 AAATGCTCTAAACATAGGAATGGTTGAAGAGGTCTTGCAGTCTTCAGATGAAACT 
AAATCTCTAGAAGAGGCACAAGAATGGCTAAAGCAATTCATCCAAGGGCCACCG 
GAAGTAATTAGAGCTTTGAAAAAATCTGTTTGTTCAGGCAGAGAGCTATATTTGG 
AGGAAGCATTACAGAACGAAAGAGATCTTTTAGGAACAGTTTGGGGTGGGCCTG 
CAAATTTAGAGGCTATTGCTAAGAAAGGAAAATTTAATAAATAATTGGTTTTTCG 
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TGTGGATGTACTCCAAGTAAAGCTCCAGTGACTAATATGTATAAATGTTAAATGA 
TATTAAATATGAACATCAGAATTACTTTGAAGGCTACTATTAATATGCAGACTTA 
CTTTTAATCATTTGAATATCTGAACTCATTTACCTCATTTCTTGCCAATTACTCACT 
TGGGTATTTACTGCGTAATCTGGAACATTTAGCTAAAATATACACTTTTGGCTTA 
5 AAAATTATTGCTGTCAATTCCAATAATAATTCTTAGCTTATAACCAAAGAGCAGT 
GTTTAAAAGGAGAGCTTCTATACAAAACCTATTCCTGGCGTTACTTTTCATACAA 
TTTTTGTTCTGTTTTACCTGGAAATAATTTACCAAAATAACTGAGTGTTGCTGCTA 
AAGAACAAAAGTGGGGAGGTATCAGGGAACAAGAAAACAAGAAAGGGTATGAT 
CAATCATTTTCTTCTGCTCCAAACAGCTGGAGTAAAATTCATGGGAAATGGCCCT 

1 0 TCATTTAAAAAAAGATGTACCTCACTACCCACTAC AAATTTGGAACTTTGTTCTTT 
TCAATAATTAGTTTTCTATTGTAAATTACCTACTAAACAGTGGTAGCCATGACAT 
GGAAAGTCAACTGATTCTACAATTGGACATTCATTTGTGTGCCCTGGAATTTCCA 
ACTAGTAATAAACAACTACTGTTGATGTAGTTTTAAACCACTTGAAGGGACTCAT 
GAAGCATCCTGCAACATAAATTTGCATTTTTACATCAGATTTCTTTTTTTTCCTGA 

1 5 AAAACAACTAACCTTCTAACAACTATCTTTCAAAAGTAAATGTAATAAAAATGCA 
CAACATAAAATGTTTATGATCCCAGCAATACACTTTTTAAAAAATGTGAAAGTCA 
AAGAATTAAGTTCTAGTTCTGACTCATCACAAGAGGTCAAAAGTATTTGCTACTG 
TAACATTCAATTCACATTTGAGAATCATGGTAAAAATAACTTGCATTTGCCTTAC 
CATCATGATCCTACTGTTGAGTTAGGAAAATATGGTTAGACAGACTCACATTACT 

20 TTTTTTCAGAGGTAAACTCTAGATTACTGTGTCAACCCAATACTATTTGGCCATAG 
ATGTAAAAACTACCAAATAAAAGTGGATTTTGTGGTCTACAACATTTTGTGTAAA 
.. . , ; GTGAATTCATGTCTGCTAAGAGGGTTAAGTGTGCC . . ' ■=•*: -.. re. 

$K ; "SEQ ID NO: 539 -V.-- • ;.-.c;'= «r-;i : ^:?V- r ■ " v^^ ■•■ : ' ' :•' • 

25 >17616 BLOOD GB_R70598 gi|8441 15|gb|R70598|R70598 yi41g08.rl Soares placenta 
Nb2HP Homo sapiens cDNA clone IMAGE: 141 854 5' similar to contains Alu repetitive 
element;, mRNA sequence [Homo sapiens] 

GATCCACCCACCTCAGCCTCCCACAGTGCTGGGACTACAGGCATGAGGATCATCT 
GAGGCCAAGAGTTCAAGATCAGCCTGGGCAACATAGTGATACCCTATCTCTTAA 

30 AAAAGAAGAAGTTTTTAAATTTGAAATAATAATAGGTACTGGATTTATGCAAATG 
TCTTTTCTGCGTCTTTTGAGATGAGTATCAGGTTTTTTTTTTTCCTNTTATCATCTG 
ATGATGANCTTAATGTTTCCATTTGTATTAATGGGAATACTAAGTCCCTCTGTGAT 
TTTCTGAACCCAAGCTATTTCCTANGGCCTGAGTTTNATTTTNGTTTGACACAGTA 
ATTAAAATTAGGANGGCCCAAGCCGTGGGTGGCCATGTTGNCCTGTAAGTCCCN 

35 AAGTTGNCTGANGGTAAGGAAGGATTTGCTTTGNAGCCCCA 

SEQ ID NO: 540 

>17691 BLOOD 327226.7 Incyte Unique 

GCTTAAGAGACCCCGCAGTGGGGCGCTCGTCCGAAGCCAGGCCGCGTCCGCCAT 
40 AGTACCTGGCTTGGAGGTGTCGCCGCCGCTCGGTGAGAGCCCCCGAGCGGCAGG 
GGGCCAACACAAAAAGGGAGCCGGAGAAGCCCTAGCCGCTGCCCAGCAGCTTGC 
GGGCGTGTTCTCGCGGTTCCGGGCCTCAAGGCGACGGAAACGAAAGGCGAGCGA 
AGCGCGGAGGATCCGGCGAGAAGAAGCGTCAGGGAGCCTCGGCGGTGTCCCCGG 
GGTCCGCCGAAGCCACCCGGCCGCCGGCTGGGGCCCGGGGTGGTGAGGAAGTGC 
45 TCCGAGGCCTCGCCGAGGCCTAGCGCCGGCTTTGTGTCCGAGGCGGCGGCTGGC 
GGCGGGGGGAGGCTGGAGCCGGGGGCGTGCTGCGGGAAGGCCTCTCCTCCGCCG 
ACCGCGCGTTTTCGGCCTAGGCCGTGGGGCCGCTCGTGGCCTCCGGGGAGCAGG 
CGCCAGGGGTTTGTAGTGCGGAGGGGGCCTGGGCCTGGGCCTGGGGAAGCTGAC 
GCCGGTCGTCCGGAAGCCAGGAGGAGGCGTGAGGCCGCTCGTGGACTCCGGGCC 



460 



WO 02/074979 



PCT/US02/08456 



TAGGCCCTCTCCCCTCAACCTTCTCCCGGGGCCTGGGTCACCCCAATCCACGGAG 
AGAGAGACCCGCCGGGAGGTGCGGCCGCGCTATGGACCCCTGACCCCGTGGGGT 
CGCTCGGACTCTTAACGTGTGGACTGACCGCTACTGACTGCACCGCCAATCCCCC 
CGTCTCTGCCGGCCCCTTAGCATGAGCGAGGGGGACCCAGCCGGGTGACATTGT 
5 GCCCGTTGGCGGATTCTCGATTTCCCCTCTTCCCCGTCCTCGTCCTCCTCNTCCNN 
CATGAAGTGATTCTGAGTATCGGGGGGTCTCTGGATTATTGTTCTGACGAACCCC 
TGCTTGTGGTTGGGGGGTATTTAATCTGAGGCCTTAGGGTCCTTCGGTGTCTTTGA 
GTGTTTTGTGTGTACATATTTTGCTCTTAAAGTTTATAAATATACGTATATTGAGA 
GTGTCCACGTCTCCTCGCTGAACCTTAGGAATCCCTTGGCACCATGTCCTGTGTGC 

1 0 ATTATAAATTTTCCTCT AAACTCAACTATGATACCGTC ACCTTTGATGGGCTCCAC 
ATCTCCCTCTGCGACTTAAAGAAGCAGATTATGGGGAGAGAGAAGCTGAAAGCT 
GCCGACTGCGACCTGCAGATCACCAATGCGCAGACGAAAGAAGAATATACTGAT 
GATAATGCTCTGATTCCTAAGAATTCTTCTGTAATTGTTAGAAGAATTCCTATTGG 
AGGTGTTAAATCTACAAGCAAGACATATGTTATAAGTCGAACTGAACCAGCGAT 

1 5 GGC AACTACAAAAGC AGTATGTAAAAAC AC AATCTC ACACTTTTTCTAC AC ATTG 
CTTTTACCTTTATAATGTAGCAGTGAAGTAAATCATTTTAGAACTTAATATCCAAC 
TGATCATAGTACATATTGTAAATAAAATGTATTTTGATGACAGCTCAGTTGAATA 
TGGATAATATGTGGCATCACTTGCACACTTATTTTGTAGAAATGGGTAATTTGTG 
CCCGTAACACTGTTTCATATTAAATATGATAGCATTATCCCTGTATGACACTGTGT 

20 TGTACAGTTAATGTATGATCCTTTTTAGATCGTTTAGGTTTTACACTAAGGAACAT 
GATGACATGTTCTACATTTGTCTGTCTATAGTTAGTATTTTGTATGTATGTACAGG 



25 SEQIDNO:541 - ' 

>17713 BLOOD GB_R78516 gi|854797|gb|R78516|R78516 yi73h02.rl Soares placenta 
Nb2HP Homo sapiens cDNA clone IMAGE: 144915 3', mRNA sequence [Homo sapiens] 
GTGCGTGTGATTACCAGAGAACTACTAAAAAAACCAACTGCTTTTTAAATCCTAT 
TGTGTAGTTAAAGTGTCATGCCTTGACCAATCTAATGAATTGATTAATTAACTGG 

30 GCCTTTATACTTAACTAAATAAAAAACTAAGCAGATATGAGTTAAATTTAAAAAA 
AAAAAAAANAAG 

SEQ ID NO: 542 

>17805 BLOOD 099572.2 AF001862 g2232149 Human FYN binding protein mRNA, 
35 complete cds. 0 

TAAGGTATAGTATTTTAAACTGTGCAAGTAAGACTTTTGTCTCTCAGCTATTTTTT 
GTTCCCTATGTTTGTAGGATGGAAAGGCAGATGTAAAGTCCCTCATGGCGAAATA 
TAACACGGGGGGCAACCCGACAGAGGATGTCTCAGTCAATAGCCGACCCTTCAG 
AGTCACAGGGCCAAACTCATCTTCAGGAATACAAGCAAGAAAGAACTTATTCAA 

40 CAACCAAGGAAATGCCAGCCCTCCTGCAGGACCCAGCAATGTACCTAAGTTTGG 
GTCCCCAAAGCCACCTGTGGCAGTCAAACCTTCTTCTGAGGAAAAGCCTGACAA 
GGAACCCAAGCCCCCGTTTCTAAAGCCCACTGGAGCAGGCCAAAGATTCGGAAC 
ACCAGCCAGCTTGACCACCAGAGACCCCGAGGCGAAAGTGGGATTTCTGAAACC 
TGTAGGCCCCAAGCCCATCAACTTGCCCAAAGAAGATTCCAAACCTACATTTCCC 

45 TGGCCTCCTGGAAACAAGCCATCTCTTCACAGTGTAAACCAAGACCATGACTTAA 
AGCCACTAGGCCCGAAATCTGGGCCTACTCCTCCAACCTCAGAAAATGAACAGA 
AGCAAGCGTTTCCCAAATTGACTGGGGTTAAAGGGAAATTTATGTCAGCATCACA 
AGATCTTGAACCCAAGCCCCTCTTCCCCAAACCCGCCTTTGGCCAGAAGCCGCCC 
CTAAGTACCGAGGAACTCCCATGAAGACGAAAGCCCCATGAAGAATGTGTCTTC 
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ATCAAAAGGGTCCCCAGCTCCCCTGGGAGTCAGGTCCAAAAGCGGCCCTTTAAA 
ACCAGCAAGGGAAGACTCAGAAAATAAAGACCATGCAGGGGAGATTTCAAGTTT 
GCCCTTTCCTGGAGTGGTTTTGAAACCTGCTGCGAGCAGGGGAGGCCTAGGTCTC 
TCCAAAAATGGTGAAGAAAAAAAGGAAGATAGGAAGATAGATGCTGCTAAGAA 
5 CACCTTCCAGAGCAAAATAAATCAGGAAGAGTTGGCCTCAGGGACTCCTCCTGC 
CAGGTTCCCTAAGGCCCCTTCTAAGCTGACAGTGGGGGGGCCATGGGGCCAAAG 
TCAGGAAAAGGAAAAGGGAGACAAGAATTCAGCCACCCCGAAACAGAAGCCAT 
TGCCTCCCTTGTTTACCTTGGGTCCACCTCCACCAAAACCCAACAGACCACCAAA 
TGTTGACCTGACGAAATTCCACAAAACCTCTTCTGGAAACAGTACTAGCAAAGG 

1 0 GCCAGACGTCTTACTCAACAACTTCCCTGCCACCACCTCCACCATCCCATCCGGC 
CAGCCAACCACCATTGCCAGCATCTCACCCATCACAACCACCAGTCCCAAGCCTA 
CCTCCCAGAAACATTAAACCTCCGTTTGACCTAAAAAGCCCTGTCAATGAAGACA 
ATCAAGATGGTGTCACGCACTCTGATGGTGCTGGAAATCTAGATGAGGAACAAG 
ACAGTGAAGGAGAAACATATGAAGACATAGNNNNTSnsnsnSIN^ 

15 NNNNNNN^^ 

NNNisnsnsiNNN^ 

GCCCTATTCAAGTCATCCATCTTGCAAAAGCTTGTTGTGATGTCAAAGGAGGAAA 
GAATGAACTGAGCTTCAAGCAAGGAGAGCAAATTGAAATCATCCGCATCACAGA 
CAACCCAGAAGGAAAATGGTTGGGCAGAACAGCAAGGGGTTCATATGGCTATAT 

20 TAAAACAACTGCTGTAGAGATTGACTATGATTCTTTGAAACTGAAAAAAGACTCT 
CTTGGTGCCCCTTCAAGACCTATTGAAGATGACCAAGAAGTATATGATGATGTTG 
" CAGAGGAGGATGATATTAGCAGCCAGAGTCAGAGTGGAAGTGGAGGGATAT.TGG ; 
. CTGCACCAGCAGATGATGAGATTTATGATGGGATTGAAGAGGAAGATGCTGATG . : 
ATGGTTTGCGTGCTCCTCCTAAACAATTGGACATGGGAGATGAAGTTTACGATGA 

25 TGTGGATACCTCTGATTTCCCTGTTTCATCAGCAGAGATGAGTCAAGGAACTAAT 
TTTGGAAAAGCTAAGACAGAAGAAAAGGACCTTAAGAAGCTAAAAAAGCAGGA 
AAAAGAAGAAAAAGACTTCAGGAAAAAATTTAAATATGATGGTGAAATTAGAGT 
CCTATATTCAACTAAAGTTACAACTTCCATAACTTCTAAAAAGTGGGGAACCAGA 
GATCTACAGGTAAAACCTGGTGAATCTCTAGAAGTTATACAAACCACAGATGAC 

30 ACAAAAGTTCTCTGCAGAAATGAAGAAGGGAAATATGGTTATGTCCTTCGGAGT 
TACCTAGCGGACAATGATGGAGAGATCTATGATGATATTGCTGATGGCTGCATCT 
ATGACAATGACTAGCACTCAACTTTGGTCATTCTGCTGTGTTCATTAGGTGCCAA 
TGTGAAGTCTGGATTTTAATTGGCATGTTATTGGGTATCAAGAAAATTAATGCAC 
AAAACCACTTATTATCATTTGTTATGAAATCCCAATTATCTTTACAAAGTGTTTAA 

35 AGTTTGAACATAGAAAATAATCTCTCTGCTTAATTGTTATCTCAGAAGACTACAT 
TAGTGAGATGTAAGAATTATTAAATATTCCATTTCCGCTTTGGCTACAATTATGA 
AGAAGTTGAAGGTACTTCTTTTAGACCACCAGTAAATAATCCTCCTTCAAAAAAT 
AAAAATAAAAGAAAAAGGAAAATCATTCAGGAAGAAATGACCTGTCTAAAAAA 
ACCTAAGGAAGAATAATAATATAAGAAAGGAAATTTAAAAACATTCCACAAGAA 

40 GAAAAATTATTGTTTATACTCCTACTTATGGTTATATCTTATATTCTCTATTCAAG 
TGACCTGTCTTTTAAAAAGGCAGTGCTGTCTTACCTCTTGCTAGTGGGTTAAATGT 
TTTCAAAAATTATAGCAGTAGTAGAAGTTTTGTATAAAATTTGTCCTTATTTGTTA 
ATTGTATATAAATGTTAATTATTTGATACGAATGTTATGCATTTAGTATGCACATT 
GAAGTCTAAACTGTAGAAGAGTCTAAAACAAGTTCTCTTTTTGCAGATTCACATA 

45 CTAATGGTTTAATTCTGTGCTCTGTTTAAAGTACTATTATAACTAGAGTAGATCTG 
AATGAGGATAACCCTAAAATCATGAGGAATGGAAGAATGGACCTTGAAACTACC 
TAGGCTTTTATGCATGGCACCTCTTTATAATGAAGACACTTTTTAAAGTTTTTGTT 
TTTGTTTCAATTACCGCTAGATTTTTTTTTCTCTTTTTTTAAAATCCATTTTACTGG 
AAAGTTGGCCAGCAGAGGGAGTAGAAATTATTAAAATTCTAGTGTTTGGATTGG 
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GCCCTTCTCTAACAGTACATACTCATTCCCAAAGCAATCCAAAAACAAAATGTGA 
ACCATTTGGGTTTCAAATGTTAAGAACACTAAATAGCATGATTTAAAAAATGAAA 
AATGCTAACACCCAAGAAAAGAAGATATTAAGTGCTTTTTAACAACTCCTAGAGT 
ACAAAATGAGTACATCATAATGCTGGGCTCTTCTACTAATGAACCATCGAGTGAT 
5 ATTGAATAAATTATTTATCTTCTCAGTTTCCTTATCTGTAAATTACAATATTAGAC 
TAAGTAAGTTTTTCCAACTCTTCACTACCAATTACCTTAGGCTTTTATAATGCTCC 
GCCTACTTCAGTCCCATGTTTCAGAAGCTTTTGTCTATTTTTTAAACTCATTGATT 
AAATAATGATTAATGCATTCTCCACATTTTAATATTGCAAAGGCCCATTGGAGTT 
TCTGAAGTGGCTCCACAGAATTGAAATAATTTCAAATAACTGTAAAGGAACTGA 

1 0 AAATCTTCACAGAGATGAAGTGGGGTTTCCATTAGGTGCTTTGAAATTTGATAAC 
AAATCATCAACTTCCACTGGTCAATATATAGATTTTGGGTGTCTGAGGCCCCAAG 
ATTAGATGCCACTAATCTCCAAAGATTCCCTCCAATTATGAAATATTTTAATGTCT 
ACTTTTAGAGAGCACTAGCCAGTATATGACCATGTGATTAATTTCTTTTCACACTA 
GATAAAATTACCTGGTTCAAAAGTGGTTTTTGTTTATTAAATTTGGTAATAAATAT 

1 5 ATATAATACACAGACAGGATAGTTTTTATGCTGAAGTTTTTGGCCAGCTTTAGTTT 
GAGGACTCCTTGATAAGCTTGCTAAACTTTCAGAGTGCCCTGAGACACTTCCAGC 
CATCCCTCCTCCTGCCTTCATTGGGGCAGACTTGCATTGCAGTCTGACAGTAATTT 
TTTTTCTGATTGAGAATTATGTAAATTCAATACAATGTCAGTTTTTAAAAGTCAAA 
GTTAGATCAAGAGAATATTTCAGAGTTTTGGTTTACACATCAAGAAACAGACACA 

20 CATACCTAGGAAAGATTTACACAATAGATAATCATCTTAATGTGAAAGATATTTG 
AAGTATTAATTTTAATATATTAAATATGATTTCTGTTATAGTCTTCTGTATGGAAT 
y ■ i TTTGTCAGTTAAGATGAGCTGCAAATAAATAATACCTTCAATGG AAAAA AAAiVA 
< ■'. NNNGNAAAAAAAAAANAAAAG ■ * . ■■■ e • ' : • • < ; ..: . ,: •- : • ■ ' >■ > 

25 SEQ ID NO: 543 

>17862 BLOOD 207683.2 M83751 gl 78990 Human arginine-rich protein (ARP) gene, 
complete cds. 0 

TCCTGCTGTAGTGCCTTCTGCGCCAGGCCCGGTTCAATCAGCGGCCACAACTGTC 
TAGGGCTCAGACACCACCAGCCAATGAGGGAGGGCACGTGGAGCCGCGTCTGGG 

30 CTCGCGGCTCCTGACCAATGGGGAAGTGGCATGTGGGAGGGCGCCGGGGTTCCC 
CCCGCCAATGGGGAGCTACGGCGCGCGGCCGGGACTTGGAGGCGGTGCGGCGCG 
GCGGGTGCGGTTCAGTCGGTCGGCGGCGGCAGCGGAGGAGGAGGAGGAGGAGG 
AGGATGAGGAGGATGAGGAGGATGTGGGCCACGCAGGGGCTGGGCGGTGGCGC 
TGGCTCTGAGCGTGCTGCCGGGCAGCCGGGCGCTGCGGCCGGGCGACTGCGAAG 

35 TTTGTATTTCTTATCTGGGAAGATTTTACCAGGACCTCAAAGACAGAGATGTCAC 
ATTCTCACCAGCCACTATTGAAAACGAACTTATAAAGTTCTGCCGGGAAGCAAG 
AGGCAAAGAGAATCGGTTGTGCTACTATATCGGGGCCACAGATGATGCAGCCAC 
CAAAATCATCAATGAGGTATCAAAGCCTCTGGCCCACCACATCCCTGTGGAGAA 
GATCTGTGAGAAGCTTAAGAAGAAGGACAGCCAGATATGTGAGCTTAAGTATGA 

40 CAAGCAGATCGACCTGAGCACAGTGGACCTGAAGAAGCTCCGAGTTAAAGAGCT 
GAAGAAGATTCTGGATGACTGGGGGGAGACATGCAAAGGCTGTGCAGAAAAGTC 
TGACTACATCCGGAAGATAAATGAACTGATGCCTAAATATGCCCCCAAGGCAGC 
CAGTGCACGGACCGATTTGTAGTCTGCTCAATCTCTGTTGCACCTGAGGGGGAAA 
AAACAGTTCAACTGCTTACTCCCAAAACAGCCTTTTTGTAATTTATTTTTTAAGTG 

45 GGCTCCTGACAATACTGTATCAGATGTGAAGCCTGGAGCTTTCCTGATGATGCTG 
GCCCTACAGTACCCCCATGAGGGGATTCCCTTCCTTCTGTTGCTGGTGTACTCTAG 
GACTTCAAAGTGTGTCTGGGATTTTTTTATTAAAGAAAAAAAATTTCTAGCTGTC 
CTTGCAGAATTATAGTGAATACCAAAATGGGGTTTTGCCCCAGGAGGCTCCTACC 
AGTTTCTGCTTTCCAGTTGCAGAGTTTGGGGGGTTATTCATTCCCATTTATCTCTC 
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AACCCACCAGTGCTGAAAATACCAGAGCAGGACATAGGGGCTGGGGCCAGCTGA 
TGTGTGTGGGTGTGTACCACTAGAGGGCAGCAGGCACTCAGCAGAAAGGAGGTG 
GCGGGGGCGGGGGGTGCTGCGCTTGATACCCTGCCCCTTGATACAGTATCTGTCT 
TACCCGCCCAAGAGAGCTGGAGGCCACAGCTCTAGGAGGAT 

5 

SEQ ID NO: 544 

>17898 BLOOD 064333.4 X03663 g29899 Human mRNA for c-fms proto-oncogene. 0 

GGCTTCAGGAAGGGCAGACAGAGTGTCCAAAAGCGTGAGAGCACGAAGTGAGG 

AGAAGGTGGAGAAGAGAGAAGAGGAAGAGGAAGAGGAAGAGAGGAAGCGGAG 

1 0 GGAACTGCGGCCAGGCTAAAAGGGGAAGAAGAGGATCAGCCCAAGGAGGAGGA 
AGAGGAAAACAAGACAAACAGCCAGTGCAGAGGAGAGGAACGTGTGTCCAGTG 
TCCCGATCCCTGCGGAGCTAGTAGCTGAGAGCTCTGTGCCCTGGGCACCTTGCAG 
CCCTGCACCTGCCTGCCACTTCCCCACCGAGGCCATGGGCCCAGGAGTTCTGCTG 
CTCCTGCTGGTGGCCACAGCTTGGCATGGTCAGGGAATCCCAGTGATAGAGCCCA 

1 5 GTGTCCCCGAGCTGGTCGTGAAGCCAGGAGCAACGGTGACCTTGCGATGTGTGG 
GCAATGGCAGCGTGGAATGGGATGGCCCCCCATCACCTCACTGGAGCCTGTACTC 
TGATGGCTCCAGCAGCATCCTCAGCACCAACAACGCTACCTTCCAAAACACGGG 
GACCTATCGCTGCACTGAGCCTGGAGACCCCCTGGGAGGCAGCGCCGCCATCCA 
CCTCTATGTCAAAGACCCTGCCCGGCCCTGGAACGTGCTAGCACAGGAGGTGGTC 

20 GTGTTCGAGGACCAGGACGCACTACTGCCCTGTCTGCTCACAGACCCGGTGCTGG 
AAGCAGGCGTCTCGCTGGTGCGTGTGCGTGGCCGGCCCCTCATGCGCCACACCAA 

> ; CTA0TG0TTCTCGCCGTGGCATGGGTTGACGATCGACAGGGGCA4GTTGATTCAG ' 
AGGCAGGACTATGAA.I;GCAGTGCCGTGATGGGTGGtCAGGAAGGTGATGTCCATG .5 
AGC ATCCGGCTGAAAGTGC AGAAAGTC ATCCC AGGGCCCCC AGCGTTGAC ACTG 

25 GTGCCTGCAGAGCTGGTGCGGATTCGAGGGGAGGCTGCCCAGATCGTGTGCTCA 
GCCAGCAGCGTTGATGTTAACTTTGATGTCTTCCTCCAACACAACAACACTAAGC 
TCGCAATCCCTCAACAATCTGACTTTCATAATAACCGTTACCAAAAAGTCCTGAC 
CCTCAACCTCGATCAAGTAGATTTCCAACATGCCGGCAACTACTCCTGCGTGGCC 
AGCAACGTGCAGGGCAAGCACTCCACCTCCATGTTCTTCCGGGTGGTAGAGAGT 

30 GCCTACTTGAACTTGAGCTCTGAGCAGAACCTCATCCAGGAGGTGACCGTGGGG 
GAGGGGCTCAACCTCAAAGTCATGGTGGAGGCCTACCCAGGCCTGCAAGGTTTT 
AACTGGACCTACCTGGGACCCTTTTCTGACCACCAGCCTGAGCCCAAGCTTGCTA 
ATGCTACCACCAAGGACACATACAGGCACACCTTCACCCTCTCTCTGCCCCGCCT 
GAAGCCCTCTGAGGCTGGCCGCTACTCCTTCCTGGCCAGAAACCCAGGAGGCTG 

35 GAGAGCTCTGACGTTTGAGCTCACCCTTCGATACCCCCCAGAGGTAAGCGTCATA 
TGGACATTCATCAACGGCTCTGGCACCCTTTTGTGTGCTGCCTCTGGGTACCCCCA 
GCCCAACGTGACATGGCTGCAGTGCAGTGGCCACACTGATAGGTGTGATGAGGC 
CCAAGTGCTGCAGGTCTGGGATGACCCATACCCTGAGGTCCTGAGCCAGGAGCC 
CTTCCACAAGGTGACGGTGCAGAGCCTGCTGACTGTTGAGACCTTAGAGCACAA 

40 CCAAACCTACGAGTGCAGGGCCCACAACAGCGTGGGGAGTGGCTCCTGGGCCTT 
CATACCCATCTCTGCAGGAGCCCACACGCATCCCCCGGATGAGTTCCTCTTCACA 
CCAGTGGTGGTCGCCTGCATGTCCATCATGGCCTTGCTGCTGCTGCTGCTCCTGCT 
GCTATTGTACAAGTATAAGCAGAAGCCCAAGTACCAGGTCCGCTGGAAGATCAT 
CGAGAGCTATGAGGGCAACAGTTATACTTTCATCGACCCCACGCAGCTGCCTTAC 

45 AACGAGAAGTGGGAGTTCCCCCGGAACAACCTGCAGTTTGGTAAGACCCTCGGA 
GCTGGAGCCTTTGGGAAGGTGGTGGAGGCCACGGCCTTTGGTCTGGGCAAGGAG 
GATGCTGTCCTGAAGGTGGCTGTGAAGATGCTGAAGTCCACGGCCCATGCTGATG 
AGAAGGAGGCCCTCATGTCCGAGCTGAAGATCATGAGCCACCTGGGCCAGCACG 
AGAACATCGTCAACCTTCTGGGAGCCTGTACCCATGGAGGCCCTGTACTGGTCAT 
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CACGGAGTACTGTTGCTATGGCGACCTGCTCAACTTTCTGCGAAGGAAGGCTGAG 
GCCATGCTGGGACCCAGCCTGAGCCCCGGCCAGGACCCCGAGGGAGGCGTCGAC 
TATAAGAACATCCACCTCGAGAAGAAATATGTCCGCAGGGACAGTGGCTTCTCC 
AGCCAGGGTGTGGACACCTATGTGGAGATGAGGCCTGTCTCCACTTCTTCAAATG 
5 ACTCCTTCTCTGAGCAAGACCTGGACAAGGAGGATGGACGGCCCCTGGAGCTCC 
GGGACCTGCTTCACTTCTCCAGCCAAGTAGCCCAGGGCATGGCCTTCCTCGCTTC 
CAAGAATTGCATCCACCGGGACGTGGCAGCGCGTAACGTGCTGTTGACCAATGG 
TCATGTGGCCAAGATTGGGGACTTCGGGCTGGCTAGGGACATCATGAATGACTCC 
AACTACATTGTCAAGGGCAATGCCCGCCTGCCTGTGAAGTGGATGGCCCCAGAG 

1 0 AGC ATCTTTGACTGTGTCTACACGGTTCAGAGCGACGTCTGGTCCTATGGCATCC 
TCCTCTGGGAGATCTTCTCACTTGGGCTGAATCCCTACCCTGGCATCCTGGTGAA 
CAGCAAGTTCTATAAACTGGTGAAGGATGGATACCAAATGGCCCAGCCTGCATTT 
GCCCCAAAGAATATATACAGCATCATGCAGGCCTGCTGGGCCTTGGAGCCCACC 
CACAGACCCACCTTCCAGCAGATCTGCTCCTTCCTTCAGGAGCAGGCCCAAGAGG 

1 5 ACAGGAGAGAGCGGGACTATACC AATCTGCCGAGC AGC AGC AGAAGCGGTGGC 
AGCGGCAGCAGCAGCAGTGAGCTGGAGGAGGAGAGCTCTAGTGAGCACCTGACC 
TGCTGCGAGCAAGGGGATATCGCCCAGCCCTTGCTGCAGCCCAACAACTATCAGT 
TCTGCTGAGGAGTTGACGACAGGGAGTACCACTCTCCCCTCCTCCAAACTTCAAC 
TCCTCCATGGATGGGGCGACACGGGGAGAACATACAAACTCTGCCTTCGGTCATT 

20 TCACTCAACAGCTCGGCCCAGCTCTGAAACTTGGGAAGGTGAGGGATTCAGGGG 
AGGTCAGAGGATCCCACTTCCTGAGCATGGGCCATCACTGCCAGTCAGGGGCTG 
v>GGGGCTGAGCCCTCACCCCCCGCCl!CCCCTAGTGTTGTCATGGTGTTGGCCT€GTG 
<■■. \TTO?GCTATGCCAACTAGTAGAACCTTCT.TTCGTAATGCCCTTATCT(rGATGGAAAT . • 

. GGACTGACTTTATGCCTATGAAGTCCCCAGGAGCTACACTGATACTGAGA\AACC 

25 AGGCTCTTTGGGGCTAGACAGACTGGCAGAGAGTGAGATCTCCCTCTGTGAGAG 
GAGCAGCAGATGCTCACAGACCACACTCAGCTCAGGCCCCTTGGAGCAGGATGG 
CTCCTCTAAGAATCTCACAGGACCTCTTAGTCTCTGCCCTATACGCCGCCTTCACT 
CCACAGCCTCACCCCTCCCACCCCCATACTGGTACTGCTGTAATGAGCCAAGTGG 
CAGCTAAAAGTTGGGGGTGTTCTGCCCAGTCCCGTCATTCTGGGCTAGAAGGCAG 

30 GGGACCTTGGCATGTGGCTGGCCACACCAAGCAGGAAGCACAAACTCCCCCAAG 
CTGACTCATCCTAACTAACAGTCACGCCGTGGGATGTCTCTGTCCACATTAAACT 
AACAGCATTAATGCAAAAAAAAAAAAAAA 

SEQ ID NO: 545 

35 >17915 BLOOD GB_R93149 gi|967315|gb|R93149|R93149 yql5g08.sl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE: 197054 3', mRNA sequence [Homo 
sapiens] 

CTATTTTCCACAAATCATTGGTTTATTAGAAAGTTCCTTTCCCTCATTTTACAGCA 
TATATATCTCTATCATATGTGATAAAGTTAAATACAATCTGTTATGCTTGTAAGTA 
40 AGGTTTATTTTTATTTTTACTTTTAAAATCACTATTCTGGAAGTTAAAGAAAATGC 
CCCTAGGGAAGGCAAAGAGGCAGCCAGAGTATGGCTCAATCTACAAGCTAATGG 
GGAAGCAGGCACGGAAAATGTTAATACTGTATTATTTATTTACATGGGGCTGAAA 
GCAAAGGAAAAATGAGTCCCTTCACTTACACAGGNTGGATTTCATTTTTCCCGGG 
C 

45 

SEQ ID NO: 546 

>17952 BLOOD 337221 .6 Incyte Unique 

AAAAAAAAGAAAAAAGAAAAAAAGAGAAAAAAGCGAAATAGGTTATATTTTAA 
AAACAATAGAAAGGCAATAAGTTGCGATAAGCTCTTACTATTGACCAAGGTTAT 
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acaggaaagagactgaagtgtacccttgaataggttttctgtagtcagagttcta 
aactctaatttgtaacttggactttctaattgcaaatggcaataactattaagtt 
atcagcaataataaatttagcattaaatttgagtacaatgttttgtttttgcactc 
cccatagtgcgtatgtattaagacagtggatagtgtttaggtcctgttaattttct 
5 ttggaattcaatgtggttgtgaatcaaacttaaggaaggaacgtttaaatagca 
atgagatacagaattatgggcctttggaacaagcccgacttcccctaaattctcc 
ttagtttgttaataccagtattcagattcctgattcatttatacatctgtttccat 
atggcagggacattatgatacttaatgaataatgctttgaggagttctgcagtta 
actttcaagtcttccagatgattgtcaacaacaaaaaaggcttattgaatcccat 

1 0 cttgctatgcaagttttatcagatgatcaaatagtagatctgatacatccccatt 
gtatgtacgacattttcaaaccaagtcttaacttttcaaggacattttagtagct 
aattcaggggagggggaagaatgatgcaggtttttagattgactgactatttttg 
agttatggggctcattttgaaagactgctgtccagatcagcttgttgctgcagat 
aatagaaggttcttatgaatccaagttgtatattcacttgtaggataatttaaaa 

1 5 attagattttttttgc atatgagcaaaaaccttttgctggatacaggagaaggtt 
ggactttatctacagttatcttttgattacagcaacagctctgggtgagagtaga 
atttatagagggataatttgtcaagccatagaaagaaaatctaaattaatctagt 
aagtgtatgacctctcaccattttaagaggtatcagattcatttgcactattagg 
aatgctagttttgtgcaaaaataatgccttacctgttttttccccacatttaggtt 

20 gaaaagctttcaaatgttccaagttatgctgaannnnnn^^ 
nnnnnntnosd^^ 

:■■ i. > . ? :^a aaaagcccagacttt?rt attgctgcttcgaaatgc aa atgg atagagcagggt 
• "• r; 'etc.tgtgacagtataatgatagctttgtgagttagtttgatgtcdatggtgggaact 

' ! GTGl^ATGAGGTGGCC AT AAGG AGC AACC AGCGG AAAC AGGC ACTTGGGI^TGT ATT 
25 AGT ATGGAACC ATTTGC ATTTGTTTTTTTT AAGCTTT ATCTTTCCTTGTGC ATCCTG 
ACCAAGAAATATCTTTGATTATGATTAATGTATTATGTCAAAATGTAGGCTAGTT 
AAACTTTTGTAAAGTTGCCTGGAATGTCATTTGTTAGGTTATAAACACAAGATCT 
AAATGAAGGGTTTTATGTGTTGTGTACAAATCTTATTTTGAAATGGACAAACTTG 
TCATTACATTTGTAACCTTGTACAGAGGATTTTTCACTATGTGCCTAGCTTGGTGT 
30 CCATTCAGCTAAAATTGAAAAAAAAAAAAAGGTGCATGAAGAGTTAAAAATCAA 
ATTAAAGTATATGTAGAGATGACTATTTTATATTACATGACCCAATCCTGTATTTA 
TTTCTACCCCCTTTTTGAAAGTATTTATAAAACTAGTTGAGGACAGCTGTATTTTT 
TTGTTGAACTATTTAGTAGAATTGTGCCTTTTTGTCTGTATGTGAATAAATGCTGT 
ACATTTTGCAATAC 

35 

SEQ ID NO: 547 

>18005 BLOOD 442042.5 Z70293.1 gl296611 Human mRNA for chemokine CC-2 and CC- 
3. 0 

CCTGCTCTATCTTGTCTCGGTCTCTCACTCTGCCTTATACCCCTCAGTTGAATTATT 
40 TCTTCTGAGGAGGCAAGAACTGAGGCTGCTGCAGACTGATATGGATTCACCACTG 
CTAACACCTCCTGGTTGGAACTACAGGAATAGAACTGGAAAGGGAAAAAAGGCA 
GCATTCACCACATCCCAATCCTGAATCCAAGAGTCTAAGATAGTCCCCCACTCCT 
ATCTCAGGCTTAGAGGATTAGATTAATCTCCTGGAGGGGAAGACTCTTCCTTGAA 
ACATTTTTTTTTATCTGCCTGTAGCTATTGGGATAATTCGGGAAATCCACAGGGA 
45 CAGTTCAAGTCATCTTTGTCCTCTACTTTCTGTTGCACTCTCAGCCTTGTTCTCTTT 
TTAGAAACTGCATGGTAACTATTATATAGCTAAAGAAGAGCATTCTGACCTCTGC 
CCTGGGACTTCCTGGATCCTCCTCTTCTTATAAATACAAGGGCAGAGCTGGTATC 
CCGGGGAGCCAGGAAGCAGTGAGCCCAGGAGTCCTCGGCCAGCCCTGCCTGCCC 
ACCAGGAGGATGAAGGTCTCCGTGGCTGCCCTCTCCTGCCTCATGCTTGTTGCTG 
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TCCTTGGATCCCAGGCCCAGTTCACAAATGATGCAGAGACAGAGTTAATGATGTC 
AAAGCTTCCACTGGAAAATCCAGTAGTTCTGAACAGCTTTCACTTTGCTGCTGAC 
TGCTGCACCTCCTACATCTCACAAAGCATCCCGTGTTCACTCATGAAAAGTTATTT 
TGAAACGAGCAGCGAGTGCTCCAAGCCAGGTGTCATATTCCTCACCAAGAAGGG 
5 GCGGCAAGTCTGTGCCAAACCCAGTGGTCCGGGAGTTCAGGATTGCATGAAAAA 
GCTGAAGCCCTACTCAATATAATAATAAAGAGACAAAAGAGGCCAGCCACCCAC 
CTCCAACACCTCCTGAGCCTCTGAAGCTCCCACCAGGCCAGCTCTCCTCCCACAA 
CAGCTTCCCACAGCATGAAGATCTCCGTGGCTGCCATTCCCTTCTTCCTCCTCATC 
ACCATCGCCCTAGGGACCAAGACTGAATCCTCCTCACAAACTGGGGGGAAACCG 

1 0 AAGTTGTTAAAATACAGCTAAAGTTGGTGGGGGGACCTTACC ACCCCTCAGAGT 
GCTGCTTCACCTACACTACCTACAAGATCCCGCGTCAGCGGATTATGGATTACTA 
TGAGACCAACAGCCAGTGCTCCAAGCCCGGAATTGTCTTCATCACCAAAAGGGG 
CCATTCCGTCTGTACCAACCCCAGTGACAAGTGGGTCCAGGACTATATCAAGGAC 
ATGAAGGAGAACTGAGTGACCCAGAAGGGGTGGCGAAGGCACAGCTCAGAGAC 

1 5 ATAAAGAGAAGATGCCAAGGCCCCCTCCTCCACCCACCGCTAACTCTCAGCCCCA 
GTCACCCTCTTGGAGCTTCCCTGCTTTGAATTAAAGACCACTCATGCTC 

SEQ ID NO: 548 

>18046 BLOOD 1326922.7 M12125 g339951 Human fibroblast muscle-type tropomyosin 

20 mRNA, complete cds. 0 

GCGGCCGCACCCCCCGGCCGGGCCGTGCTTCTGCCCCTGCAAGGTTTGGGCCGAG 
• ;V, • 'OTGGGGGAGGGTCCTGGTTGCGGGCGCCGCCGGGTCGGTCCCCGCGTTTTAGGCG 
sGGGGGGTGGCCGGGACGTGGCAGTCCCGCTCCGTCCTCGTCGCCTGCOAGGGGTG 
•■■ : G AGCCAGTCCGCTGAGGGAGCCCAGTCCGTGGGGTCCTCACCGCCTGCCGGCCGG 

25 CCCACCCCCCACCGCAGCCATGGACGCCATCAAGAAGAAGATGCAGATGCTGAA 
GCTGGACAAGGAGAACGCCATCGACCGCGCCGAGCAGGCCGAAGCCGACAAGA 
AGCAAGCTGAGGACCGCTGCAAGCAGCTGGAGGAGGAGCAGCAGGCCCTCCAG 
AAGAAGCTGAAGGGGACAGAGGATGAGGTGGAAAAGTATTCTGAATCCGTGAA 
GGAGGCCCAGGAGAAACTGGAGCAGGCCGAGAAGAAGGCCACTGATGCTGAGG 

30 CAGATGTGGCCTCCCTGAACCGCCGCATTCAGCTGGTTGAGGAGGAGCTGGACC 
GGGCCCAGGAGCGCCTGGCTACAGCCCTGCAGAAGCTGGAGGAGGCCGAGAAG 
GCGGCTGATGAGAGCGAGAGAGGAATGAAGGTCATCGAAAACCGGGCCATGAA 
GGATGAGGAGAAGATGGAACTGCAGGAGATGCAGCTGAAGGAGGCCAAGCACA 
TCGCTGAGGATTCAGACCGCAAATATGAAGAGGTGGCCAGGAAGCTGGTGATCC 

35 TGGAAGGAGAGCTGGAGCGCTCGGAGGAGAGGGCTGAGGTGGCCGAGAGCCGA 
GCCAGACAGCTGGAGGAGGAACTTCGAACCATGGACCAGGCCCTCAAGTCCCTG 
ATGGCCTCAGAGGAGGAGTATTCCACCAAAGAAGATAAATATGAAGAGGAGATC 
AAACTGTTGGAGGAGAAGCTGAAGGAGGCTGAGACCCGAGCAGAGTTTGCCGAG 
AGGTCTGTGGCAAAGTTGGAGAAAACCATCGATGACCTAGAAGAGACCTTGGCC 

40 AGTGCCAAGGAGGAGAACGTCGAGATTCACCAGACCTTGGACCAGACCCTGCTG 
GAACTCAACAACCTGTGAGGGCCAGCCCCACCCCCAGCCAGGCTATGGTTGCCA 
CCCCAACCCAATAAAACTGATGTTACTAGCCTCTCAAAAAAAAAGAAAAAGGGC 
GGC 

45 SEQ ID NO: 549 

>18061 BLOOD 227748.5 M74826 gl 82931 Human glutamate decarboxylase (GAD-2) 
mRNA, complete cds. 0 

ACCCGCCCTCGCCGCTCGGCCCCGCGCGTCCCCGCGCGTGCCCTCCTCCCGCCAC 
ACGGCACGCACGCGCGCGCAGGGCCAAGCCGAGGCAGCCGCCCGCAGCTCGCAC 
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TCGCTGGCGACCTGCTCCAGTCTCCAAAGCCGATGGCATCTCCGGGCTCTGGCTT 
TTGGTCTTTCGGGTCGGAAGATGGCTCTGGGGATTCCGAGAATCCCGGCACAGCG 
CGAGCCTGGTGCCAAGTGGCTCAGAAGTTCACGGGCGGCATCGGAAACAAACTG 
TGCGCCCTGCTCTACGGAGACGCCGAGAAGCCGGCGGAGAGCGGCGGGAGCCAA 
5 CCCCCGCGGGCCGCCGCCCGGAAGGCCGCCTGCGCCTGCGACCAGAAGCCCTGC 
AGCTGCTCCAAAGTGGATGTCAACTACGCGTTTCTCCATGCAACAGACCTGCTGC 
CGGCGTGTGATGGAGAAAGGCCCACTTTGGCGTTTCTGCAAGATGTTATGAACAT 
TTTACTTCAGTATGTGGTGAAAAGTTTCGATAGATCAACCAAAGTGATTGATTTC 
CATTATCCTAATGAGCTTCTCCAAGAATATAATTGGGAATTGGCAGACCAACCAC 

1 0 AAAATTTGGAGGAAATTTTGATGCATTGCCAAAC AACTCTAAAATATGCAATTAA 
AACAGGGCATCCTAGATACTTCAATCAACTTTCTACTGGTTTGGATATGGTTGGA 
TTAGCAGCAGACTGGCTGACATCAACAGCAAATACTAACATGTTCACCTATGAA 
ATTGCTCCAGTATTTGTGCTTTTGGAATATGTCACACTAAAGAAAATGAGAGAAA 
TCATTGGCTGGCCAGGGGGCTCTGGCGATGGGATATTTTCTCCCGGTGGCGCCAT 

1 5 ATCTAACATGTATGCCATGATGATCGCACGCTTTAAGATGTTCCCAGAAGTCAAG 
GAGAAAGGAATGGCTGCTCTTCCCAGGCTCATTGCCTTCACGTCTGAACATAGTC 
ATTTTTCTCTCAAGAAGGGAGCTGCAGCCTTAGGGATTGGAACAGACAGCGTGAT 
TCTGATTAAATGTGATGAGAGAGGGAAAATGATTCCATCTGATCTTGAAAGAAG 
GATTCTTGAAGCCAAACAGAAAGGGTTTGTTCCTTTCCTCGTGAGTGCCACAGCT 

20 GGAACCACCGTGTACGGAGCATTTGACCCCCTCTTAGCTGTCGCTGACATTTGCA 
AAAAGTATAAGATCTGGATGCATGTGGATGCAGCTTGGGGTGGGGGATTACTGA 
iTGTCCCGAAAAGAGAAGTGGAAAGTGAGTGGGGTGGAGAGGGCCAACTGTGTGA 
CGTGGAATCGAGACAAGATGATGGGAGTCCGTTTGGAGTGCTCTGCTeTCCTGGir 
TAGAGAAGAGGGATTGATGCAGAATTGGAACCAAATGGATGCCTCGTAGGTCTTT: 

25 CAGCAAGATAAACATTATGACCTGTCCTATGACACTGGAGACAAGGCCTTACAG 
TGCGGACGCCACGTTGATGTTTTTAAACTATGGCTGATGTGGAGGGCAAAGGGG 
ACTACCGGGTTTGAAGCGCATGTTGATAAATGTTTGGAGTTGGCAGAGTATTTAT 
ACAACATCATAAAAAACCGAGAAGGATATGAGATGGTGTTTGATGGGAAGCCTC 
AGCACACAAATGTCTGCTTCTGGTACATTCCTCCAAGCTTGCGTACTCTGGAAGA 

30 CAATGAAGAGAGAATGAGTCGCCTCTCGAAGGTGGCTCCAGTGATTAAAGCCAG 
AATGATGGAGTATGGAACCACAATGGTCAGCTACCAACCCTTGGGAGACAAGGT 
CAATTTCTTCCGCATGGTCATCTCAAACCCAGCGGCAACTCACCAAGACATTGAC 
TTCCTGATTGAAGAAATAGAACGCCTTGGACAAGATTTATAATAACCTTGCTCAC 
CAAGCTGTTCCACTTCTCTAGAGAACATGCCCTCAGCTAAGCCCCCTACTGAGAA 

35 ACTTCCTTTGAGAATTGTGCGACTTCACAAAATGCAAGGTGAACACCACTTTGTC 
TCTGAGAACAGACGTTACCAATTATGGAGTGTCACCAGCTGCCAAAATCGTAGGT 
GTTGGCTCTGCTGGTCACTGGAGTAGTTGCTACTCTTCAGAATATGGACAAAGAA 
GGCACAGGTGTAAATATAGTAGCAGGATGAGGAACCTCAAACTGGGTATCATTT 
GCACGTGCTCTTCTGTTCTCAAATGCTAAATGCAAACACTGTGTATTTATTAGTTA 

40 GGTGTGCCAAACTACCGTTCCCAAATTGGTGTTTCTGAATGACATCAACATTCCC 
CCAACATTACTCCATTACTAAAGACAGAAAAAAATAAAAACATAAAATATACAA 
ACATGTGGCAACCTGTTCTTCCTACCAAATATAAACTTGTGTATGATCCAAGTAT 
TTTATCTGTGTTGTCTCTCTAAACCCAAATAAATGTGTAAATGTGGACACA 

45 SEQ ID NO: 550 

>18101 BLOOD 351841.7 U22384 g733134 Human lysyl oxidase gene, partial cds. 0 
TTAATACGACCACTATAGGGAATTTGGCCCTCGAGGCAAGAATTCGGCACGATG 
CGTGAACAAATAGCTGAGGGGCGGCCGGGCCAGAACGGCTTGTGTAACTTTGCA 
AACGTGCCAGAAAGTTTAAAATCTCTCCTCCTTCCTTCACTCCAGACACTGCCCG 
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CTCTCCGGGACTGCCGCGCCGCTCCCCGTTGCCTTCCAGGACTGAGAAAGGGGAA 
AGGGAAGGGTGCCACGTCCGAGCAGCCGCCTTGACTGGGGAAGGGTCTGAATCC 
CACCCTTGGCATTGCTTGGTGGAGACTGAGATACCCGTGCTCCGCTCGCCTCCTT 
GGTTGAAGATTTCTCCTTCCCTCACGTGATTTGAGCCCCGTTTTTATTTTCTGTGA 
5 GCCACGTCCTCCTCGAGCGGGGTCAATCTGGCAAAAGGAGTGATGCGCTTCGCCT 
GGACCGTGCTCCTGCTCGGGCCTTTGCAGCTCTGCGCGCTAGTGCACTGCGCCCC 
TCCCGCCGCCGGCCAACAGCAGCCCCCGCGCGAGCCGCCGGCGGCTCCGGGCGC 
CTGGCGCCAGCAGATCCAATGGGAGAACAACGGGCAGGTGTTCAGCTTGCTGAG 
CCTGGGCTCACAGTACCAGCCTCAGCGCCGCCGGGACCCGGGCGCCGCCGTCCCT 

1 0 GGTGC AGCC AACGCCTCCGCCCAGC AGCCCCGCACTCCGATCCTGCTGATCCGCG 
ACAACCGCACCGCCGCGGCGCGAACGCGGACGGCCGGCTCATCTGGAGTCACCG 
CTGGCCGCCCCAGGCCCACCGCCCGTCACTGGTTCCAAGCTGGCTACTCGACATC 
TAGAGCCCGCGAAGCTGCGGCCTCGCGCGCGGAGAACCAGACAGCGCCGGGAG 
AAGTTCCTGCGCTCAGTAACCTGCGGCCGCCCAGCCGCGTGGACGGCATGGTGG 

1 5 GCGACGACCCTTAC AACCCCTACAAGTACTCTGACGACAACCCTTATTACAACTA 
CTACGATACTTATGAAAGGCCCAGACCTGGGGGCAGGTACCGGCCCGGATACGG 
CACTGGCTACTTCCAGTACGGTCTCCCAGACCTGGTGGCCGACCCCTACTACATC 
CAGGCGTCCACGTACGTGCAGAAGATGTCCATGTACAACCTGAGATGCGCGGCG 
GAGGAAAACTGTCTGGCCAGTACAGCATACAGGGCAGATGTCAGAGATTATGAT 

20 CACAGGGTGCTGCTCAGATTTCCCCAAAGAGTGAAAAACCAAGGGACATCAGAT 
TTCTTACCCAGCCGACCAAGATATTCCTGGGAATGGCACAGTTGTCATCAACATT 
■ AGGACAGTATGGATGAGT.TTAGGCACTATGAGCTGCTTGATGCCAACACGGiA.GAG 
^GAGAGTGGCTGAAGGCCACAAAGGAAGTTTGTGTCTTG-AAGACACATCCTGTGA ' 
CTATGGCTACCACAGGCGATTTGGATGTACTGCACAGACACAGGGATTGAGTCCT 

25 GGCTGTTATGATACCTATGGTGCAGACATAGACTGCCAGTGGATTGATATTACAG 
ATGTAAAACCTGGAAACTATATCCTAAAGGTCAGTGTAAACCCCAGCTACCTGGT 
TCCTGAATCTGACTATACCAACAATGTTGTGCGCTGTGACATTCGCTACACAGGA 
CATCATGCGTATGCCTCAGGCTGCACAATTTCACCGTATTAGAAGGCAAAGCAAA 
ACTCCCAATGGATAAATCAGTGCCTGGTGTTCTGAAGTGGGAAAAAATAGACTA 

30 ACTTCAGTAGGATTTATGTATTTTGAAAAAGAGAACAGAAAACAACAAAAGAAT 
TTTTGTTTGGACTGTTTTCAATAACAAAGCACATAACTGGATTTTGAACGCTTAA 
GTCATCATTACTTGGGAAATTTTTAATGTTTATTATTTACATCACTTTGTGAATTA 
ACACAGTGTTTCAATTCTGTAATTACATATTTGACTCTTTCAAAGAAATCCAAATT 
TCTCATGTTCCTTTTGAAATTGTAGTGCAAAATGGTCAGTATTATCTAAATGAATG 

35 AGCCAAAATGACTTTGAACTGAAACTTTTCTAAAGTGCTGGAACTTTAGTGAAAC 
ATAATAATAATGGGTTTATATATGTCATAGCATAGATGAATTTAGAAACAATGCT 
CCTACTGTTTAAATACATATGGACACATCTGGTGCTGAGAAAGAAACAAACACA 
TTACCATTGGTGTCAAGAAATATTACTATATAGCAGAGAAATGGCAATACATGTA 
CTCAGATAGTTACATCCCTATATAAAAAGTATGTTTACATTTAAAAAATTAGTAG 

40 ATAACTTCCTTTCTTTCAAGTGCACAATTTCATTTTGACTTGAGTCAACTTTTGTTT 
TGGAACAAATTAAGTAAGGGAGCTGCCCAATCCTGTCTGATATTTCTTGAGGCTG 
CCCTCTATCATTTTATCTTTCCCATGGGCAGAGATGTTGTAAGTGGGATTCTTAAT 
ATCACCATTCTTGGGACTGGTATACATAAGGCAGCCGTGAAACTGGAAAGTCATT 
TTGATGACTGATGTGATACATCCAGAGGTAAAATGCATTTAAACATATTAAAGTA 

45 TTTGCCAAAGATACAATTTTCTTGCTGACATAAAAATCACACAAACAAGTCCCCC 
CCAAACCACAACTGTCTCTCAAATAGCTTAAAAAAATTGAAAAACATTTTAGGAT 
TTTTCAAGTTTTCTAGATTTTAAAAAGATGTTCAGCTATTAGAGGAATGTTAAAA 
ATTTTATATTATCTAGAACACAGGAACATCATCCTGGGTTATTCAGGAATCAGTC 
ACACATGTGTGTGTGTCTGAGATATAGTCTAAATTAGCAAAGCACATAGTATTAC 
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ATACTTGAGGGGTTGGTGAACAAAGGAAAAATATACTTTCTGCAAAACCAAGGA 
CTGTGCTGCGTAATGAGACAGCTGTGATTTCATTTGAAACTGTGAAACCATGTGC 
CATAATAGAATTTTGAGAATTTTGCTTTTACCTAAATTCAAGAAAATGAAATTAC 
ACTTTTAAGTTAGTGGTGCTTAAGCATAATTTTTCCTATATTAACCAGTATTAAAA 
5 TCTCAAGTAAGATTTTCCAGTGCCAGAACATGTTAGGTGGAATTTTAAAAGTGCC 
TCGGCATCCTGTATTACATGTCATAGAATTGTAAAGTCAACATCAATTACTAGTA 
ATCATTCTGCACTCACTGGGTGCATAGCATGGTTAGAGGGGCTAGAGATGGACC 
AGTCATCAACTGGCGGATATAGCGGTACATATGATCCTTAGCCACCAGGGCACA 
AGCTTACCAGTAGACAATACAGACAGAGCTTTTGTTGAGCTGTAACTGAGCTATG 

1 0 GAATAGCTTCTTTGATGTACCTCTTTGCCTTAAATTGCTTTTTAGTTCTAAGATTG 
TAGAATGATCCTTTCAAATTGTAATCTTTTCTAACAGAGATATTTTAATATACTTG 
CTTTCTTAAAAAACAAAAAAACTACTGTCAGTATTAATACTGAGCCAGACTGGCA 
TCTACAGATTTCAGATCTATCATTTTATTGATTCTTAAGCTTGTATTAAAAACTAG 
GCAATATCATCATGGATACATAGGAGAAGACACATTTACAATCATTCATTGGGCC 

1 5 TTTTATCTGTCTATCCATCCATCATCATTTGAAGGCCTAATATATGCCAAGTACTC 
ACATGGTATGCATTGAGACATAAAAAAGACTGTCTATAACCTCAATAAGTATTAA 
AAATCCCATTATTACCCATAAGGTTCATCTTATTTCATTTTTAGGGAATAAAATTA 
CATGTCTATGAAATTTCAATTTTAAGCACTATTGTTTTTCATGACCATAATTTATT 
TTTAAAAATAAATTAAAGGTTAATTATATGCATGTATGTATTTCTAATAATTAAA 

20 AATGTGTTCAATCCCTGAAATGTCTGCCTTTTAAATATAACACCTACTATTTGGTT 
AATTTTGACGATTTTTTTTTTTCAATTAGGAAGCTAAAAATACTACTTTATTCCTT 
; . ATATGAAGATTCATCCCCGC ' 

: SEQIDiND: 551 

25 >18105 BLOOD 350513.1 M95167 g703094 Human dopamine transporter (SLC6A3) 
mRNA, complete cds. 0 

ACCGCTCCGGAGCGGGAGGGGAGGCTTCGCGGAACGCTCTCGGCGCCAGGACTC 
GCGTGCAAAGCCCAGGCCCGGGCGGCCAGACCAAGAGGGAAGAAGCACAGAAT 
TCCTCAACTCCCAGTGTGCCCATGAGTAAGAGCAAATGCTCCGTGGGACTCATGT 

30 CTTCCGTGGTGGCCCCGGCTAAGGAGCCCAATGCCGTGGGCCCGAAGGAGGTGG 
AGCTCATCCTTGTCAAGGAGCAGAACGGAGTGCAGCTCACCAGCTCCACCCTCAC 
CAACCCGCGGCAGAGCCCCGTGGAGGCCCAGGATCGGGAGACCTGGGGCAAGA 
AGATCGACTTTCTCCTGTCCGTCATTGGCTTTGCTGTGGACCTGGCCAACGTCTGG 
CGGTTCCCCTACCTGTGCTACAAAAATGGTGGCGGTGCCTTCCTGGTCCCCTACC 

35 TGCTCTTCATGGTCATTGCTGGGATGCCACTTTTCTACATGGAGCTGGCCCTCGGC 
CAGTTCAACAGGGAAGGGGCCGCTGGTGTCTGGAAGATCTGCCCCATACTGAAA 
GGTGTGGGCTTCACGGTCATCCTCATCTCACTGTATGTCGGCTTCTTCTACAACGT 
CATCATCGCCTGGGCGCTGCACTATCTCTTCTCCTCCTTCACCACGGAGCTCCCCT 
GGATCCACTGCAACAACTCCTGGAACAGCCCCAACTGCTCGGATGCCCATCCTGG 

40 TGACTCCAGTGGAGACAGCTCGGGCCTCAACGACACTTTTGGGACCACACCTGCT 
GCCGAGTACTTTGAACGTGGCGTGCTGCACCTCCACCAGAGCCATGGCATCGACG 
ACCTGGGGCCTCCGCGGTGGCAGCTCACAGCCTGCCTGGTGCTGGTCATCGTGCT 
GCTCTACTTCAGCCTCTGGAAGGGCGTGAAGACCTCAGGGAAGGTGGTATGGAT 
CACAGCCACCATGCCATACGTGGTCCTCACTGCCCTGCTCCTGCGTGGGGTCACC 

45 CTCCCTGGAGCCATAGACGGCATCAGAGCATACCTGAGCGTTGACTTCTACCGGC 
TCTGCGAGGCGTCTGTTTGGATTGACGCGGCCACCCAGGTGTGCTTCTCCCTGGG 
CGTGGGGTTCGGGGTGCTGATCGCCTTCTCCAGCTACAACAAGTTCACCAACAAC 
TGCTACAGGGACGCGATTGTCACCACCTCCATCAACTCCCTGACGAGCTTCTCCT 
CCGGCTTCGTCGTCTTCTCCTTCCTGGGGTACATGGCACAGAAGCACAGTGTGCC 
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CATCGGGGACGTGGCCAAGGACGGGCCAGGGCTGATCTTCATCATCTACCCGGA 
AGCCATCGCCACGCTCCCTCTGTCCTCAGCCTGGGCCGTGGTCTTCTTCATCATGC 
TGCTCACCCTGGGTATCGACAGCGCCATGGGTGGTATGGAGTCAGTGATCACCGG 
GCTCATCGATGAGTTCCAGCTGCTGCACAGACACCGTGAGCTCTTCACGCTCTTC 
5 ATCGTCCTGGCGACCTTCCTCCTGTCCCTGTTCTGCGTCACCAACGGTGGCATCTA 
CGTCTTCACGCTCCTGGACCATTTTGCAGCCGGCACGTCCATCCTCTTTGGAGTGC 
TCATCGAAGCCATCGGAGTGGCCTGGTTCTATGGTGTTGGGCAGTTCAGCGACGA 
CATCCAGCAGATGACCGGGCAGCGGCCCAGCCTGTACTGGCGGCTGTGCTGGAA 
GCTGGTCAGCCCCTGCTTTCTCCTGTTCGTGGTCGTGGTCAGCATTGTGACCTTCA 

1 0 GACCCCCCCACTACGGAGCCTACATCTTCCCCGACTGGGCCAACGCGCTGGGCTG 
GGTCATCGCCACATCCTCCATGGCCATGGTGCCCATCTATGCGGCCTACAAGTTC 
TGCAGCCTGCCTGGGTCCTTTCGAGAGAAACTGGCCTACGCCATTGCACCCGAGA 
AGGACCGTGAGCTGGTGGACAGAGGGGAGGTGCGCCAGTTCACGCTCCGCCACT 
GGCTCAAGGTGTAGAGGGAGCAGAGACGAAGACCCCAGGAAGTCATCCTGCAAT 

1 5 GGGAGAGACACGAACAAACCAAGGAAATCTAAGTTTCGAGAGAAAGGAGGGCA 
ACTTCTACTCTTCAACCTCTACTGAAAACACAAACAACAAAGCAGAAGACTCCTC 
TCTTCTGACTGTTTACACCTTTCCGTGCCGGGAGCGCACCTCGCCGTGTCTTGTGT 
TGCTGTAATAACGACGTAGATCTGTGCAGCGAGGTCCACCCCGTTGTTGTCCCTG 
CAGGGCAGAAAAACGTCTAACTTCATGCTGTCTGTGTGAGGCTCCCTCCCTCCCT 

20 GCTCCCTGCTCCCGGCTCTGAGGCTGCCCCAGGGGCACTGTGTTCTCAGGCGGGG 
ATCACGATCCTTGTAGACGCACCTGCTGAGAATCCCCGTGCTCACAGTAGCTTCC 
TAGAGCATTTACTTTGCCGATATTAAAAAGCGAAGTGTCCTGCTTGGTTTAGCTGT 
GGAGAAGGTGAAATGGAGGAAAGGACAAATTCATGCAAAGTCCTTTGeGGATGC 
•GrGGCTCCCAGCAGAGGGCGTAAATTGAGGGTTCAGTTGAGACATTGCACACAC 

25 AGTCTGTTCAGAGGCATTGGAGGATGGGGGTCCTGGTATGTCTCACCAGGAAATT 
CTGTTTATGTTCTTGCAGCAGAGAGAAATAAAACTCCTTGAAACCAGCTCAGGCT 
ACTGCCACTCAGGCAGCCTGTGGGTCCTTGTGGTGTAGGGAACGGCCTGAGAGG 
AGCGTGTCCTATCCCCGGACGCATGCAGGGCCCCCACAGGAGCGTGTCCTATCCC 
CGGACGCATGCAGGGCCCCCACAGGAGCATGTCCTATCCCTGGACGCATGCAGG 

30 GCCCCCACAGGAGCGTGTACTACCCCAGAACGCATGCAGGGCCCCCACAGGAGC 
GTGTACTACCCCAGGACGCATGCAGGGCCCCCACTGGAGCGTGTACTACCCCAG 
GACGCATGCAGGGCCCCCACAGGAGCGTGTCCTATCCCCGGACCGGACGCATGC 
AGGGCCCCCACAGGAGCGTGTACTACCCCAGGACGCATGCAGGGCCCCCACAGG 
AGCGTGTACTACCCCAGGATGCATGCAGGGCCCCCACAGGAGCGTGTACTACCC 

35 CAGGACGCATGCAGGGCCCCCATGCAGGCAGCCTGCAGACCACACTCTGCCTGG 
CCTTGAGCCGTGACCTCCAGGAAGGGACCCCACTGGAATTTTATTTCTCTCAGGT 
GCGTGCCACATCAATAACAACAGTTTTTATGTTTGCGAATGGCTTTTTAAAATCA 
TATTTACCTGTGAATCAAAACAAATTCAAGAATGCAGTATCCGCGAGCCTGCTTG 
CTGATATTGCAGTTTTTGTTTACAAGAATAATTAGCAATACTGAGTGAAGGATGT 

40 TGGCCAAAAGCTGCTTTCCATGGCACACTGCCCTCTGCCACTGACAGGAAAGTGG 
ATGCCATAGTTTGAATTCATGCCTCAAGTCGGTGGGCCTGCCTACGTGCTGCCCG 
AGGGCAGGGGCCGTGCAGGGCCAGTCATGGCTGTCCCCTGCAAGTGGACGTGGG 
CTCCAGGGACTGGAGTGTAATGCTCGGTGGGAGCCGTCAGCCTGTGAACTGCCA 
GGCAGCTGCAGTTAGCACAGAGGATGGCTTCCCCATTGCCTTCTGGGGAGGGAC 

45 ACAGAGGACGGCTTCCCCATCGCCTTCTGGCCGCTGCAGTCAGCACAGAGAGCG 
GCTTCCCCATTGCCTTCTGGGGAGGGACACAGAGGACAGCTTCCCCATCGCCTTC 
TGGCTGCTGCAGTCAGCACAGAGAGCGGCTTCCCCATCGCCTTCTGGGGAGGGG 
CTCCGTGTAGCAACCCAGGTGTTGTCCGTGTCTGTTGACCAATCTCTATTCAGCAT 
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CGTGTGGGTCCCTAAGCACAATAAAAGACATCCACAATGGAAAAAAAAAAAGG 
AATTC 

SEQ ID NO: 552 

5 >1 8 1 66 BLOOD 350204.2 U07695 g495472 Human tyrosine kinase (HTK) mRNA, 
complete cds. 0 

GCGCCCTGGGGCCGAGGCCACCGGGAAGGTGAATGTCAAGACGCTGCGTCTGGG 
ACCGCTCAGCAAGGCTGGCTTCTACCTGGCCTTCCAGGACCAGGGTGCCTGCATG 
GCCCTGCTATCCCTGCACCTCTTCTACAAAAAGTGCGCCCAGCTGACTGTGAACC 

1 0 TGACTCGATTCCCGGAGACTGTGCCTCGGGAGCTGGTTGTGCCCGTGGCCGGT AG 
CTGCGTGGTGGATGCCGTCCCCGCCCCTGGCCCCAGCCCCAGCCTCTACTGCCAG 
CACGCTCCGGGCCCGCCGCCCGCGCGCGCGGAACAGACGCGGGGCCACACTTGG 
CGCCGACGACCGGTGCCCCGCACGCTCGCATGGGCCCGCGCTGAGGGCCCCGAC 
GAGGAGTCCCGCGCGGAGTATCGGAGTCCACCCGCCCAGGGAGAGTCAGACCTG 

1 5 GGGGGGCGAGGGCCCCCCAAACTCAGTTCGGATCCTACCCGAGTGAGGCGGCGC 
CATGGAGCTCCGGGTGCTGCTCTGCTGGGCTTCGTTGGCCGCAGCTTTGGAAGAG 
ACCCTGCTGAACACAAAATTGGAAACTGCTGATCTGAAGTGGGTGACATTCCCTC 
AGGTGGACGGGCAGTGGGAGGAACTGAGCGGCCTGGATGAGGAACAGCACAGC 
GTGCGCACCTACGAAGTGTGTGACGTGCAGCGTGCCCCGGGCCAGGCCCACTGG 

20 CTTCGCACAGGTTGGGTCCCACGGCGGGGCGCCGTCCACGTGTACGCCACGCTGC 
GCTTCACCATGCTCGAGTGCCTGTCCCTGCCTCGGGCTGGGCGCTCCTGCAAGGA 
. GAGCTTGAGCGTGTTCTAGTATGAGAGCGATGCGGACACGGCC AGGGGGCTG ACG 
CGAGCCTGGATGGAGAACGCCTACATGAAGGTGGAGACGGTGGCCGGGGAGCAT 
GTCACCCGGAAGGGCCCTGGGGCCGAGGCCACCGGGAAGGTGAATGTCAAGACG 

25 CTGCGTCTGGGACCGCTCAGCAAGGCTGGCTTCTACCTGGCCTTCCAGGACCAGG 
GTGCCTGCATGGCCCTGCTATCCCTGCACCTCTTCTACAAAAAGTGCGCCCAGCT 
GACTGTGAACCTGACTCGATTCCCGGAGACTGTGCCTCGGGAGCTGGTTGTGCCC 
GTGGCCGGTAGCTGCGTGGTGGATGCCGTCCCCGCCCCTGGCCCCAGCCCCAGCC 
TCTACTGCCGTGAGGATGGCCAGTGGGCCGAACAGCCGGTCACGGGCTGCAGCT 

30 GTGCTCCGGGGTTCGAGGCAGCTGAGGGGAACACCAAGTGCCGAGCCTGTGCCC 
AGGGCACCTTCAAGCCCCTGTCAGGAGAAGGGTCCTGCCAGCCATGCCCAGCCA 
ATAGCCACTCTAACACCATTGGATCAGCCGTCTGCCAGTGCCGCGTCGGGTACTT 
CCGGGCACGCACAGACCCCCGGGGTGCACCCTGCACCACCCCTCCTTCGGCTCCG 
CGGAGCGTGGTTTCCCGCCTGAACGGCTCCTCCCTGCACCTGGAATGGAGTGCCC 

35 CCCTGGAGTCTGGTGGCCGAGAGGACCTCACCTACGCCCTCCGCTGCCGGGAGTG 
CCGACCCGGAGGCTCCTGTGCGCCCTGCGGGGGAGACCTGACTTTTGACCCCGGC 
CCCCGGGACCTGGTGGAGCCCTGGGTGGTGGTTCGAGGGCTACGTCCTGACTTCA 
CCTATACCTTTGAGGTCACTGCATTGAACGGGGTATCCTCCTTAGCCACGGGGCC 
CGTCCCATTTGAGCCTGTCAATGTCACCACTGACCGAGAGGTACCTCCTGCAGTG 

40 TCTGACATCCGGGTGACGCGGTCCTCACCCAGCAGCTTGAGCCTGGCCTGGGCTG 
TTCCCCGGGCACCCAGTGGGGCTGTGCTGGACTACGAGGTCAAATACCATGAGA 
AGGGCGCCGAGGGTCCCAGCAGCGTGCGGTTCCTGAAGACGTCAGAAAACCGGG 
CAGAGCTGCGGGGGCTGAAGCGGGGAGCCAGCTACCTGGTGCAGGTACGGGCGC 
GCTCTGAGGCCGGCTACGGGCCCTTCGGCCAGGAACATCACAGCCAGACCCAAC 

45 TGGATGAGAGCGAGGGCTGGCGGGAGCAGCTGGCCCTGATTGCGGGCACGGCAG 
TCGTGGGTGTGGTCCTGGTCCTGGTGGTCATTGTGGTCGCAGTTCTCTGCCTCAGG 
AAGCAGAGCAATGGGAGAGAAGCAGAATATTCGGACAAACACGGACAGTATCT 
CATCGGACATGGTACTAAGGTCTACATCGACCCCTTCACTTATGAAGACCCTAAT 
GAGGCTGTGAGGGAATTTGCAAAAGAGATCGATGTCTCCTACGTCAAGATTGAA 
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GAGGTGATTGGTGCAGGTGAGTTTGGCGAGGTGTGTCGGGGGCGGCTCAAGGCC 
CCAGGGAAGAAGGAGAGCTGTGTGGCAATCAAGACCCTGAAGGGTGGCTACACG 
GAGCGGCAGCGGCGTGAGTTTCTGAGCGAGGCCTCCATCATGGGCCAGTTCGAG 
CACCCCAATATCATCCGCCTGGAGGGCGTGGTCACCAACAGCATGCCCGTCATGA 
5 TTCTCACAGAGTTCATGGAGAACGGCGCCCTGGACTCCTTCCTGCGGCTAAACGA 
CGGACAGTTCACAGTCATCCAGCTGCGTGGGCATGCTGCGGGGCATCGCCTCGG 
GCATGCGGTACCTTGCCGAGATGAGCTACGTCCACCGAGACCTGGCTGCTCGCAA 
CATCCTAGTCAACAGCAACCTCGTCTGCAAAGTGTCTGACTTTGGCCTTTCCCGA 
TTCCTGGAGGAGAACTCTTCCGATCCCACCTACACGAGCTCCCTGGGAGGAAAG 

1 0 ATTCCC ATCCGATGGACTGCCCCGGAGGCC ATTGCCTTCCGGAAGTTCACTTCCG 
CCAGTGATGCCTGGAGTTACGGGATTGTGATGTGGGAGGTGATGTCATTTGGGGA 
GAGGCCGTACTGGGACATGAGCAATCAGGACGTGATCAATGCCATTGAACAGGA 
CTACCGGCTGCCCCCGCCCCCAGACTGTCCCACCTCCCTCCACCAGCTCATGCTG 
GACTGTTGGCAGAAAGACCGGAATGCCCGGCCCCGCTTCCCCCAGGTGGTCAGC 

1 5 GCCCTGGACAAGATGATCCGGAACCCCGCCAGCCTCAAAATCGTGGCCCGGGAG 
AATGGCGGGGCCTCACACCCTCTCCTGGACCAGCGGCAGCCTCACTACTCAGCTT 
TTGGCTCTGTGGGCGAGTGGCTTCGGGCCATCAAAATGGGAAGATACGAAGAAA 
GTTTCGCAGCCGCTGGCTTTGGCTCCTTCGAGCTGGTCAGCCAGATCTCTGCTGA 
GGACCTGCTCCGAATCGGAGTCACTCTGGCGGGACACCAGAAGAAAATCTTGGC 

20 CAGTGTCCAGCACATGAAGTCCCAGGCCAAGCCGGGAACCCCGGGTGGGACAGG 
AGGACCGGCCCCGCAGTACTGACCTGCAGGAACTCCCCACCCCAGGGACACCGC 
• >CTCCGCATTTTGCGGGGCAGAGTGGGGACTGACAGAGGCCGGCAGCCCTGTGCCC 
•( .?. CGGTGGATTGGACTTTGAGGCGGTGGGGTGAGGAGTTGGCAATTTGGAGAGACA , 

"\ GGATTTGGGGGTTGTGCCATAATAGGAGGGGAAAATCACCCCCCAGCCACCTCG 

25 GGGAACTCCAGACGAAGGGTGAGGGCGCCTTTCCCTCAGGACTGGGTGTGACCA 
GAGGAAAAGGAAGTGCCCAACATCTCCCAGCCTCCCCAGGTGCCCCCCTCACCTT 
GATGGGTGCGTTCCCGCAGACCAAAGAGAGTGTGACTCCCTTGCCAGCTCCAGA 
GTGGGGGGGCTGTCCCAGGGGGCAAGAAGGGGTGTCAGGGCCCAGTGACAAAA 
TCATTGGGGTTTGTAGTCCCAACTTGCTGCTGTCACCACCAAACTCAATCATTTTT 

30 TTCCCTTGTAAATGCCCCTCCCCCAGCTGCTGCCTTCATATTGAAGGTTTTTGAGT 
TTTGTTTTTGGTCTTAATTTTTCTCCCCGTTCCCTTTTTGTTTCTTCGTTTTGTTTTT 
CTACCGTCCTTGTCATAACTTTGTGTTGGAGGGAACCTGTTTCACTATGGCCTCCT 
TTGCCCAAGTTGAAACAGGGGCCCATCATCATGTCTGTTTCCAGAACAGTGCCTT 
GGTCATCCCACATCCCCGGACCCCGCCTGGGACCCCCAAGCTGTGTCCTATGAAG 

35 GGGTGTGGGGTGAGGTAGTGAAAAGGGCGGTAGTTGGTGGTGGAACCCAGAAAC 
GGACGCCGGTGCTTGGAGGGGTTCTTAAATTATATTTAAAAAAGTAACTTTTTGT 
ATAAATAAAAGAAAATGGGACGTGTCCCAGCTCCAGGGGTG 

SEQ ID NO: 553 

40 >18214 BLOOD 407199.2 AF154830 g5020419 Human carbamyl phosphate synthetase I 
mRNA, complete cds. 0 

GAGCTGTAGATTCGGCACGAGACACTGACTGCACCCCTCCCAGATTTCTTTTACA 
TTAACTAAAAAGTCTTATCACACAATCTCATAAAATTTATGTAATTTCATTTAATT 
TTAGCCACAAATCATCTTCAAAATGACGAGGATTTTGACAGCTTTCAAAGTGGTG 
45 AGGACACTGAAGACTGGTTTTGGCTTTACCAATGTGACTGCACACCAGAAATGG 
AAATTTTCAAGACCTGGCATCAGGCTCCTTTCTGTCAAGGCACAGACAGCACACA 
TTGTCCTGGAAGATGGAACTAAGATGAAAGGTTACTCCTTTGGCCATCCATCCTC 
TGTTGCTGGTGAAGTGGTTTTTAATACTGGCCTGGGAGGGTACCCAGAAGCTATT 
ACTGACCCTGCCTACAAAGGACAGATTCTCACAATGGCCAACCCTATTATTGGGA 
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ATGGTGGAGCTCCTGATACTACTGCTCTGGATGAACTGGGACTTAGCAAATATTT 
GGAGTCTAATGGAATCAAGGTTTCAGGTTTGCTGGTGCTGGATTATAGTAAAGAC 
TACAACCACTGGCTGGCTACCAAGAGTTTAGGGCAATGGCTACAGGAAGAAAAG 
GTTCCTGCAATTTATGGAGTGGACACAAGAATGCTGACTAAAATAATTCGGGATA 
5 AGGGTACCATGCTTGGGAAGATTGAATTTGAAGGTCAGCCTGTGGATTTTGTGGA 
TCCAAATAAACAGAATTTGATTGCTGAGGTTTCAACCAAGGATGTCAAAGTGTAC 
GGCAAAGGAAACCCCACAAAAGTGGTAGCTGTAGACTGTGGGATTAAAAACAAT 
GTAATCCGCCTGCTAGTAAAGCGAGGAGCTGAAGTGCACTTAGTTCCCTGGAACC 
ATGATTTCACCAAGATGGAGTATGATGGGATTTTGATCGCGGGAGGACCGGGGA 

1 0 ACCCAGCTCTTGCAGAACCACTAATTCAGAATGTCAGAAAGATTTTGGAGAGTG 
ATCGCAAGGAGCCATTGTTTGGAATCAGTACAGGAAACTTAATAACAGGATTGG 
CTGCTGGTGCCAAAACCTACAAGATGTCCATGGCCAACAGAGGGCAGAATCAGC 
CTGTTTTGAATATCACAAACAAACAGGCTTTCATTACTGCTCAGAATCATGGCTA 
TGCCTTGGACAACTCTCTCCCTGCTGGCTGGAAACCACTTTTTGTGAATGTCAAC 

1 5 GATCAAACAAATGAGGGGATTATGCATGAGAGCAAACCCTTCTTCGCTGTGCAG 
TTCCACCCAGAGGTCACCCCGGGGCCAATAGACACTGAGTACCTGTTTGATTCCT 
TTTTCTCACTGATAAAGAAAGGAAAAGCTACCACCATTACATCAGTCTTACCGAA 
GCCAGCACTAGTTGCATCTCGGGTTGAGGTTTCCAAAGTCCTTATTCTAGGATCA 
GGAGGTCTGTCCATTGGTCAGGCTGGAGAATTTGATTACTCAGGATCTCAAGCTG 

20 TAAAAGCCATGAAGGAAGAAAATGTCAAAACTGTTCTGATGAACCCAAACATTG 
CATCAGTCCAGACCAATGAGGTGGGCTTAAAGCAAGCGGATACTGTCTACTTTCT 
w {■. TCCGATGACCGCTCAGTTTGTCACAGAGGTCATCAAGGCAGAAGAGCeAGATGG:' :■. 

' j : -S GTTAATTCTGGGeATGGGTGGGCAGASAGCTCTGAACTGTGGAGTGGAACTATTC 
AAGAGAGGTGTGCTCAAGGAATATGGTGTGAAAGTCCTGGGAACTTGAGXTGAG' 

25 TCCATTATGGCTACGGAAGACAGGCAGCTGTTTTCAGATAAACTAAATGAGATCA 
ATGAAAAGATTGCTCCAAGTTTTGCAGTGGAATCGATTGAGGATGCACTGAAGG 
CAGCAGACACCATTGGCTACCCAGTGATGATCCGTTCCGCCTATGCACTGGGTGG 
GTTAGGCTCAGGCATCTGTCCCAACAGAGAGACTTTGATGGACCTCAGCACAAA 
GGCCTTTGCTATGACCAACCAAATTCTGGTGGAGAAGTCAGTGACAGGTTGGAA 

30 AGAAATAGAATATGAAGTGGTTCGAGATGCTGATGACAATTGTGTCACTGTCTGT 
AACATGGAAAATGTTGATGCCATGGGTGTTCACACAGGTGACTCAGTTGTTGTGG 
CTCCTGCCCAGACACTCTCCAATGCCGAGTTTCAGATGTTGAGACGTACTTCAAT 
CAATGTTGTTCGCCACTTGGGCATTGTGGGTGAATGCAACATTCAGTTTGCCCTTC 
ATCCTACCTCAATGGAATACTGCATCATTGAAGTGAATGCCAGACTGTCCCGAAG 

35 CTCTGCTCTGGCCTCAAAAGCCACTGGCTACCCATTGGCATTCATTGCTGCAAAG 
ATTGCCCTAGGAATCCCACTTCCAGGAATTAAGAACGTCGTATCCGGGAAGACAT 
CAGCCTGTTTTGAACCTAGCCTGGATTACATGGTCACCAAGATTCCCCGCTGGGA 
TCTTGACCGTTTTCATGGAACATCTAGCCGAATTGGTAGCTCTATGAAAAGTGTA 
GGAGAGGTCATGGCTATTGGTCGTACCTTTGAGGAGAGTTTCCAGAAAGCTTTAC 

40 GGATGTGCCACCCATCTATAGAAGGTTTCACTCCCCGTCTCCCAATGAACAAAGA 
ATGGCCATCTAATTTAGATCTTAGAAAAGAGTTGTCTGAACCAAGCAGCACGCGT 
ATCTATGCCATTGCCAAGGCCATTGATGACAACATGTCCCTTGATGAGATTGAGA 
AGCTCACATACATTGACAAGTGGTTTTTGTATAAGATGCGTGATATTTTAAACAT 
GGAAAAGACACTGAAAGGGCTCAACAGTGAGTCCATGACAGAAGAAACCCTGA 

45 AAAGGGCAAAGGAGATTGGGTTCTCAGATAAGCAGATTTCAAAATGCCTTGGGC 
TCACTGAGGCCCAGACAAGGGAGCTGAGGTTAAAGAAAAACATCCACCCTTGGG 
TTAAACAGATTGATACACTGGCTGCAGAATACCCATCAGTAACAAACTATCTCTA 
TGTTACCTACAATGGTCAGGAGCATGATGTCAATTTTGATGACCATGGAATGATG 
GTGCTAGGCTGTGGTCCATATCACATTGGCAGCAGTGTGGAATTTGATTGGTGTG 
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CTGTCTCTAGTATCCGCACACTGCGTCAACTTGGCAAGAAGACGGTGGTGGTGAA 
TTGCAATCCTGAGACTGTGAGCACAGACTTTGATGAGTGTGACAAACTGTACTTT 
GAAGAGTTGTCCTTGGAGAGAATCCTAGACATCTACCATCAGGAGGCATGTGGT 
GGCTGCATCATATCAGTTGGAGGCCAGATTCCAAACAACCTGGCAGTTCCTCTAT 
5 ACAAGAATGGTGTCAAGATCATGGGCACAAGCCCCCTGCAGATCGACAGGGCTG 
AGGATCGCTCCATCTTCTCAGCTGTCTTGGATGAGCTGAAGGTGGCTCAGGCACC 
TTGGAAAGCTGTTAATACTTTGAATGAAGCACTGGAATTTGCAAAGTCTGTGGAC 
TACCCCTGCTTGTTGAGGCCTTCCTATGTTTTGAGTGGGTCTGCTATGAATGTGGT 
ATTCTCTGAGGATGAGATGAAAAAATTCCTAGAAGAGGCGACTAGAGTTTCTCA 

1 0 GGAGCACCCAGTGGTGCTGAC AAAATTTGTTGAAGGGGCCCGAGAAGTAGAAAT 
GGACGCTGTTGGCAAAGATGGAAGGGTTATCTCTCATGCCATCTCTGAACATGTT 
GAAGATGCAGGTGTCCACTCGGGAGATGCCACTCTGATGCTGCCCACACAAACC 
ATCAGCCAAGGGGCCATTGAAAAGGTGAAGGATGCTACCCGGAAGATTGCAAAG 
GCTTTTGCCATCTCTGGTCCATTCAACGTCCAATTTCTTGTCAAAGGAAATGATGT 

1 5 CTTGGTGATTGAGTGTAACTTGAGAGCTTCTCGATCCTTCCCCTTTGTTTCCAAGA 
CTCTTGGGGTTGACTTCATTGATGTGGCCACCAAGGTGATGATTGGAGAGAATGT 
TGATGAGAAACATCTTCCAACATTGGACCATCCCATAATTCCTGCTGACTATGTT 
GCAATTAAGGCTCCCATGTTTTCCTGGCCCCGGTTGAGGGATGCTGACCCCATTC 
TGAGATGTGAGATGGCTTCCACTGGAGAGGTGGCTTGCTTTGGTGAAGGTATTCA 

20 TACAGCCTTCCTAAAGGCAATGCTTTCCACAGGATTTAAGATACCCCAGAAAGGC 
ATCCTGATAGGCATCCAGCAATCATTCCGGCCAAGATTCCTTGGTGTGGCTGAAC 
.. ••■ AATTAeACAATGAAGGTTTGAAGGTGT.TTGGGACGGAAGCCACATCA^3AC.TGGCl , I 
v •..: < 4 GAACGCGAACAATGTGGG^GCCAGGCGAGTGGCATGGCCGTGTGAAGAAGGACA '- 
VGAATGCCAGCCTGTGTTCCATGAGAA^ATTGATTAGAGATGGCAGCATTGAGGTA :: 

25 . GTGATTAACCTTCCCAACAACAACACTAAATTTGTCCATGATAATTATGTGATTC 
GGAGGACAGCTGTTGATAGTGGAATCCCTCTCCTCACTAATTTTCAGGTGACCAA 
ACTTTTTGCTGAAGCTGTGCAGAAATCTCGCAAGGTGGACTCCAAGAGTCTTTTC 
CACTACAGGCAGTACAGTGCTGGAAAAGCAGCATAGAGATGCAGACACCCCAGC 
CCCATTATTAAATCAACCTGAGCCACATGTTATCTAAAGGAACTGATTCACAACT 

30 TTCTCAGAGATGAATATTGATAACTAAACTTCATTTCAGTTTACTTTGTTATGCCT 
TAATATTCTGTGTCTTTTGCAATTAAATTGTCAGTCACTTCTTCAAAACCTTACAG 
TCCTTCCTAAGTTACTCTTCATGAGATTTCATCCATTTACTAATACTGTATTTTTGG 
TGGACTAGGCTTGCCTATGTGCTTATGTGTAGCTTTTTACTTTTTATGGTGCTGAT 
TAATGGTGATCAAGGTAGGAAAAGTTGCTGTTCTATTTTCTGAACTCCTTCTATAC 

35 TTTAAGATACTCTATTTTTAAAACACTATCTGCAAACTCAGGACACTTTAACAGG 
GCAGAATACTCTAAAAACTTGATAAAATTAAATATAGATTTAATTTATGAACCTT 
CCATCATGATGTTTGTGTATTGCTTCTTTTTGGATCCTCATTCTCACCCATTTGGCT 
AATCCAGGAATATTGTTATCCCTTCCCATTATATTGAAGTTGAGAAATGTGACAG 
AGGCATTTAGAGTATGGACTTTTCTAANCTNN 

40 NNNNNNl^^ 

NNNNlSnSlNNNTSnSTN^ 

TTTCTTTAAGGAATACTGGTTTGCAGTTTTGTTTTCTGGACTATATCAGCAGATGG 
TAGACAGTGTTTATGTAGATGTGTTGTTGTTTTTATCATTGGATTTTAACTTGGCC 
CGAGTGAAATAATCAGATTTTTGTCATTCACACTCTCCCCCAGTTTTGGAATAACT 
45 TGGAAGTAAGGTTCATTCCCTTAAGACGATGGATTCTGTTGAACTATGGGGTCCC 
ACACTGCACTATTAATTCCACCCACTGTAAGGGCAAGGACACCATTCCTTCTACA 
TATAAGAAAAAAGTCTCTCCCCAAGGGCAGCCTTTGTTACTTTTAAATATTTTCTG 
TTATTACAAGTGCTCTAATTGTGAACTTTTAAATAAAATACTATTAAGAGGTAAA 
AAAAAACAAAAGG 
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SEQ ID NO: 554 

>18219 BLOOD 1143363.1 AF031425 g2623890 Human galectin 3 (LGALS3) gene, exon 6, 
and complete cds. le-54 

5 GATTATATCATGGTATATGAAGCACTGGTGAGGTCTATGTCACCAGAAATTCCCA 
GTTTGCTGATTTCATTGAGTTTTTTAACCCGATGATNGTACTGCAACAAGTNAGC 
ATNNGTCACTGCAACCNAACNNGNGGGGGGGNAGGTNCACCCNNNNTTNTTTTT 
TGAAAGGGTTCCCATTTTCNAANGGGGAAACCGNTNTTTTTCTTCCCTNCCCNGT 
TATTATCCAGCTTTGTATTGCAAACAATGACTCTCCTGTTGTTCTCATTGAAGCGT 
1 0 GGGGTTAAAGTGGGAGGGC AACATC ATTCCCTCTTTGGGAAATCTAAGGCAATTC 
TGTTTGCATTGGGGC 

SEQ ID NO: 555 

>18229 BLOOD 400534.5 L22342 g402204 Human nuclear phosphoprotein mRNA, 
15 complete cds. 0 

GCCCAGCCTCCTCACTAGCACTGTGCAAGTGGCCAGTGACAACCTGATCCCCCAA 
ATAAGAGATAAAGAAGACCCTCAAGAGATGCCCCACTCTCCCTTGGGCTCTATGC 
CAGAGATAAGAGATAATTCTCCAGAACCAAATGACCCAGAAGAGCCCCAGGAGG 
TGTCCAGCACACCTTCAGACAAGAAAGGAAAGAAAAGAAAAAGATGTATCTGGT 

20 CAACTCCAAAAAGGAGACATAAGAAAAAAAGCCTCCCAAGAGAGATCATTGATG 
GCACTTCAGAAATGAATGAAGGAAAGAGGTCCCAGAAGACGCCTAGTACACCAC 
* GAAGGGTCACACAAGGGGGAGGCTGAe€TGGGCATGGCATCGA_AGAGAA.GC^.C:C 
v . ^AAGTGGTGGATAAGGTGAGTGAAAGGAAAGAGGACTCAACCTGGAACTCAGAGG. 
•, ' - .TGATGATGAGGGTCCAAAAGGGAAGAACTAAATGTGCCCGAAAGTCGAGATTGA • 
, 25 AAGAAAAGAAAAAGGAGAAAGATATCTGTTCAAGCTCAAAAAGGAGATTTCAG 
AAAAATATTCACCGAAGAGGAAAACCCAAAAGTGACACTGTGGATTTTCACTGT 
TCTAAGCTCCCCGTGACCTGTGGTGAGGCGAAAGGGATTTTATATAAGAAGAAA 
ATGAAACACGGATCCTCAGTGAAGTGCATTCGGAATGAGGATGGAACTTGGTTA 
ACACCAAATGAATTTGAAGTCGAAGGAAAAGGAAGGAACGCAAAGAACTGGAA 

30 ACGGAATATACGTTGTGAAGGAACGACCCTAGGAGAGCTGCTGAAGAGTGGACT 
TTTGCTCTGTCCTCCAAGAATAAATCTCAAGAGAGAGTTAAATAGCAAGTGAATT 
TCTACTACCCTCTCAGTCACCATGTTGCAGACTTTCCCTGTCTGGAGGCTCACCTT 
AGAGCTTCTGAGTTTCCAAGCTCTGAGTCACCTCCACATTTGGGCATGGCATCTT 
CAAAACAATTAATTTGCATAGTTAATTTGGGATGGGGAAGCAAATGACTCTAAA 

35 ATAAATCTCAAGAGAGAGTTCAATAGCAAGTGAATTTCTACTACCCTCTCAGTCA 
CCATGTTGCAGACTTTCCCTGTCTGGAGGCTCACCTTAGAGCTTCTGAGTTTCCAA 
GCTCTGAGTCACCTCCACATTTGGGCATGGCATCTTCAAAACAATTAATTTGCAT 
AGTTAATTTGGGATGGGGAAGCCAATGACTCTTAAAT 

40 SEQ ID NO: 556 

>18298 BLOOD 406471.1 X52638 g35502 Human mRNA for 6-phosphofructo-2- 
kinase/fructose-2,6-bisphosphatase (EC 2.7.1.105, EC 3.1.3.46). 

OTATTTCATACGACTCACTATAGGGAATTTCGCCCTCGAACGGAATTCGGCACGA 
GCCCATTTACACTGAAGATCGATCTGAAACTCAGCACCAGCGAAATCCAGAACTT 
45 GCCTGTCTCCATGGCTGGTTTTAATTTCCCCATTCTGCAGTGGCTTGTTAATATTA 
GTTCTGACCTTTGGGGCAAGGTGAACACATGGTTGGACTGAAGAGAAAAGGCTT 
CTGGTGGCTCAGGAACGTCTTTGGCAACTACAACAGCTGATATTTCAACAGAGCA 
CATACATCCCCCACTTAACAAGGGTACGTCCTCAGCCTTCTCAGGGAACCAACGA 
ACACCTCCAGGCTTCCTCTTTGATGCCACCCACTGGACCTGCCTTGGGGGTCTGT 
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AAATGCAAGAGAACCGAGTGTTGGATAATTAGCGATGGAAGAAAAAACCTCTAG 
AATAAAAGCATCCATACCCCAGTTTACCAATTCCCCCACAATGGTGATCATGGTG 
GGTTTACCAGCTCGAGGCAAGACCTATATCTCCACAAAGCTCACACGATATCTCA 
ACTGGATAGGAACACCAACTAAAGTGTTTAATTTAGGCCAGTATCGACGAGAGG 
5 CAGTGAGCTACAAGAACTATGAATTCTTTCTTCCAGACAACATGGAAGCCCTGCA 
AATCAGGGAAGCAGTGCGCCCTGGCAGCCCTGAAGGATGTTCACAACTATCTCA 
GCCATGAGGAAGGTCATGTTGCGGTTTTTGATGCCACCAACACTACCAGAGAAC 
GACGGTCACTGATCCTGCAGTTTGCAAAAGAACATGGTTACAAGGTGTTTTTCAT 
TGAGTCCATTTGTAATGACCCTGGCATAATTGCAGAAAACATCAGGCAAGTGAA 

1 0 ACTTGGCAGCCCTGATTATATAGACTGTGACCGGGAAAAGGTTCTGGAAGACTTT 
CTAAAGAGAATTGAGTGCTATGAGGTCAACTACCAACCCTTGGATGAGGAACTG 
GACAGCCACCTGTCCTACATCAAGATCTTCGACGTGGGCACACGCTACATGGTGA 
ACCGAGTGCAGGATCACATCCAGAGCCGCACAGTCTACTACCTCATGAATATCCA 
TGTCACACCTCGCTCCATCTACCTTTGCCGACATGGCGAGAGTGAACTCAACATC 

1 5 AGAGGCCGCATCGGAGGTGACTCTGGCCTCTCAGTTCGCGGCAAGCAGTATGCCT 
ATGCCCTGGCCAACTTCATTCAGTCCCAGGGCATCAGCTCCCTGAAGGTGTGGAC 
CAGTCACATGAAGAGGACCATCCAGACAGCTGAGGCCCTGGGTGTCCCCTATGA 
GCAGTGGAAGGCCCTGAATGAGATTGATGCGGGTGTCTGTGAGGAGATGACCTA 
TGAAGAAATCCAGGAACATTACCCTGAAGAATTTGCACTGCGAGACCAAGATAA 

20 ATATCGCTACCGCTATCCCAAGGGAGAGTCCTATGAGGATCTGGTTCAGCGTCTG 
GAGCCAGTGATAATGGAGCTAGAACGACAGGAGAATGTACTGGTGATCTGCCAC 
* • 0 . .. . *. . , GAGGGTGTCATGGGGTGCGTCCTGGCCTATTTCCTGGATAAAAGTTGAGATGAGC • 
. •..-T.TGCGTATGTGAAGTGCGGTCTGGACACAGTGC.TCAAAGTCACTCGTGTGGGTTAT. • 
'•■ S: . "GGGTGGAAAGTGGAATGCA'i'GTACCTGAATGTGGAGGCCGTGAACACACACCGG 
* 25 GAGAAGCCTGAGAATGTGGACATCACCCGGGAACGTGAGGAAGCCCTGGATACT 
GTCCCAGCCCACTACTGAGCCCTTTCCAAGAAGTCAAACTGCCTGTGTCCTCATC 
GCCTTCCACCTTTAGGAAATGCTATCTTTGCTCTTCTCCTACTCTGCCTTGGCCTC 
ACTGAGGCACCCCACTTCCAGTGAAGAAGTCCTCCGCAACTCCCAAACAAGCCTC 
GCTTGCTGGCCGCAACCAAGGAGCTATCTAGCTCTGGAGGAAACTTTCTTTCTTA 

30 ATTCCTATTCTCTGACGAATAAAGACTTACTGCCTACAAGAGG 



SEQ ID NO: 557 

>18501 BLOOD 201402.1 AL080184 g5262661 Human mRNA; cDNA DKFZp434O071 
(from clone DKFZp434O071). 0 

35 GTGGGAGTGGAGGAGGAAGAGGCGGTAGGGGGTACGGGGGCTGGTCCCAGAAG 
ATGGCGGAGGCGGGGGATTTCTGGTAGGTCCTACTTTAGGACAAGATGTGGTAC 
CGTTGAAGCGTCAGTCTTTGATTCACAGACAGTTGAGCTTTTCAGCTGGGAAGCC 
TTTCCATTTTTTTTTTTTAAAGGGCTTTCTGAACCTATGAAACCAGGGCAGAAGGA 
GAGACAGAGTCACCGGGGCCCAAAAAGGGGGGCCCATATATTTCATCTGTCACT 

40 AGCCAGAGGGGTGAACTGGAGTGATCGAGGAGTAGGGCTATTTTTAATGGGAGT 
ATTTCTGGCATTAGGGTTAAATTTACTTCAGATTCAGAGAAAGGTGACGCTCTTT 
CCACCGTGAGTGGTGATGGCAAGCATCTTTTCTTCGGCGTGGGGGGTACCCCCTT 
GCTGGGGCACGGCTTCTGCTGTGATTGGGTTATTATACCCCTGCATTGACAGACA 
TCTAGGAGAACCACATAAATTTAAAAGAGAGTGGTCCAGTGTAATGCGGTGTGT 

45 AGCAGTCTTTGTTGGTATAAATCATGCCAGTGCTAAAGTGGATTTCGATAACAAC 
ATACAGTTGTCTCTCACACTGGCTGCACTATCCATTGGACTGTGGTGGACTTTTGA 
TAGATCTAGAAGTGGTTTTGGCCTTGGAGTAGGAATTGCCTTCTTGGCAACTGTG 
GTCACTCAACTGCTAGTATATAATGGTGTTTACCAATATACATCTCCAGATTTCCT 
CTATGTTCGTTCTTGGTTACCATGTATATTTTTTGCTGGAGGCATAACAATGGGAA 
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ACATTGGTCGACAACTGGCAATGTACGAATGTAAAGTTATCGCAGAAAAATCTC 
ATCAGGAATGAAGAAGGCAAAAAATATCTTTTGTACAGAAAAGCAAGATGAAAA 
GGATGTGAAATGGTAGATATACCAACAAAACTTCAGACTGTAAAATTGCCAGGA 
TGCAGTTTTCCCCTTGATTGGCGTGTGTGTATATATGGAATAAATATATATATACA 
5 CACACACATATTACTGCAATCTGTGATTGCTTCATCTGTAAATCAGTTGTAAACCT 
TTACATATTTGACTTAAATAACTGTAAGATATATATGTACTACATTAAAAAGTGT 
TGATTAATAGATGAAATTTTTAAATTAATTTTTTAAAACATGCCATACATTGTATC 
ACAATGTTAATGTGCCAAGATATTGTTCCTGTCATGCAGAGTATAAGAATGCTTT 
GAACAATTTGTAGACTTAGTGAAATAAAATAAGAGGAAAGCCAAAAACAAACNT 

1 0 AC AAAAAGCATATGGGGAGCTGGTATTTTCTCTTTAGCTTACTGTTGTGCCTTTTT 
ATTTTTCTAATCACAGCAGTATGAGTTATGAGTGCCCTAATTTGTGGTTAGTTTCT 
AATTTAATGTTGTTTCATAGAGTTTGGAGTGTTTTGATACAGGGTGAAAATGAAC 
TTCTGGTTTCAAACCTGCGTTACTGGAGACAGCCCAAAGAGTAATTTTCTGTTTTG 
ACAGGTTTTACTGGAAGTATATGTGATGAGCAGAAGAGGTTATCAGCATTAAATT 

1 5 GTTTTGGTTCTAAATTTGGAACAGTATATATAATTAAAAGTAAGGAACATTAGAG 
GATTTAATTAGAATAAATACATGTTTTGGAAATACAGTGACCTCTTGCAGTGTCA 
CAAAAGTGCAAAGTGATATTAGCTGTCATCTGCAATACAGAATCTCATTGCTTTT 
GCACATGGAGCATATAGGAAACTCCAAACAGATCACAATGAGGTTTCTAAATCT 
GTTGGGTTCTGTCTTCTATTGGGTTCTGTGAAGCAAACCACTGTAGCTTTAGCTGG 

20 GTTCAGTCATATGACTCGTTGGTGGAATGCCTAGGTTTTTCATCTTACATGCAGTC 
TTGGGGGTGGATGAATACATAATTTCTTATGTATTCGTGTATCCATTAGTGAATA 

;.v • "GTTGAAGTCTGTTTAAGAGTGTATTGAGATGGCATTCTCTGCATGTTAAAGATCTT -4 

>'<••• • ^AATGGCAACCAGCACCTCT t TAAGTATGGTT'TAAACATATT(3TTAGCTAATT3PTTTC i 
GATTAGTTTTTGAAATTGGTGGCAGTTGTCTGATGCAGAAGGGCAAGATCTTCTG ' 

25 AGTACTCTGGGGTGTGAGTATGTGTGCACACGTGTGTGTTGGAGTGAGTGAGAG 
AATGTGTCTGTGCATGTGGCCATGCTTTCCTAGAATGTCAAGTAGATATTTTTACA 
CTTTGAGTTTTAAAGCAATTACTATCAGACTGAGATCTTGTATGCCAAACTTTAAT 
CTGCTTTTATGTTTTCAGGCTGAAGGTGTGAAAATCCTAAGAGGATTTCATATTG 
AATATGTGTACACAATCTTAACTATCGTGGTGGAAAACATACTACTATAATTTAT 

30 TATTATATCTTCCAGATAATGTTATTCATTTAGAACAAATAAGGTATATTTTTTAG 
AATCAACTTTGTAAGCACTATAAAATCTTTAATAAGTTATAAGGTCTATGATGTG 
TTTACTTTAAAAATTGCTGTTAAAAGCAACACGTATTAAATATGTAATTATCATCT 
GGGTTAAGAGTCTGTTTTTCTTCTTTGTGGTAAGTCTTAGAATATGGTACTGTGGA 
TTAATCTAATGAAATTAACATATGTGGTTGAAGTTACCAAGAAACGATGAAAAG 

35 AAACTAAATATAGTNGACCCTTGAACAACAGGAGTTAGGGGCACCACTCCCCAA 
CATAGTTGAAAATCCATGTATAACTTTTGACTCCTCCAAAACTTAACTACTAATA 
GCCTACTCTTGATGGGAAGCCTTACCAATAAGAAACAGTTGATGAACACATATTG 
TGTATGGTATATGTATTATATACTGTTTTCTTACAATAGTGTAAGTCTAAGGAAA 
AAAAAAA 

40 

SEQ ID NO: 558 

>18526 BLOOD 238447.3 Incyte Unique 

TCCTACAGGTGTATCGTCAGCGAGTGGATCGCCGAGCAGGGCAACTGGCAGGAA 
ATCCAAGAAAAGGCCGTGGAAGTTGCCACCGTGGTGATCCAGCCGACAGATGTA 
45 TTTGTTTTTAATTTTCAAGTTCTGCGAGCAGCTGTGCCCAAGAATGTGTCTGTGGC 
TGAAGGAAAGGAACTGGACCTGACCTGTAACATCACAACAGACCGAGCCGATGA 
CGTCCGGCCCGAGGTGACGTGGTCCTTCAGCAGGATGCCTGACAGCACCCTACCT 
GGCTCCCGCGTGTTGGCGCGGCTTGACCGTGATTCCCTGGTGCACAGCTCGCCTC 
ATGTTGCTTTGAGTCATGTGGATGCACGCTCCTACCATTTACTGGTTCGGGATGTT 



478 



WO 02/074979 



PCT/US02/08456 



AGCAAAGAAAACTCTGGCTACTATTACTGCCACGTGTCCCTGTGGGCACCCGGAC 
ACAACAGGAGCTGGCACAAAGTGGCAGAGGCCGTGTCTTCCCCAGCTGGTGTGG 
GTGTGACCTGGCTAGAACCAGACTACCAGGTGTACCTGAATGCTTCCAAGGTCCC 
CGGGTTTGCGGATGACCCCACAGAGCTGGCATGCCGGGTGGTGGACACGAAGAG 
5 TGGGGAGGCGAATGTCCGATTCACGGTTTCGTGGTACTACAGGATGAACCGGCG 
CAGCGACAATGTGGTGACCAGCGAGCTGCTTGCAGTCATGGACGGGGACTGGAC 
GCTAAAATATGGAGAGAGGAGCAAGCAGCGGGCCCAGGATGGAGACTTTATTTT 
TTCTAAGGAACATACAGACACGTTCAATTTCCGGATCCAAAGGACTACAGAGGA 
AGACAGAGGCAATTATTACTGTGTTGTGTCTGCCTGGACCAAACAGCGGAACAA 

1 0 C AGCTGGGTGAAAAGC AAGGATGTCTTCTCCAAGCCTGTTAAC ATATTTTGGGCA 
TTAGAAGATTCCGTGCTTGTGGTGAAGGCGAGGCAGCCAAAGCCTTTCTTTGCTG 
CCGGAAATACATTTGAGATGACTTGCAAAGTATCTTCCAAGAATATTAAGTCGCC 
ACGCTACTCTGTTCTCATCATGGCTGAGAAGCCTGTCGGCGACCTCTCCAGTCCC 
AATGAAACGAAGTACATCATCTCTCTGGACCAGGATTCTGTGGTGAAGCTGGAG 

1 5 AATTGGACAGATGCATC ACGGGTGGATGGCGTTGTTTTAGAAAAAGTGC AGGAG 
GATGAGTTCCGCTATCGAATGTACCAGACTCAGGTCTCAGACGCAGGGCTGTACC 
GCTGCATGGTGACAGCCTGGTCTCCTGTCAGGGGCAGCCTTTGGCGAGAAGCAG 
CAACCAGTCTCTCCAATCCTATTGAGATAGACTTCCAAACCTCAGGTCCTATATTT 
AATGCTTCTGTGCATTCAGACACACCATCAGTAATTCGGGGAGATCTGATCAAAT 

20 TGTTCTGTATCATCACTGTCGAGGGAGCAGCACTGGATCCAGATGACATGGCCTT 
TGATGTGTCCTGGTTTGCGGTGCACTCTTTTGGCCTGGACAAGGCTCCTGTGCTCC. 
:• - / : v :^GTCT3TCCCTGGATCGGAAGGGCATCGTGACCACGTCCCGGAGGGACTGGAA.GA-?' 

i. .GGGACeTGAGCCTGGAGCGGGTGAGTGTGCTGGAATTCTTGeTGCAAGTGGA JGGli 
•i vCTGCGAGGACCAGGAGTTTGGCAAGrAGTACTGTTCCGTGACTGCATGGGTGAAG. ' 

. 25 TCACCAACAGGTTCCTGGCAGAAGGAGGCAGAGATCCACTCCAAGCCCGTTTTTA 
TAACTGTGAAGATGGATGTGCTGAACGCCTTCAAGTATCCCTTGCTGATCGGCGT 
CGGTCTGTCCACGGTCATCGGGCTCCTGTCCTGTCTCATCGGGTACTGCAGCTCCC 
ACTGGTGTTGTAAGAAGGAGGTTCAGGAGACACGGCGCGAGCGCCGCAGGCTCA 
TGTCGATGGAGATGGACTAGGCTGGCCCGGGAGGGGAGTGACAGAGGGACGTTC 

30 TAGGAGCAATTGGGNCAAGAAGAAGCCCAGTGATATTTTTAAAACAAAGTGTGT 
TACACTAAAAACCAGTCCTCTCTAATCTNAGGTGGGACTTGGCGCTCTCTCTTTTC 
TGCATGTCAAGTTCTGAGCGCGGACATGTTTACCAGCACACGGCTCTTCTTCCCA 
CGGCACTTTCTGATGTAACAATCGAGTGTGTGTTTTCCCAACTGCAGCTTTTTAAT 
GGTTAACCTTCATCTAATTTTTTTTCTCCCACTGGTTTATAGATCCTCTGACTTGTG 

35 TGTGTTTATAGCTTTTGTTTCGCGGGGTTGTGGTGAGGAAGGGGTGATGGCATGC 
GGAGTTCTTTATCTTCAGTGAGAATGTGCCTGCCCGCCTGAGAGCCAGCTTCCGC 
GTTGGAGGCACGTGTTCAGAGAGCTGCTGAGCGCCACCCTCTACCCGGCTGACA 
GACAACACAGACCTGTGCCGAAGGCTAATTTGTGGCTTTTACGACCCTACCCCAC 
CCCCTGTTTTCAGGGGTTTAGACTACATTTGAAATCCAAACTTGGAGTATATAAC 

40 TTCTTATTGAGCCCAACTGCTTTTTTATTTTTATGGGATTTTGGGCCCCTTTTCCAT 
TTCTTTTGTATTTGTTTTCTGTGAGAGCACTGAAATGGCGGCCCTGGAATCTACAA 
TTTGGCTCTCCACTGAGCACCTTATCTTGCCACCTTAGCCTTAAGAATGAATATGA 
AGAAAAATACACAGCCACCTCTGTCCAGGGCAGTAAGAAGGGCTGCAAGGAAG 
GGGAGGATGGGGACAAGGAAAGGATCAGATACCTGCTCCAGTAGTTGTGAGGCC 

45 ACTGTGTCTCAGGGGACTCCAGGAAGAGCAGAAGAGGGATCCCACGAAGTTATT 
TTTATGCAGCTGGGGCCAGGAGGGTCAGAGTGGTGCCAGGTGCAAGTTAGGCTA 
AAGAAGCCACCACTATTCCTCTGCTCTTGCCCATTGTGGGGGGCAAAGGCATTGG 
TCACCAAGAGTCTTGCAGGGGGACCCACAGATATGCCATGTCCTTCACACGTGCT 
TGGGCTCCTTAACCTGAAGGCAAATTGCTACTTGCAAGACTGACTGACTTCAAGG 
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AATCAGAAATTACCTAGAAGCACCATGTTTTTTCTATGACCTTTTCAGTCCTTCAG 
GTCATTTTAAGGTCCACTGCAGGGGGTTAGTGAGAAAGGGTATACTTTGTGGTAT 
GTTTTGCTTTCCTAATAGGGACATGAAGGAAACCCAGCAATTTGCTGTTATGTGA 
ATGGCCTGTAGAGCAGAGTCAAGAGCGGTGTGCTTTGCCCGACTGCTCCCATCAG 
5 GAATAGGAGAGTAGACAGAGATCTTCCACATCCCAGGCTTCTGCTGCTGCTTTAA 
AAGCTCTGTCCTTGGAGCCTCCCGCTCCCTGAAGTGTCTCGCCCCCTGCACAGCA 
CTGGCCTTTCGGAAGCATCCCAGTAGGGTTTTCTGAGGCTCGCTGGTGACTCATG 
CCCTAATTGCAATCCTCTGCTTTTATCTTGACTTTGAAGGATCTAACACTGCTCTC 
TCTTCCAAAGGGGAAAAAAAGATTCATTTGTTTTGAGCAATAAACTAATACAAA 

1 0 ATGATGGCCATTCATGTGCAGCTCTTTGTCACCATGGGCCGGATGAGTTGTGCTC 
CTCCTGGCTCACCATTTCCCCCTGCTCCCCCACAGCCGGTTCTGCACTTATCACCG 
AGTCGCCCCTGGAAGCAGATTCCCATTGAGTTTTCCCCACCAAGGGGACCATGCA 
CATGGTAGAAACATTAGATTCTGCATTGACAGTAGCCTTTCCTTGGGCCCGGGCC 
TGTGGTGGGAAGACGGGCAACAAGTATACCCCACCAGGGCCTGAGTGACTAGAG 

1 5 GAAGAGGACGAGGCCTTGTTGGCACTAGATTTGGGTATTTTCTGCATGTCATAAC 
ATATCCTAACTGCTATTTCAGAAGAGGCAGCTTGTAGGTGATTGTACAAGTGAGA 
ATTAAAGAGAGAACAGATATTTAAACAGGTGCTGTATTAGTAACAGCCAGTGCC 
CTTTCAGCCCTTGCATCTATTAAAAGGAGATTCAGGATTTTATTGGCACAGGCCC 
TTCTTAGTAGGAAGAAAGGGTGCTTAGCTTTGGACCTGACCGGGTGTGTGTAAAA 

20 CCATGGACTGAGTCACAGCAGACACTCGATGGTGGTAAATGTGACGGGTGCTTA 
CACACTGTACCTTTTCCTTTCATACTGATGCTGCAGTTCAGGGCTGGAGTTGTTAA 
\ • ■ GGGATTGAeGTGCAGeCACCTGCCCeATGTGiEGGTGGGCTGCCCAAGCTGCATGT # 
• fy.l > : vr;eACGTGAGGGGTGGCAGGAAGGGGCGAGAAATCGGAGGGCATTGTAG€AAGGAG % 
<-..- •.;.» ;GTAGTTGGTTGTAG<jGATATAAATTTCGAGGAATGTGTATTTTTAATGTGGTGAG 3 

25 ATGCACTCTTTTGTTGTACCAAATAGGGCTGCCGACCCCACCCCTGCGACAAGTG 
CTCTTCTAGAACAGGTTCCTACCAGCAGCACTGGTGTGAATGAAAGAGAGACCC 
AGCCGCGTCTCACACAGGTGGAATTGCACTTCTTAACAAAAAGGAACTTTATAAA 

TGTTCAGATAGAAGCCTCGAAATTCCTGTGAATTGTTTACTTTATGATGTTTACAT 

30 ACACGTTTCACTTTGAAAAAAAATGCAAATCGACTTTTTAACAACTGTTGAGATG 
TTTCATGGGACAGTAGAACTCTGACTCACCAACTGGGCTAAATTTTAATTTAAAA 
ATGTATTTATTTGAGTGTCTTTCCCCCCCTCACCCTCACCATCTGAGGGGCTCCCT 
GAGATCTTGGTAGAGGAGGCCCCTCCTGCCCAGACCTTCGTTTGTTTCCCCGGTG 
GCCCTTGCTTCTTGCTTTGCAGACTGCCTGCAGCCATGATTTTGTCACTGACATCT 

35 GTGAGCCAAAGACTGAGCCTTTTTGGCAGGAATAATAAGCAATACTACACAACT 
TGCTACTTTCAGAAAACTTTTTTTTAGCTTCACCGATGACAACAGAGGAAGAAGG 
GAACTGGGATTTGGGTAAGTTCTCCTCCACTGTTTGACCAAATTCTCAGTGATAA 
ATATGTGTGCAGATCCCTAGAAGAGAAAACGTTGACTTTGTTTTTAAGTGTGGCA 
CATAAGGATCTGCAGAATTTTCCGTAGACAAAGAAAGGATCTTGTGTATTTTTGT 

40 CCATATCCAATGTTATATGAACTAATTGTATTGTTTTATACTGTGACCACAAATAT 
TATGCAATGCACCATTTGGGTAAGTTCTCCTCCACTGTTTGACCAAATTCTCAGTG 
ATAAATATGTGTGCAGATCCCTAGAAGAGAAAACGTTGACTTTCTTTTTAAGTGT 
GGCACATAAGGATCTGCAGAATTTTCCGTAGACAAAGAAAGGATCTTGTGTATTT 
TTGTCCATATCCAATGTTATATGAACTAATTGTATTGTTTTATANTGTGACCACAA 

45 ATATTATGCAATGCACCATTTGTTTTTTATTTCATTAAAGGAAGTTTAATTTAA 

SEQ ID NO: 559 

>18550 BLOOD 234287.1 Incyte Unique 
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AAAGAAAGAAAAAGAAAACTGCAGATAACCCTATACATTAATACTGGTATCTCG 
AGGTGACTCTTCTGACCAAGGGTGGTTAAGTGACACATAGAACTTTTCTAAGAGA 
AGACAGACAAGTTGACAGGCATGCCTTGTACTCAGCTGTGTTCATGTGGTGGTCT 
GTGGAAAGAAAAGAAGACTCATTTGGAAATGAAGCTGTCCCTTTCCAAGCAGTC 
5 TCTGGTGCTTTTCTTCTCTCAAAATGGATCCGATAAATATTTGAATAGAGCAGATT 
GTAGAATGTCGTGCTGTCACCAGAAAGCTGCTGTTTTGGGTTCTGCATTGAGCCA 
AATATGTAGAGGACCTACCAAGCCCACTGAGGGACTAGGTTTTCATGTCTCTAGT 
CATACCTAGAATGTTCTGAGCCGTCTGAGGGCCTTCATGCCGGCAGCAGCTAGCA 
AAGCCAGAAAGCAAGTCTAACAGGATCTAAGATGACCATCAGGAGAAGGAGTTT 

1 0 GAGACTGTGTATGCAACCCCC AATAGACCCCCTTTTACTCTGATCTGGAGAATGT 
ATCTGGCTTCATATTTTCAAGTCACATGTCTCTCAGACCCCTGGGATTCAGAACCC 
AAGGCCACAAATCATAGGCATGAAGCACTTTCTTAAGACTGACCTAACGCTGGA 
TTATTTCCCGTCCAATGCCTGCATGCTGCTTGAATTGCTCCACCCACACCTCCATG 
ACCAAGGGCGCCAGAGTGCTGCAACTGGGGCGTGGGCCGCTCTCTGCTTTTCCTG 

1 5 TCTGACTCTGACAAGTCCTCCCTCACTGAATGTAGAATCGTTGCCAAGTTTCTGA 
GAAGTGTCGATTCCCTGTTAACATGGATATCAGTTCTGCCTCACATTTCCCACTTG 
AGGTTGAGGCGTACTGGAGACAACACCTCAGACCATCTGAACCCCATCAGTGGA 
CGAAAATGGGGCTGTTAATATACTCTAAAAGCCATACTAAAAATGCTCTGAGGG 
AACTGGCTAAGAATAGTGGGCCTGGTGATTGTCTATCACGCAAGGCTTTGTTTTG 

20 TACTGTTCAGAAATCTGTCACCTTTCTGCCTGCCCTTGTTTCCTGAATGAAATGCT 
TCTGGGGTTATTTATGAAAGGAGTGATCCTGGGGCAGGCAGGAGGCAGTGGGCT 
- 'TGATGGCTCCTTGAAGTTATTACTGATCTTGASGTTCTCTTTGGCTACGTsTTAGAC 
•' •'A^AGAATACGGGAATGAATACTT?GGGGGTGTAAGTTT-TAGAAI'TGATA*PT1ATTT ■:, 
. •• ^GTA-TC . 

25 AAAATCAATCAGATTTATTGTACCTAGAAAAAAAAAA 

SEQ ID NO: 560 

>18555 BLOOD 200000.3 AF054175 g3341993 Human mitochondrial proteolipid 68MP 
homolog mRNA, nuclear gene encoding mitochondrial protein, complete cds. 0 

30 GCTCAATAAACGTTTATTAAGCAGTAGAATACAAGTTAGTGCCTGGATCCTGATC 
ACCGAGTTGGCTGCAGATTTGTGGTGCGTTCTGAGCCGTCTGTCCTGCGCCAAGA 
TGCTTCAAAGTATTATTAAAAACATATGGATCCCCATGAAGCCCTACTACACCAA 
AGTTTACCAGGAGATTTGGATAGGAATGGGGCTGATGGGCTTCATCGTTTATAAA 
ATCCGGGCTGCTGATAAAAGAAGTAAGGCTTTGAAAGCTTCAGCGCCTGCTCCTG 

35 GTCATCACTAACCAGATTTACTTGGAGTACATGTGAAAGAAAACGTCAGTCTGCC 
TGTAAATTTCAGCAAGCCGTGTTAGATGGGGAGCGTGGAACGTCACTGTACACTT 
GTATAAGTACCGTTTACTTCATGGCATGAATAAATGGATCTGTGAGATGCACTGC 
TACCTGGTACTGCTTTCAGTGTGTTCCCCCTCAGCCCCTCCGGCGTGTCAGGCATA 
CTCTGAGTAGATAATTTGTCATGCAGCGCATGCAATCAGAATCTCACTGAGCCAC 

40 CCATCATTGTGAAATAATTACCTCAGTTGTACAGGACTTGGTGATCAGGATCCAG 
GCACTCACTTGTATTCTACTGCTCAATAAACGTTTATTAAACTTGATCCTGCTACT 
TAAA 

SEQ ID NO: 561 

45 >18576 BLOOD 481208.4 U60207 gl477790 Human stress responsive serine/threonine 
protein kinase Krs-2 mRNA, complete cds. 0 

GCGGGGCGGGCTCAGGAGGTCCGCGGGAGGATGGAGCAGTGAGCGGGTCTGGG 

CGGCTGCTGGCAGCGCCATGGGAGACGGTACAGCTGAGGAACCCGCCGCGCCGG 

CAGCTGAAAAAGTTGGATGAAGATAGTTTAACCAAACAACCAGAAGAAGTATTT 
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GATGTCTTAGAGAAACTTGGAGAAGGGTCCTATGGCAGCGTATACAAAGCTATT 
CATAAAGAGACCGGCCAGATTGTTGCTATTAAGCAAGTTCCTGTGGAATCAGACC 
TCCAGGAGATAATCAAAGAAATCTCTATAATGCAGCAATGTGACAGCCCTCATGT 
AGTCAAATATTATGGCAGTTATTTTAAGAACACAGACTTATGGATCGTTATGGAG 
5 TACTGTGGGGCTGGTTCTGTATCTGATATCATTCGATTACGAAATAAAACGTTAA 
CAGAAGATGAAATAGCTACAATATTACAATCAACTCTTAAGGGACTTGAATACCT 
TCATTTTATGAGAAAAATACACCGAGATATCAAGGCAGGAAATATTTTGCTAAAT 
ACAGAAGGACATGCAAAACTTGCAGATTTTGGGGTAGCAGGTCAACTTACAGAT 
ACCATGGCCAAGCGGAATACAGTGATAGGAACACCATTTTGGATGGCTCCAGAA 

1 0 GTGATTC AGGAAATTGGATAC AACTGTGTAGCAGACATCTGGTCCCTGGGAATA 
ACTGCCATAGAAATGGCTGAAGGAAAGCCCCCTTATGCTGATATCCATCCAATGA 
GGGCAATCTTCATGATTCCTACAAATCCTCCTCCCACATTCCGAAAACCAGAGCT 
ATGGTCAGATAACTTTACAGATTTTGTGAAACAGTGTCTTGTAAAGAGCCCTGAG 
CAGAGGGCCACAGCCACTCAGCTCCTGCAGCACCCATTTGTCAGGAGTGCCAAA 

1 5 GGAGTGTCAATACTGCGAGACTTAATTAATGAAGCCATGGATGTGAAACTGAAA 
CGCCAGGAATCCCAGCAGCGGGAAGTGGACCAGGACGATGAAGAAAACTCAGA 
AGAGGATGAAATGGATTCTGGCACGATGGTTCGAGCAGTGGGTGATGAGATGGG 
CACTGTCCGAGTAGCCAGCACCATGACTGATGGAGCCAATACTATGATTGAGCA 
CGATGACACGTTGCCATCACAACTGGGCACCATGGTGATCAATGCAGAGGATGA 

20 GGAAGAGGAAGGAACTATGAAAAGAAGGGATGAGACCATGCAGCCTGCGAAAC 
CATCCTTTCTTGAATATTTTGAACAAAAAGAAAAGGAAAACCAGATCAACAGCTT 
, ., .. ••• >TGGGAAGAGTGTACCTGGTGGAGTGAAAAA.TTCTT.CAGATTGGAAAATACCACA • .| 
■\ ! !H..,\ ,;f©GA-TGGAGACTACGAGTTT(BTTAAGAGWGGAGAGTGGAGGACOTT.GAGAAGAG J 
• -,W v ; «TCTTGGCCCTGGACGCCATGATGGAGGAGGAGATTGAAGAGATCCGGCAGAA : j 

25 GTACCAGTCCAAGGGGGAGCCCATGCTGGATGCCATAGAGGCTAAGAAGAGACG 
GCAACAAAACTTCTGAGCAAGGCCAGGCTGTGAGGGCCCCAGCTCCACCCAGGC 
TTTGGGTGAATTCTGGATGGCTTGCCTCATGTTTGTTAGCCAGCACTTCTGCTCTG 
TCGTCTCTCCACAGCACCTTTGTGAACTCAGGAATGTGCGCCAGTGGGAAGGGCT 
CTCTTGACAGTCAGCGTGCCATCTTGATGTGTGTATGTACATTGGTCAGGTATATT 

30 ATCTCAAAGGATTTATATTGGCGCTTTTAACTCAGAGTTTTAAACCCCAGGAACA 
GAGACTCCTAGTTGAGTGATAGCTGGGAAAGTTTTACATTGTCTGTTTTTCTTCTC 
CCAATAGCTTTCAATTGTTCTTTCTGGAAGACTTTTAAAAAAATATAAATATGCA 
TATATATATATAAATTATAAAAATACTTATTAATACAAAAAAAGATCTTTAATTA 
AGGAGTGCAAGCTTATTCCATTTAGTGAGTGTT 

35 

SEQ ID NO: 562 

>18601 BLOOD 217961.1 Incyte Unique 

AGATGTTCCAGGAGTAGAATTCCTGACTGCTGTGTGAAAGTGAACTGCTACTCCA 
TCTCTGAAACATATCTGAGAAACGGGGCAGAAAACCAGTGTAAACTGCTCGTGG 

40 TGAAATTATTGAACATTGAAGTGTGAGGCTTGTCCTAAGAGCACGTCACCTCCCT 
TGACACAGATTCTGCATGTCCTTCCCTCTGGTAGGGATCCTCCAGTTCCGTTTCTC 
AGGCGAAGTAACCAGAGGTTCCAGTCTGCTCTTGCTTTCTGGGAGGAAGACAGA 
GCACCTAGTAATAGATTCCCAGGGTACTGATTGGCACCACACATGACTCAGAGG 
GGACCTAAGCCCATCAGCAGGCTGCTCTAAGGACCTACCTCAGGGCACTCAGAC 

45 AGCCTCACCAATCAGAGGCTCAGGAGAGGGTTTTCCTCACTGCCCTCCTTGTGTG 
CACTGGTTTCCTGTTTAGAGCAGCATTTAGCAGCACCACACACCTCAGATGTAGA 
GGATGAACCTCTCTTATATGAAATAAAATGATGTCCAGCAAAANANAAA 
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SEQ ID NO: 563 

>18628 BLOOD GB_T96731 gi|735355|gb|T96731|T96731 ye51fD2.rl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE: 121275 5' similar to gb:M24922_cdsl 
HLA CLASS H HISTOCOMPATIBILITY ANTIGEN, DX BETA CHAIN (HUMAN);, 
5 mRNA sequence [Homo sapiens] 

NTTCGGCACGGNGGCTCTGCAGATCCCTGGAGGCTTTTGGGCAGCAGCTGTGACC 
GTGATGCTGGTGATGCTGAGCACCCCAGTGGCTGAGGCAGANGACTTTCCCAAG 
GATTTNTTGGTCCAGTTTAAGGGCATGTGCTACTTCACCAACGGGACAGAGCGCG 
TGGNGGTGTGGCCAGATACATCTATAACCGCGAGAGTACGGGCGCTTCGACAGC 
1 0 GACGTTGGGGAGTTCC AGGCGGTGACCGAGCTGGGGCGNAC ATNCGAGGACTGG 
AACAACTATAAGGACTTCTTTGAGCAGGAGCGNGCCGGNTNGGACAAGGTGTGC 
AGACACAACT 

SEQ ID NO: 564 

15 >1 8649 BLOOD 205772. 1 6 Incyte Unique 

ACGATTCTTAGATGACATTTTCTCTTTCCCCTTTTTTCCCCCTAACCTCAATCTAGG 
CTCACTTATCTAAAGAATATGAGGAGGCTAATTTCAGAGCTATATGTGCGAGATA 
ACTGCCACCCTTTCAAAGCCACTGTGTTGGTTTGGATTCAGCTTCCAATGTGGATC 
TTCATGTCTTTTGCTCTCCGGAATTTAAGCACGGGGGCAGCACATTCAGAAGCAG 

20 GTTTTTCTGTTCAGGAACAGTTAGCTACTGGTGGAATTCTGTGGTTTCCTGACCTC 
ACTGCACCCGACTCCACTTGGATTCTGCCTATCTCTGTTGGCGTCATCAATTTGTT 
;'AATAGTGGAGATTTGTGCTCTACAAAAAATTGGAA.TGTCTCGTTTTCAGAGGTAT -4 
YATTAGGTACTTTGTCCGTGGAATGTGGGTGTTGATGA.1ACCAATTGCTGCAACGG j 
TACCCTCATCAATTGTTCTCTACTGGTTATGCTCCAGCTTCGTGGGCeTTTCACAG 3 

25 AATTTGCTGCTGCGTTCTCCTGGATTTCGCCAACTTTGCCGAATACCATCGACCAA 
GTCAGATTCAGAAACTCCTTATAAAGACATATTTGCTGCCTTTAATACCAAGTTC 
ATTTCAAGAAAATGACATATTTTCCAATAATTTTGAAACAGTTGCAGGAGTCACT 
ATCATCTAAATGTATTTAGACTTAGAAATTCAGATGTTACTTGATTTCCTTTTATT 
TATAGTCAATTGTTCTCTACTGGTTATGCTCCAGCTTCGTGAGCCACTGTGCCCAG 

30 CTGAGATGGTTCTTATTATTTTGGAGGTGGAGAGGATTTTAGACCTCTTTGAGCA 
TCTGAAAAAAGGCTATATATGTATGGTTTTCTCTTCAGAAAAATCTTAAGACTCA 
CAATACGGGGACTTCCTTGTTACCAGGAAGATTTTCTGGCAATTCCTAGTTAATA 
AATCTTATTCTAATGGAACATACATTGATCTTGAGTTAATGCGTGGTTGAAAAAA 
AAAGCGGGGGCAACTTGAAATATATGCAGTAAAGTAGTCCATGCATACAAGTCC 

35 CTAACATGGTAGATGATGTTGCCTCCCGGCCCTGCTCAGAAAGAATACAAAAAG 
TGTACATTCCTTTTTCTATAATTTAAGAAGTCTGGAATACAGAGTGTAACACTGT 
GTACTGCTAGCACCCAAAGTGGAAAATCTTAAGCATTCAGATTGTTTAGTCAAAG 
AAGAAAACCAGAAGGGCAGTTGCCTATTGAGGTGATTTTAAACCTGTTTATTTGT 
AAGGATTAAGTACCCTAATAGGCTTAAACTATGATAGAGGTTTAATACAGAAAA 

40 AATTGACAGGTATTATAAATTGTGGATCCAGTTACTTGCTTATTTAATTTGTAAAG 
AGGTAAAATTAGCTCTGGTTGAGATATCAAGTATGGCAGGTATTTGAGAAGGCT 
ATAAATCATAATTTTCATTTAGTTAAAATATGGACCTGATTCTGGGAAACCCTAT 
CATTCCATCTCAATGTTTTACAATAAAATAAAAACTAAAGT 

45 SEQ ID NO: 565 

>18713 BLOOD GB_T98559 gi|748296|gb|T98559|T98559 ye70fll.sl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE: 1231 17 3', mRNA sequence [Homo 
sapiens] 
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AACACTTTAATATTNATGGTGTATCACATAAAAAACAAAGTCATATACTTTTGCA 
TTAATCAAAAAATAGCAAATCCATATAATGGCAAAATCAGGAAAAAAATTCTAG 
TATTTCCACAAAATACATAATGTCTTACAGATGATTATGTGAACTTTAAATGTCT 
GCAGCCCTACAGAGCTTTTGTTGCCANTTGAAAAACAAAAAAATCCCAACACAG 
5 GATGTTCAAAAAGCCTAATTCATAAAANGACANTTTATTCCNATGTTTAATATAG 
TGTTTTTTAGGATGGTANCCATAAGTCATGCAACNAGCTCTGTTAAANCCAAAAC 
CAAAACCAAGNAACCTACGGATGTCGGCTGCGGGTTTA 

SEQ ID NO: 566 

10 >18817 BLOOD Hs.93213 gnl|UG|Hs#S 1972075 Human DNA sequence from clone RP1- 
291J10 on chromosome 6p21.2-21.33 Contains BAKU (BCL2-antagonist/killer 1) gene, 
ESTs, STSs, GSSs and a CpG Island /cds=(249,884) /gb=Z93017 /gi=5921377 /ug=Hs.93213 
/len=2136 

GCCGGGTGCCGCTGGCACCTCTATGATCACTGGAGTCTCGCGGGTCCCTCGGGCT 

1 5 GCACAGGGACAAGTAAAGGCTACATCCAGATGCCGGGAATGCACTGACGCCCAT 
TCCTGGAAACTGGGCTCCCACTCAGCCCCTGGGAGCAGCAGCCGCCAGCCCCTCG 
GGACCTCCATCTCCACCCTGCTGAGCCACCCGGGTTGGGCCAGGATCCCGGCAGG 
CTGATCCCGTCCTCCACTGAGACCTGAAAAATGGCTTCGGGGCAAGGCCCAGGTC 
CTCCCAGGCAGGAGTGCGGAGAGCCTGCCCTGCCCTCTGCTTCTGAGGAGCAGGT 

20 AGCCCAGGACACAGAGGAGGTTTTCCGCAGCTACGTTTTTTACCGCCATCAGCAG 
GAACAGGAGGCTGAAGGGGTGGCTGCCCCTGCCGACCCAGAGATGGTCACCTTA 
iGCTCTGGAACCTAGCAGCAGCATGGGGCAGGTGGGACGGCAGGTCGCCATCATC 
fGGGGACGACATCAACCGAGGGTATGACTGAGAG'EIGGAGACCATGTTGCAGCAG' 
GTGCAGGGGACGGCAGAGAATGGGTATGAG^AGTTCAGCAAGATTGCGAGCAGC 

25 CTGTTTGAGAGTGGCATCAATTGGGGCCGTGTGGTGGCTCTTCTGGGCTTGGGGT 
ACCGTCTGGCCCTACACGTCTACCAGCATGGCCTGACTGGCTTCCTAGGCCAGGT 
GACCCGCTTCGTGGTCGACTTCATGCTGCATCACTGCATTGCCCGGTGGATTGCA 
CAGAGGGGTGGCTGGGTGGCAGCCCTGAACTTGGGCAATGGTCCCATCCTGAAC 
GTGCTGGTGGTTCTGGGTGTGGTTCTGTTGGGCCAGTTTGTGGTACGAAGATTCTT 

30 CAAATCATGACTCCCAAGGGTGCCCTTTGGGGTCCCGGTTCAGACCCCTGCCTGG 
ACTTAAGCGAAGTCTTTGCCTTCTCTGTTCCCTTGCAGGGGTCCCCCCTCAAGAGT 
ACAGAAGCTTTAGCAAGTGTGCACTCCAGCTTCGGAGGGCCCCTGCGTGGGGGC 
CAGTCAGGCTGCAGAGGCACCTCAACATTGCATGGTGCTAGTGGGCCCTCTCTCT 
GGGCCCAGGGGCTGTGGCCGTCTCCTCCCTCAGCTCTCTGGGACCTCCTTAGCCC 

35 TGTCTGCTAGGCGCTGGGGAGACTGATAACTTGGGGAGGCAAGAGACTGGGAGC 
CACTTCTCCCCAGAAAGTGTTTAACGGTTTTAGCTTTTTATAATACCCTTGTGAGA 
GCCCATTCCCACCATTCTACCTGAGGCCAGGACGTCTGGGGTGTGGGGATTGGTG 
GGTCTATGTTCCCCAGGATTCAGCTATTCTGGAAGATCAGCACCCTAAGAGATGG 
GACTAGGACCTGAGCCTGGTCCTGGCCGTCCCTAAGCATGTGTCCCAGGAGCAG 

40 GACCTACTAGGAGAGGGGGGCCAAGGTCCTGCTCAACTCTACCCCTGCTCCCATT 
CCTCCCTCCGGCCATACTGCCTTTGCAGTTGGACTCTCAGGGATTCTGGGCTTGG 
GGTGTGGGGTGGGGTGGAGTCGCAGACCAGAGCTGTCTGAACTCACGTGTCAGA 
AGCCTCCAAGCCTGCCTCCCAAGGTCCTCTCAGTTCTCTCCCTTCCTCTCTCCTTA 
TAGACACTTGCTCCCAACCCATTCACTACAGGTGAAGGCTCTCACCCCCATCCCT 

45 GGGGGCCTTGGGTGAGTGGCCTGCTAAGGCTCCTCCTTGCCCAGACTACAGGGCT 
TAGGACTTGGTTTGTTATATCAGGGAAAAGGAGTAGGGAGTTCATCTGGAGGGTT 
CTAAGTGGGAGAAGGACTATCAACACCACTAGGAATCCCAGAGGTGGGATCCTC 
CCTCATGGCTCTGGCACAGTGTAATCCAGGGGTGTAGATGGGGGAACTGTGAAT 
ACTTGAACTCTGTTCCCCCACCCTCCATGCTCCTCACCTGTCTAGGTCTCCTCAGG 
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GTGGGGGGTGACAGTGCCTTCTCTATTGGGCACAGCCTAGGGTCTTGGGGGTCAG 
GGGGGAGAAGTTCTTGATTCAGCCAAATGCAGGGAGGGGAGGCAGATGGAGCCC 
ATAGGCCACCCCCTATCCTCTGAGTGTTTGGAAATAAACTGTGCAATCCCCTCA 



5 SEQ ID NO: 567 

>18899 BLOOD 285978.2 U43431 gl292911 Human DNA topoisomerase EI mRNA, 
complete cds. 0 

ggcggctgcggcacgggaaaggctcagtgactgaagctccaaaggccagcaggc 
tggtggggacgtgaccgaagcgaggctctggttccctttcggtgggcgccatttg 

1 0 agcctcatctctggcttcccc aggatgcgccggcagccggggagcggctccggg 
cgcgaggtctgaggatgatctttcctgtcgcccgctacgcgctccggtggctgcg 
acggcccgaagaccgtgccttttcccgcgccgccatggagatggccctccgaggc 
gtgcggaaagtcctctgtgtggccgaaaaaaacgacgcggccaaggggatcgcc 
gacctgctgtcaaacggtcgcatgaggcggagagaaggactttcaaaattcaac 

1 5 aagatctatgaatttgattatcatctgtatggcc agaatgttaccatggtaatga 
cttcagtttctggacatttactggctcatgatttccagatgcagtttcgaaaatgg 
cagagctgcaaccctcttgtcctctttgaagcagaaattgaaaagtactgcccag 
agaattttgtagacatcaagaaaactttggaacgagagactcgccagtgccagg 
ctctggtgatctggactgactgtgatagagaaggcgaaaacatcgggtttgaga 

20 ttatccacgtgtgtaaggctgtaaagcccaatctgcaggtgttgcgagcccgatt 
ctctgagatcacaccccatgccgtcaggacagcttgtgaaaacctgaccgagcct , 
; gatcagagggtgagcgatggtgtggatgtgaggoaggagctggacgtgaggatt; , 

.■■..-,■< . j Vr-GGAGCTGGCTTTACTAGGTT.GGAGAGCCTGGGGCTTGAGAGGATTTTTCOTGAGG ': i 
hTGGTGGGAGAGGAGGTGATCAGTTAGGGCAGGTGCCAGTTCCCCAGAGBGGGGTT ? 

25 TGTGGTGGAGCGGTTCAAAGCCATTCAGGCTTTTGTACCAGAAATGTTCGACAGA 
ATTAAAGTAACTCATGACCACAAAGATGGTATCGTAGAATTCAACTGGAAAAGG 
CATCGACTCTTTAACCACACGGCTTGCCTAGTTCTCTATCAGTTGTGTGTGGAGG 
ATCCCATGGCAACTGTGGTAGAGGTCAGATCTAAGCCCAAGAGCAAGTGGCGGC 
CTCAAGCCTTGGACACTGTGGAGCTTGAGAAGCTGGCTTCTCGAAAGTTGAGAAT 

30 AAATGCTAAAGAAACCATGAGGATTGCTGAGAAGCTCTACACTCAAGGGTACAT 
CAGCTATCCCCGAACAGAAACAAACATTTTTCCCAGAGACTTAAACCTGACGGTG 
TTGGTGGAACAGCAGACCCCCGATCCACGCTGGGGGGCCTTTGCCCAGAGCATTC 
TAGAGCGGGGTGGTCCCACCCCACGCAATGGGAACAAGTCTGACCAAGCTCACC 
CTCCCATTCACCCCACCAAATACACCAACAACTTACAGGGAGATGAACAGCGAC 

35 TGTACGAGTTTATTGTTCGCCATTTCCTGGCTTGCTGCTCCCAGGATGCTCAGGGG 
CAGGAGACCACAGTGGAGATCGACATCGCTCAGGAACGCTTTGTGGCCCATGGC 
CTCATGATTCTGGCCCGAAACTATCTGGATGTGTATCCATATGATCACTGGAGTG 
ACAAGATCCTCCCTGTCTATGAGCAAGGATCCCACTTTCAGCCCAGCACCGTGGA 
GATGGTGGACGGGGAGACCAGCCCACCCAAGCTGCTCACCGAGGCCGACCTCAT 

40 TGCCCTCATGGAGAAGCATGGCATTGGTACGGATGCCACTCATGCGGAGCACAT 
CGAGACCATCAAAGCCCGGATGTACGTGGGCCTCACCCCAGACAAGCGGTTCCT 
CCCTGGGCACCTGGGCATGGGACTTGTGGAAGGTTATGATTCCATGGGCTATGAA 
ATGTCTAAGCCTGACCTCCGGGCTGAACTGGAAGCTGATCTGAAGCTGATCTGTG 
ATGGCAAAAAGGACAAATTTGTGGTTCTAAGGCAGCAAGTGCAGAAATACAAGC 

45 AGGTTTTCATTGAAGCGGTGGCTAAAGCAAAGAAATTGGACGAGGCCTTGGCCC 
AGTACTTTGGGAATGGGACAGAGTTGGCCCAGCAAGAAGATATCTACCCAGCCA 
TGCCAGAGCCCATCAGGAAGTGCCCACAGTGCAACAAGGACATGGTCCTTAAGA 
CCAAGAAGAATGGCGGGTTCTACCTCAGCTGCATGGGTTTCCCAGAGTGTCGCTC 
AGCTGTGTGGCTTCCTGACTCGGTGCTGGAGGCCAGCAGGGACAGCAGTGTGTGT 
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CCAGTTTGTCAGCCACACCCTGTGTACAGGGTTAAAGTTAAAGTTTAAGCGCGGT 
AGCCTTCCCCCGACCATGCCTCTGGAGTTTGTTTGCTGCATCGGCGGATGCGACG 
ACACCCTGAGGGAGATCCTGGACCTGAGATTTTCAGGGGGCCCCCCCAGGGCTA 
GCCAGCCCTCTGGCCGCCTGCAGGCTAACCAGTCCCTGAACAGGATGGACAACA 
5 GCCAGCACCCCCAGCCTGCTGACAGCAGACAGACTGGGTCCTCAAAGGCTCTGG 
CCCAGACCCTCCCACCACCCACGGCTGCTGGTGAAAGCAATTCTGTGACCTGCAA 
CTGTGGCCAGGAGGCTGTGCTGCTCACTGTCCGTAAGGAGGGCCCCAACCGGGG 
CCGGCAGTTCTTTAAGTGCAACGGAGGTAGCTGCAACTTCTTCCTGTGGGCAGAC 
AGCCCCAATCCGGGAGCAGGAGGGCCTCCTGCCTTGGCATATAGACCCCTGGGC 

1 0 GCCTCCCTGGGATGCCCACCAGGCCCAGGGATCCACCTAGGTGGGTTTGGCAACC 
CTGGTGATGGCAGTGGTAGTGGCACATCCTGCCTTTGCAGCCAGCCCTCCGTCAC 
ACGGACTGTGCAGAAGGATGGACCCAACAAGGGGCGCCAGTTCCACACATGTGC 
CAAGCCGAGAGAGCAGCAGTGTGGCTTTTTCCAGTGGGTCGATGAGAACACCGC 
TCCAGGGACTTCTGGAGCCCCGTCCTGGGACAGGAGACAGAGGAAGAACCCTGG 

1 5 AGTCGGAAGCC AGAAGCAAAAGGCCCCGGGCCAGTTCCTCAGACATGGGGTCCA 
CAGCAAAGAAACCCCGGAAATGCAGCCTTTGCCACCAGCCTGGACACACCCGTC 
CCTTTTGTCCTCAGAACAGATGAGCTCAGGGTAGGGTAGAGAACGCCACTTTCTC 
AGACCTGTCCCCTTTGTGTTTAGAAATGAGTTAACCAGGACCAAGTGGCCATTTA 
GTGTCCTGGAAACTTAGAGGACAGTGTTGGCCTTTGGAGTCGGGCCTTCTTGTGT 

20 TAAGGGGCACAAGGTCCAGATCACTCTGGAGCAGGCCAGCTCTGCTGGACAGTG 
ACCCTCTTCCCAGGCCTCAGGAGTGACCATAGCCACTGCTGAAAAGTCACGCAGC 
: TGGTCGGTGGGACGCCGCAAGGATGGTTGCTGTTAGCAGAGGATTGGTGCAGTCG 




25 • CTGCCCAGGGCTTCTCATAGACGTCCTGAGAAGGACGGTGTAATGCAAGGAAAT 
GGCTGTGGTAACACTGATCCTTCAGAAGAAGCTTCATTCCCTCTTAATCTAGTTA 
AGCCAGGACATCCAGAATTCATTGCTTTAATAAAGAACCCAGGCCGGG 



SEQ ID NO: 568 

30 >1 8910 BLOOD Hs.244613 gnl|UG|Hs#S377417 Human signal transducer and activator of 
transcription Stat5B mRNA, complete cds /cds=(146,2509) /gb=U47686 /gi=1330323 
/ug=Hs.244613 /len=2782 

GGAGCCGTCACCCCGGGCGGGGACCCAGCGCAGGCAACTCCGCGCGGCGCCCGG 
CCGAGGGAGGGAGCGAGCGGGCGGGCGGGCAAGCCAGACAGCTGGGCCGGAGC 

35 AGCCGCCGGCGCCCGAGGGGCCGAGCGAGATTGTAAACCATGGCTGTGTGGATA 
CAAGCTCAGCAGCTCCAAGGAGAAGCCCTTCATCAGATGCAAGCGTTATATGGC 
CAGCATTTTCCCATTGAGGTGCGGCATTATTTATCCCAGTGGATTGAAAGCCAAG 
CATGGGACTCAGTAGATCTTGATAATCCACAGGAGAACATTAAGGCCACCCAGC 
TCCTGGAGGGCCTGGTGCAGGAGCTGCAGAAGAAGGCAGAGCACCAGGTGGGG 

40 GAAGATGGGTTTTTACTGAAGATCAAGCTGGGGCACTATGCCACACAGCTCCAG 
AACACGTATGACCGCTGCCCCATGGAGCTGGTCCGCTGCATCCGCCATATATTGT 
ACAATGAACAGAGGTTGGTCCGAGAAGCCAACAATGGTAGCTCTCCAGCTGGAA 
GCCTTGCTGATGCCATGTCCCAGAAACACCTCCAGATCAACCAGACGTTTGAGGA 
GCTGCGACTGGTCACGCAGGACACAGAGAATGAGTTAAAAAAGCTGCAGCAGAC 

45 TCAGGAGTACTTCATCATCCAGTACCAGGAGAGCCTGAGGATCCAAGCTCAGTTT 
GGCCCGCTGGCCCAGCTGAGCCCCCAGGAGCGTCTGAGCCGGGAGACGGCCCTC 
CAGCAGAAGCAGGTGTCTCTGGAGGCCTGGTTGCAGCGTGAGGCACAGACACTG 
CAGCAGTACCGCGTGGAGCTGCCCGAGAAGCACCAGAAGACCCTGCAGCTGCTG 
CGGAAGCAGCAGACCATCATCCTGGATGACGAGCTGATCCAGTGGAAGCGGCGG 
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CAGCAGCTGGCCGGGAACGGCGGGCCCCCCGAGGGCAGCCTGGACGTGCTACAG 
TCCTGGTGTGAGAAGTTGGCGGAGATCATCTGGCAGAACCGGCAGCAGATCCGC 
AGGGCTGAGCACCTCTGCCAGCAGCTGCCCATCCCCGGCCCAGTGGAGGAGATG 
CTGGCCGAGGTCAACGCCACCATCACGGACATTATCTCAGCCCTGGTGACCAGCA 
5 CGTTCATCATTGAGAAGCAGCCTCCTCAGGTCCTGAAGACCCAGACCAAGTTTGC 
AGCCACTGTGCGCCTGCTGGTGGGCGGGAAGCTGAACGTGCACATGAACCCCCC 
CCAGGTGAAGGCCACCATCATCAGTGAGCAGCAGGCCAAGTCTCTGCTCAAGAA 
CGAGAACACCCGCAATGATTACAGTGGCGAGATCTTGAACAACTGCTGCGTCAT 
GGAGTACCACCAAGCCACAGGCACCCTTAGTGCCCACTTCAGGAATATGTCCCTG 

1 0 AAACGAATTAAGAGGTCAGACCGTCGTGGGGCAGAGTCGGTGACAGAAGAAAA 
ATTTACAATCCTGTTTGAATCCCAGTTCAGTGTTGGTGGAAATGAGCTGGTTTTTC 
AAGTCAAGACCCTGTCCCTGCCAGTGGTGGTGATCGTTCATGGCAGCCAGGACA 
ACAATGCGACGGCCACTGTTCTCTGGGACAATGCTTTTGCAGAGCCTGGCAGGGT 
GCCATTTGCCGTGCCTGACAAAGTGCTGTGGCCACAGCTGTGTGAGGCGCTCAAC 

1 5 ATGAAATTCAAGGCCGAAGTGCAGAGCAACCGGGGCCTGACCAAGGAGAACCTC 
GTGTTCCTGGCGCAGAAACTGTTCAACAACAGCAGCAGCCACCTGGAGGACTAC 
AGTGGCCTGTCTGTGTCCTGGTCCCAGTTCAACAGGGAGAATTTACCAGGACGGA 
ATTACACTTTCTGGCAATGGTTTGACGGTGTGATGGAAGTGTTAAAAAAACATCT 
CAAGCCTCATTGGAATGATGGGGCCATTTTGGGGTTTGTAAACAAGCAACAGGC 

20 CCATGACCTACTGATTAACAAGCCAGATGGGACCTTCCTCCTGAGATTCAGTGAC 
TCAGAAATTGGCGGCATCACCATTGCTTGGAAGTTTGATTCTCAGGAAAGAATGT 
: CFTTGGAATC rGA.TGCCTTTTACGAGGAGAGAGTTCTGCATCAGGTCCGf[A.GCeGA 
■/GG-GGTTGGGAGACTTGAATTAGCTTATCTAGGTGTTTCCTGATCGGCCAAAA'GAT 
IGAAGIA'FACTCCAAATAGTACAGACCAGTTCCCTGGGAGTGTGGTAGTGGTAAAG 

25 CTGTTGATGGATACGTGAAGCCACAGATCAAGCAAGTGGTGCCTGAGTTTGTGAA 
CGCATCTGCAGATGCCGGGGGCGGCAGCGCCACGTACATGGACCAGGCCCCCTC 
CCCAGCTGTGTGTCCCCAGGCTCACTATAACATGTACCCACAGAACCCTGACTCA 
GTCCTTGACACCGATGGGGACTTCGATCTGGAGGACACAATGGACGTAGCGCGG 
CGTGTGGAGGAGCTCCTGGGCCGGCCAATGGACAGTCAGTGGATCCCGCACGCA 

30 CAATCGTGACCCCGCGACCTCTCCATCTTCAGCTTCTTCATCTTCACCAGAGGAAT 
CACTCTTGTGGATGTTTTAATTCCATGAATCGCTTCTCTTTTGAAACAATACTCAT 
AATGTGAAGTGTTAATACTAGTTGTGACCTTAGTGTTTCTGTGCATGGTGGCACC 
AGCGAAGGGAGTGCGAGTATGTGTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 
CGTTGGTGCACGTTATGGTGTTTCTCCCTCTCACTGTCTGAGAGTTTAGTTGTAGC 

35 AGA 

SEQ ID NO: 569 

>18954 BLOOD 475048.3 AF100143 g4323512 Human fibroblast growth factor 13 isoform 
1A (FGF13) mRNA, complete cds. 0 

40 GAAGCGGTGGTGGTGGGCGTCGTGGCATGGCGGCGGCTATCGCCAGCTCGCTCA 
TCCGTCAGAAGAGGCAAGCCCGCGAGCGCGAGAAATCCAACGCCTGCAAGTGTG 
TCAGCAGCCCCAGCAAAGGCAAGACCAGCTGCGACAAAAACAAGTTAAATGTCT 
TTTCCCGGGTCAAACTCTTCGGCTCCAAGAAGAGGCGCAGAAGAAGACCAGAGC 
CTCAGCTTAAGGGTATAGTTACCAAGCTATACAGCCGACAAGGCTACCACTTGCA 

45 GCTGCAGGCGGATGGAACCATTGATGGCACCAAAGATGAGGACAGCACTTACAC 
TCTGTTTAACCTCATCCCTGTGGGTCTGCGAGTGGTGGCTATCCAAGGAGTTCAA 
ACCAAGCTGTACTTGGCAATGAACAGTGAGGGATACTTGTACACCTCGGAACTTT 
TCACACCTGAGTGCAAATTCAAAGAATCAGTGTTTGAAAATTATTATGTGACATA 
TTCATCAATGATATACCGTCAGCAGCAGTCAGGCCGAGGGTGGTATCTGGGTCTG 
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AACAAAGAAGGAGAGATCATGAAAGGCAACCATGTGAAGAAGAACAAGCCTGC 
AGCTCATTTTCTGCCTAAACCACTGAAAGTGGCCATGTACAAGGAGCCATCACTG 
CACGATCTCACGGAGTTCTCCCGATCTGGAAGCGGGACCCCAACCAAGAGCAGA 
AGTGTCTCTGGCGTGCTGAACGGAGGCAAATCCATGAGCCACAATGAATCAACG 
5 TAGCCAGTGAGGGCAAAAGAAGGGCTCTGTAACAGAACCTTACCTCCAGGTGCT 
GTTGAATTCTTCTAGCAGTCCTTCACCCAAAAGTTCAAATTTGTCAGTGACATTTA 
CCAAACAAACAGGCAGAGTTCACTATTCTATCTGCCATTAGACCTTCTTATCATC 
CATACTAAAGCCCCATTATTTAGATTGAGCTTGTGCATAAGAATGCCAAGCATTT 
TAGTGAACTAAATCTGAGAGAAGGACTGCCAAATTTTCTCATGATCTCACCTATA 
1 0 CTTTGGGGATGATAATCC AAAAGTATTTCAC AGC ACTAATGCTGATCAAAATTTG 
CTCTCCCACCAAGAAAATGTAAAAGACCACAATTGTTCTTCAAAAACAAACAAA 
ACAAAACAAAACAAAATTAACTGCTTAAATGTTTTGTCGGGGCAAACAAAATTA 
TGTGAATTGTGTTGTTTTCTTGGCTTGATGTTTTCTATCTACGCTTGATTCACATGT 
ACTCTTTTCTTTGGCATAGTGCAACTTTATGATTTCTGAAATTCAATGGTTCTATT 
1 5 GACTTTTTGCGTCACTTAATCCAAATCAACCAAATTC AGGGTTGAATCTGAATTG 
GCTTCTCAGGCTCAAGGTAACAGTGTTCTTGTGGTTTGACCAATTGTTTTTCTTTC 
TGTTNTNTTTTTTTTAGATTTGTGGTATTCTGGTCAAGTTATTGTGCTGTACTTTGT 
GCGTAGAAATTGAGTTGTATTGTCAACCCCAGTCAGTAAAGAGAACTTCAAAAA 
ATTATCCTCAAGTGTAGATTTCTCTTAATTCCATTTGTGTATCATGTTAAACTATT 
20 GTTGTGGCTTCTTGTGTAAAGACAGGAACTGTGGAACTGTGATGTTGTCTTTTGT 
GTTGTTAAAATAAGAAATGTCTTATCTGTATATGTATGAGTCTTCCTGTCATTGTA 
v L .-: ':'yT?TTGGGAGATGAATATTGTGTAGAAGGAATTGTTAAGACTGGTTTTGCGI.GAAGA ■ * 
■ X\ . ,, ^AOA3MATTATACTTGC^^ 
; AGAT.GTTCATATCTGTTGCATGGAAGAAAGTTGGGTTCTTGGCAT AGAGTTGG AT 
25 GATATGTAAGATTTTGTGCATTCATAATTGTTAAAAATCTGTGTTCCAAAAGTGG 
ACATAGCATGTACAGGCAGTTTTCTGTCCTGTGCACAAAAAGTTTAAAAAAGTTG 
TTTAATATTTGTTGTTGTATACCCAAATACGCACCGAATAAACTCTTTGAATGAAT 
ATAAAGAGTTTATTCGGTGCGTATTTGTTGTTGTATACCCAAATACGCACCGAAT 
AAACTCTTTATATTGATTCAAAG 

30 

SEQ ID NO: 570 

>18972 BLOOD 263164.34 X74929 g400415 Human KRT8 mRNA for keratin 8. 0 

GGTGGCAGGTGACGGGTTAGGCCCAGCCCCCTCTGGGCCTAGCCACTCAGGTAC 

GAGGCCTTTCCCCCCCATCCCCCGGGGCTGGGATCTCTTTTATAAAAGGCCATTC 

35 CTGAGAGCTCTCCTCACCAAGCAGCAGCTTCTCCGCTCCTTCTAGGATCTCCGCCT 
GGTTCGGCCCGCCTGCCTCCACTCCTGCCTCCACCATGTCCATCAGGGTGACCCA 
GAAGTCCTACAAGGTGTCCACCTCTGGCCCCCGGGCCTTCAGCAGCCGCTCCTAC 
ACGAGTGGGCCCGGTTCCCGCATCAGCTCCTCGAGCTTCTCCCGAGTGGGCAGCA 
GCAACTTTCGCGGTGGCCTGGGCGGCGGCTATGGTGGGGCCAGCGGCATGGGAG 

40 GCATCACCGCAGTTACGGTCAACCAGAGCCTGCTGAGCCCCCTTGTCCTGGAGGT 
GGACCCCAACATCCAGGCCGTGCGCACCCAGGAGAAGGAGCAGATCAAGACCCT 
CAACAACAAGTTTGCCTCCTTCATAGACAAGGTACGGTTCCTGGAGCAGCAGAA 
CAAGATGCTGGAGACCAAGTGGAGCCTCCTGCAGCAGCAGAAGACGGCTCGAAG 
CAACATGGACAACATGTTCGAGAGCTACATCAACAACCTTAGGCGGCAGCTGGA 

45 GACTCTGGGCCAGGAGAAGCTGAAGCTGGAGGCGGAGCTTGGCAACATGCAGGG 
GCTGGTGGAGGACTTCAAGAACAAGTATGAGGATGAGATCAATAAGCGTACAGA 
GATGGAGAACGAATTTGTCCTCATCAAGAAGGATGTGGATGAAGCTTACATGAA 
CAAGGTAGAGCTGGAGTCTCGCCTGGAAGGGCTGACCGACGAGATCAACTTCCT 
CAGGCAGCTGTATGAAGAGGAGATCCGGGAGCTGCAGTCCCAGATCTCGGACAC 
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ATCTGTGGTGCTGTCCATGGACAACAGCCGCTCCCTGGACATGGACAGCATCATT 
GCTGAGGTCAAGGCACAGTACGAGGATATTGCCAACCGCAGCCGGGCTGAGGCT 
GAGAGCATGTACCAGATCAAGTATGAGGAGCTGCAGAGCCTGGCTGGGAAGCAC 
GGGGATGACCTGCGGCGCACAAAGACTGAGATCTCTGAGATGAACCGGAACATC 
5 AGCCGGCTCCAGGCTGAGATTGAGGGCCTCAAAGGCCAGAGGGCTTCCCTGGAG 
GCCGCCATTGCAGATGCCGAGCAGCGTGGAGAGCTGGCCATTAAGGATGCCAAC 
GCCAAGTTGTCCGAGCTGGAGGCCGCCCTGCAGCGGGCCAAGCAGGACATGGCG 
CGGCAGCTGCGTGAGTACCAGGAGCTGATGAACGTCAAGCTGGCCCTGGACATC 
GAGATCGCCACCTACAGGAAGCTGCTGGAGGGCGAGGAGAGCCGGCTGGAGTCT 

1 0 GGGATGCAGAACATGAGTATTCATACGAAGACCACCAGCGGCTATGCAGGTGGT 
CTGAGCTCGGCCTATGGGGGCCTCACAAGCCCCGGCCTCAGCTACAGCCTGGGCT 
CCAGCTTTGGCTCTGGCGCGGGCTCCAGCTCCTTCAGCCGCACCAGCTCCTCCAG 
GGCCGTGGTTGTGAAGAAGATCGAGACACGTGATGGGAAGCTGGTGTCTGAGTC 
CTCTGACGTCCTGCCCAAGTGAACAGCTGCGGCAGCCCCTCCCAGCCTACCCCTC 

1 5 CTGCGCTGCCCCAGAGCCTGGGAAGGAGGCCGCTATGCAGGGTAGCACTGGGAA 
CAGGAGACCCACCTGAGGCTCAGCCCTAGCCCTCAGCCCACCTGGGGAGTTTACT 
ACCTGGGGACCCCCCTTGCCCATGCCTCCAGCTACAAAACAATTCAATTGCTTTT 
TTTTTTTGGTCCAAAATAAAACCTCAGCTAGCTCTGCCAATGTCAAA 

20 SEQ ID NO: 571 

>19004 BLOOD 083318.1 K00488 gl82106 Human enkephalin gene, 5' flank and intron c 

0 ,-. 

•''i;©SrTGGGGAGGTGTGC©GGCGGT€TTTGCCTTGACATTTCAl"TGCAO^GGGTJCGCCl«= 
,v:AAGAGCGTTGCGTGGTTCTTCTTTGTGAGGCGAGTCAATGTCGTGCGTGCCGCGGCr 
25 TCCCGCTCTCTCGCCCCTGGTCTGCGGCGTTCTCTCCGGAATCTTGCCCTGGGCCG 

CGGACGCCCAGGAAAAGAGCCGGGTGCCCCAGGCAGCCTCGCGTTGGGGGCGAC 

CGCGCCATCCCGGGAA 

SEQ ID NO: 572 

30 >19039 BLOOD 135014.5 M64925 gl89785 Human palmitoylated erythrocyte membrane 
protein (MPP1) mRNA, complete cds. 0 

GGGCGGTGACTGGCCCAGCCGCACCGCGTCTCCCGCCTTCTCCGCAGCCCCGCAG 
GCCCCGGGCCCTGTCATTCCCAGCGCTGCCCTGTCTTGCGTTCCAGTGTTCCAGCT 
TCTGCGAGATGACCCTCAAGGCGAGCGAGGGCGAGAGTGGGGGCAGCATGCACA 

35 CGGCGCTCTCCGACCTCTACCTGGAGCATTTGCTGCAGAAGCGTAGTCGGCCAGA 
GGCTGTATCGCATCCATTGAATACTGTGACCGAGGACATGTACACCAACGGGTCT 
CCTGCCCCAGGTAGCCCTGCCCAGGTCAAGGGACAGGAGGTGCGGAAAGTGCGA 
CTCATACAGTTTGAGAAGGTCACAGAAGAGCCCATGGGAATCACGCTGAAGCTG 
AATGAAAAACAGTCCTGTACGGTGGCCAGAATTCTTCATGGTGGCATGATCCATA 

40 GACAAGGCTCCCTTCACGTGGGGGATGAGATCCTAGAAATCAATGGCACAAATG 
TGACAAATCATTCAGTGGATCAGCTGCAGAAGGCGATGAAAGAAACCAAAGGAA 
TGATCTCATTAAAAGTAATTCCCAACCAGCAAAGCCGTCTTCCTGCACTACAGAT 
GTTCATGAGAGCGCAGTTTGACTATGATCCCAAAAAGGACAATCTGATCCCTTGC 
AAGGAGGCGGGACTGAAGTTTGCTACTGGGGACATTATCCAGATTATCAACAAG 

45 GATGACAGCAATTGGTGGCAGGGACGGGTGGAAGGCTCCTCCAAGGAGTCAGCA 
GGATTGATCCCTTCCCCTGAGCTGCAGGAATGGCGAGTGGCAAGTATGGCTCAGT 
CAGCTCCTAGCGAAGCCCCGAGCTGCAGTCCCTTTGGGAAGAAGAAGAAGTACA 
AAGACAAATATCTGGCCAAGCACAGCTCGATTTTTGATCAGTTGGATGTTGTTTC 
CTACGAGGAAGTCGTTCGGCTCCCTGCATTCAAGAGGAAGACCCTGGTGCTGATC 
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GGAGCCAGTGGGGTGGGTCGCAGCCACATTAAGAATGCCCTGCTCAGCCAGAAT 
CCGGAGAAGTTTGTGTACCCTGTCCCATATACAACACGGCCGCCAAGGAAGAGT 
GAGGAAGATGGGAAGGAGTACCACTTTATCTCAACGGAGGAGATGACGAGGAA 
CATCTCTGCCAATGAGTTCTTGGAGTTTGGCAGCTACCAAGGCAACATGTTTGGC 
5 ACCAAATTTGAAACAGTGCACCAGATCCATAAGCAGAACAAGATTGCCATCCTT 
GACATTGAGCCCCAGACCCTGAAAATTGTTCGGACAGCAGAACTTTCGCCTTTCA 
TTGTGTTCATTGCACCTACTGACCAGGGCACTCAGACAGAAGCCCTGCAGCAGCT 
GCAGAAGGACTCTGAGGCCATCCGCAGCCAGTACGCTCACTACTTTGACCTCTCA 
CTGGTCAATAATGGTGTTGATGAAACCCTTAAGAAATTACAAGAAGCCTTCGACC 

1 0 AAGCGTGCAGTTCTCCACAGTGGGTGCCTGTCTCCTGGGTTTACTAAGCTTGTAG 
AATGGGGGAACCCACTGTATGCCCCTCTCCAGCATTTGGAATTCCACCCGCCTTG 
CTTTAAGACAAACAGGGCTGCTCCAACTAGTTTTGTGTCAGCTTCCAGCTCTCTG 
CAGCTATCCTAATTCAGCCAGTAAGGTTCAGTCTTCTTGCTCAGGCTCCTGAAGG 
GTTGATTCTCCTGATAGATGGGGCCCCACTGATCTGGATTTGAAAAGGATTTCTA 

1 5 GAAATTGGGGGTAAGAAGTACTACCAAAATGTAACTGCTAATCAAGGGTGATGC 
ACAGCAAAAGCAATGGACCCCATCCCTCTAAAGCCTGCCCTCCTTTGCCTTCAAC 
TGTATATGCTGGGTATTTCATTTGTCTTTTTATTTTGGAGAAAGCGTTTTTAACTG 
CAACTTTCTATAATGCCAAAATGACACATCTGTGCAATAGAATGATGTCTGCTCT 
AGGGAAACCTTCAAAAGCAATAAAAATGCTGTGTTGAAATGCCAGAAAAAAAA 

20 

SEQ ED NO: 573 

>19055 BLOOD GB1W02116 gi|1274164|gb|W02116|W02116 sc66e09.sl =:•>.•' • •■ 
•vS.6aresifetai^he^l;vmHH19.W Homo sapiens cDMA clone IMAGE: 3 273 04:3 b ;iilRNA'' ; 
seqiiehce .{Homo sapiens] 
25 TTTTTTCGGGAGAAGAAAAGCTTTACTGGGAGAAAATACAACAAATTCCAGAGT 
GCATGGTTTTTAGCCCACCCTATCACCCCACCAGCAATAGGAACACAGACCACTC 
GATCACCACACATTCCCTACCTCAGGGAGTAAGTACATCAGCCAACATCTNGGTC 
TCNGAGCTGCTGGGAAAAGGGGCAGGAGNAAGAAGTATCTGGNAATACCATTCT 
CTCACTCTNTTCCCCTCCTT 

30 

SEQ ID NO: 574 

>19319 BLOOD 331040.8 M92449 gl90094 Human LTR mRNA, 3' end of coding region 
and 3' flank. 0 

GTCCTGGAGCTGGAGCGCTTCCTGCCCCAGCCCTTCACCGGCGAGATCCGCGGCA 
35 TGTGTGACTTCATGAACCTCAGCCTGGCGGACTGCCTTCTGGTCAACCTGGCCTA 
CGAGTCCTCCGTGTTCTGCACCAGTATTGTGGCTCAAGACTCCAGAGGCCACATT 
TACCATGGTCGGAATTTGGATTATCCTTTTGGGAATGTCTTACGCAAGCTGACAG 
TGGATGTGCAATTCTTAAAGAATGGGCAGATTGCATTCACAGGAACTACTTTTAT 
TGGCTATGTAGGATTATGGACTGGCCAGAGCCCACACAAGTTTACAGTTTCTGGT 
40 GATGAACGAGATAAAGGCTGGTGGTGGGAGAATGCTATCGCTGCCCTGTTTCGG 
AGACACATTCCCGTCAGCTGGCTGATCCGCGCTGTGGTTCCGAGTTGAGACAAAT 
TACGACCACTGGAAGCCAGCACCCAAGGAAGATGACCGGAGAACATCTGCCATC 
AAGGCCCTTAATGCTACAGGACAAGCAAACCTCAGCCTGGAGGCACTTTTCCAG 
ATTTTGTCGGTGGTTCCAGTTTATAACAAATGATTTTTTAAAAAATGAAATTCTTG 
45 AAGAGCTGCACCTTAAAAAATAAGACAAAGTGAAAGTATTGTATTATGTTACAA 
ACAATGCAGGCTCCTTCCTCATTTAACTTTACAACCTTGCGAAGTGGGTCCAGGA 
GATTTGGAGTTTGTGGTAAAGCCAGTAATGGGCATTGTCCTGCATTCCCTTCCCTT 
CATGGTTTGCCTCGATCCTCTCTAAGCTTCTATCCTGGCCTGAATAACTCAAAGAT 
AATTGGTCTCAGAGATCAAGCCATATCCTCAGGCCTTATTTCCATCTTCTCATGAT 
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TCTGCCATCATACCTTTGCTTCTCCGCTAATGAAATGAGCTGGCAAGACCTCTGTT 

CATTGTGAAGTGCTTCTGAAAGAGCCTAAGAAAAAAGGCTCATCTGAAAGAAAT 

GGAGAACTCTATTTCGAACCAAGCCTGTTTGAATGTGTGTTAGTCTGATCTTTGAT 

5 GAAAAACCTATGGCCCTCCTTCTTTCTCAATAGCTACTTTCTTACTGCTTTTTGAA 
AATAATATGCAACCAAATTATTTCTTAATGTCACATAATTAAGTAATAAAATGTC 
AAAAGAAATGTTGGCAAGGAGAATAAAAAAATTTCCAAGAAAAA 

SEQ ID NO: 575 

10 >19391 BLOOD 197556.13 Z50853 g963047 Human mRNA for CLPP. 0 

GACCGGGGCGTGCGGAGGGATGTGGCCCGGAATATTGGTAGGGGGGGCCCGGGT 
GGCGTCATGCAGGTACCCCGCGCTGGGGCCTCGCCTCGCCGCTCACTTTCCAGCG 
CAGCGGCCGCCGCAGCGTACACTCCAGAACGGCCTGGCCCTGCAGCGGTGCCTG 
CACGCGACGGCGACCCGGGCTCTCCCGCTCATTCCCATCGTGGTGGAGCAGACG 

1 5 GGTCGCGGCGAGCGCGCCTATGACATCTACTCGCGGCTGCTGCGGGAGCGCATC 
GTGTGCGTCATGGGCCCGATCGATGACAGCGTTGCCAGCCTTGTTATCGCACAGC 
TCCTCTTCCTGCAATCCGAGAGCAACAAGAAGCCCATCCACATGTACATCAACAG 
CCCTGGTGGTGTGGTGACCGCGGGCCTGGCCATCTACGACACGATGCAGTACATC 
CTCAACCCGATCTGCACCTGGTGCGTGGGCCAGGCCGCCAGCATGGGCTCCCTGC 

20 TTCTCGCCGCCGGCACCCCAGGCATGCGCCACTCGCTCCCCAACTCCCGTATCAT 
GATCCACCAGCCCTCAGGAGGCGCCCGGGGCCAAGCCACAGACATTGCCATCCA 
GGCAGAGGAGATCATGAAGCTGAAGAAGCAGGTGTATAACA.TCTAGGGGAAGCA 
\ ■ :CACCAAACAGAGCCTGGAGGTGATGGAGTCGGGGATGGAGAGGGACCGCTAGAT ■■■ 
GAGGGCCATGGAGGCCGAGGAGTTTGGCATGTTAGACAAGGTTCTGGTGCACCCT 

25 CCCCAGGACGGTGAGGATGAGCCCACGCTGGTGCAGAAGGAGCCTGTAGAAGCA 
GCGCCGGCAGCAGAACCTGTCCCAGCTAGCACCTGAGAGCTGGGCCTCCTCTCCA 
GAATCATGTGGAGGGGCCAGAGGCCTGCCAGACCCCCAGCTGGGCCCTGCTCAC 
CCCTTGTTGCTGGGCTTGGAGGGGCCTCTTGAGGAACTTTTAATTTGCAGGGGTG 
CCCGCTATGGACGGGGCATTCCAGCTGAGACACTGTGATTTTAAATTAAATCTTT 

30 GTGGTCTTTG 

SEQ ID NO: 576 

>19403 BLOOD 1144353.1 X12953 g35836 Human rab2 mRNA, YPTl-related and member 
of ras family. 0 

35 TTCAAGTACATCATAATCGGCGACACAGGTGTTGGTAAATCATGCTTATTGCTAC 
AGTTTACAGACAAGAGGTTTCAGCCAGTGCATGACCTTACTATTGGTGTAGAGTT 
CGGTGCTCGAATGATAACTATTGATGGGAAACAGATAAAACTTCAGATATGGGA 
TACGGCAGGGCAAGAATCCTTTCGTTCCATCACAAGGTCGTATTACAGAGGTGCA 
GCAGGAGCTTTACTAGTTTACGATATTACACGGAGAGATACATTCAACCACTTGA 

40 CAACCTGGTTAGAAGATGCCCGCCAGCATTCCAATTCCAACATGGTCATTATGCT 
TATTGGAAATAAAAGTGATTTAGAATCTAGAAGAGAAGTAAAAAAAGAAGAAG 
GTGAAGCTTTTGCACGAGAACATGGACTCATCTTCATGGAAACGTCTGCTAAGAC 
TGCTTCCAATGTAGAAGAGGCATTTATTAATACAGCAAAAGAAATTTATGAAAA 
AATTCAAGAAGGAGCTTTGACATTAATAATGAGGCCAATGGCATTAAAATTGGC 

45 CCTCAGCATNTGTTACCATGCCACACATGCAGGCNATCAGGGAGGCANCAGCTG 
GGGCNGCTCTGTTGANTCTGTTTATGCTANTGCCACGGGCTTCTCCCTTATCTTAN 
CCTTCCTCTGGNACTGGNTGACCTTTGAAAGGTTTGCCAGAGATTANCCGCAATC 
T 
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SEQ ID NO: 577 

>19425 BLOOD gi|1376913|gb|W68044.1|W68044 zd39f04.rl 

Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGE:343039 5', mRNA 
sequence 

5 AATATTTTCAGCTTCANCCATGTTGTTGGAGATGGAAAGATGGAAGCAGGACAG 
AGAAACTGGTCGATTTTCAAGGCCCTGTGAGTGCCTCGTCGTGCGTGTGGCCCCA 
GACCTCGGAGAAAGGATCACGCTAAGCGGTGACAAATCCTTGATAGAAGAAGTA 
TTTCCAGAGATCCGGCGACGTGATGTGTAACTCTGTCAATGCAGGCTGGAATCAC 
GACTCGACGCACGTCATCAGGTTTCCACTAAATGGCTACTGTCACCTCAACTCAG 
1 0 TCCAAGGTCCTCGAGAGGTTGCAAGCAAAGAAGGATTTGAAATCCGTGGGCTCC 
TGTGGGGGAGGAGTAGACTCCGTCCCAAGTTCAGCCGAATACGTCCTTCGGCGG 
GAACTTGAGGCGGACCCCCCGTGTACCCTCCGTCATCCCGGATAAAGCAAAGAG 
CCTCTGGACTAAAATGGACATANTTCTTTAATGCAAAAAAGGAAAACACACACA 
AACCNATT 

15 

SEQ ID NO: 578 

>19535 BLOOD 157116.31 Incyte Unique 

AAGACCACTAGATTTTCTGGATTTAGAAAGACCTCCTACAACCCCTCAAAATGAA 
GAAATCCGAGCAGTTGGCAGACTAAAAAGAGAGCGGTCTATGAGTGAAAATGCT 

20 GTTCGCCAAAATGGACAGCTGGTCAGAAATGATTCTCTGTGGCACAGATCAGATT 
CTGCCCCAAGAAATAAAATTTCAAGGTTCCAGGCACCGATTTCTGCACCGGAGTA 
' GAGTGTGACACC ATGGCC AGAAGAGGGTGGGGTGTGTCCTCCCe ATATGTTACCT 
:•' r. GAAGATGGAGCTAATCTTTGGTGJGGTGGTGGGATTTTGTCGGTTATeGAG^eTTC -.-» 
. CTY>!. TACTCGTAGGGCATACCAGGAGATCTTGGATGTGCTGGATGAAAATCGCAGACCT 

25 GTGTTGCGTGGTGGGTCTGCTGCCGCCACTTCTAATCCTCATCATGAGAACGTCA 
GGTATGGCATTTCAAATATAGATACAACCATTGAAGGAACGTCAGATGACCTGA 
CTGTTGTAGATGCAGCTTCACTAAGACGACAGATAATCAAACTAAATAGACGTCT 
ACAACTTCTGGAAGAGGAGAACAAAGAACGTGCTAAAAGAGAAATGGTCATGTA 
TTCAATTACTGTAGCTTTCTGGCTGCTTAATAGCTGGCTCTGGTTTCGCCGCTAGA 

30 GGTAACATCAGCCCTCAAAAATACTGTCTCAACAGCTGGAAATATAAAAGATTT 
GCAAACTTCTTTGTTTCTGTCTCTGCATTGTATGCCATTTTATAGTCCACACCCTG 
AAAATGTATTTCTTCCAGAAAGTCTGGAGGAAGGACCTATATTTGTAGAAGTAAA 
GGTATATTCTGTCACTCAGCTGTATTCACGTCTGAGCAGTTCTGCAGTAACACCT 
GCTTAAAATTCTCCCTTTGCATGTTTTGTAAATAGGCTCCAGTTTTGTTTTTTAAA 

35 AGGAATTTATTTTTTGCCTCATCAGTCCACCCAACTGATTCTGAATGGGAGAGAG 
TCTGTAGAGAATTGATTCAGAAAAGTGTCTGTGAAAGAAAAACAATTATTTTGTC 
CTGTTTCTCAAACAGTGTTAAGCAGTTTTGTTAATAGACATTTTTGCATCGACACT 
TCAACATTAACACTTTGAAAGTCATGGTCTGGTGCCAGATTTAAGAAACTCGAAC 
CACCTAATATTTCATAACCTTCTTCATTAGGTACTTGTACAGATTAATTTCTAACA 

40 TTGCAGCAGTTTCATATGTGTGCAATATGTGCATTCTTTCATTTTAGTTTTGCACT 
TGGTTTTCTATAAAGTACGTTTTTACTCAGTTCATGCGTGAACAATTTAAAAAAC 
GACAGAATAAGGTACAAATGTAGTGTATTTAATAAACTGTCAACCAAAGA 

SEQ ID NO: 579 
45 >19539 BLOOD 238238.1 Incyte Unique 

CTTTTTTTATTTTTTATCTCTATGCTTAATAGAAAACATATTTTTATTCCGTACTTT 
AAAAATATAGACTTTCTAGCAACTTATAAATTTCTATTATAATAATAAATTGATA 
CTTTGAGCCAAGAAAACAATATAACCAAAAATTCATTTGTTCCCTTTGTTTAGGG 
GTGTTTTACATTTATGCATAATTTTGCTTTTATAAAAGATGATTGTTACAATCAGG 
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TATACAACTACTTGGTTATGTCTAAGTTCTGTCTCTTAAAATATGTTCTTTTAGAG 
AATTCATTTAATCATCTTATTCTTTTCTTCAATTTTCTCCAAACAGTGGTAGAAGT 
ACTATTTGATAGACAGAATAAAGAAAATTGTTTTTGGCCACACCCAGATCATACT 
GATATCTACAGCATAGTCCTGGCTACAGGGGAGCTCAACTCTAACTCGTGAAGCG 
5 GGCCTGGTTTAGAAAGTAACAATGAGGTAGTAACTCATGATAGTGCTAGCTGTTA 
TCAAAAATTAACAACTTTAGGTATTTTTGTTTTGGGTTTTTGCGGTTTAGGTACAT 
CCAAAATTTCTTCATAGTCTGCACTCATTCCCTTTGCCCAGCGACCAACTGTGACC 
ATTCGCTCTGAATTCTGACTTTCAGGGCAATCTTTCTTTAAATGTTCCACAGAGCC 
ACAAAGTTTGCAACCGCCACCATCAGCATAGAGTCCTTTGGGATTATCAGGACAA 

1 0 GATCTAGAC AGGTGCCCCATTTCTCCAC AAACAAAAC ATTTTGC AAAAGGAAATT 
CGCCTGTAAAAATCAACAGTTCCTATTCAGTTGACAATACATATGGCAAGTCATA 
AAATTAACATTATTTTAAAATACTCTGAATAAAAAATATATTTACATAACTTAAA 
ATTTAATCTCATATGATTTCCAAATACTAAGTGGCACACTCGTAACAAATTGTGT 
TAAAAAAATACCCAAGGTGCTATTTATTGGCTTTCCCCATGAACAAAACAAAAA 

1 5 ACTGAAAGAAACACATACCAAGAGCCGGGTCTACTTTAGCCTTACACTTGGTTAT 
TTCGTGCTCTGTGGACCCACACCTGTAACATATCCCAGTGCCCATGTCTTGATTTT 
CAAGGGCGGCGGGGCAATCTGCAATTCCATGACCAGGTTTTCTACAATGGAAAC 
ACACCATTGCATTTTTCTTTGCCGCTTGTCTTTTTAATCTTCTCCTTCCCGTCGACT 
GTCTTTCTTTAAAGCAACTGCAATTTCTTCCCTTACTTCCTCACTGTCTGTTGCTAT 

20 AATTTGCCCATTGTGAACCATCTGTGAATTCTGTCTTAGGTATTCCATGAATCCAT 
TCACATCNNNNNNNNTNn^^ 

a.;- ' ■■ ^i^^ 

H'TJ • ; ; r,' TGGTAGGTTTTGGCTTGTTGGCTGAAAGGATGGCTTGTTCATGTCCTCG€SATGATG- 
T :• v ~ TTGGAGGCAAGGGTCTCTTGTTATATGTGGTACTAACTCGGGGCCACGTGGTCAT 
25 AATTTCATCAGTGGTACCTTATCAATTTTTAAGACAAGCATGGGTGGTTAGCCAT 
CAACAACAAAAACAACAAAACTAAAGAGACATGCTATATCACTATATGTCACAT 
ATGCCCATATGTTAAACTTTTAATTATTAAAACACTTTTTATTTCAGTTAGATATC 
TGTATACATATTTAATGCTATAATATGCTGCATAGACATGCTTCTAACATAAATCT 
ACCACTTACCAGAAAAGCTGCCACACCAGTTAAAAAAGGTGTGCTTAAAATTGA 
30 AAAACTATCTTAAGAAACCAAATTATTTCATAAAATATAAATCAGATAGTAATAC 
AATGAATGCAATTATTCCTCCCACATTCTGC 

SEQ ID NO: 580 

>19696 BLOOD gi|1401816|gb|W87741.1|W87741 zh68c06.sl 

35 Soares_fetal_liver_spleen_lNFLS_Sl Homo sapiens cDNA clone IMAGE:417226 3' similar 
to gb:K02276 MYC PROTO-ONCOGENE PROTEIN (HUMAN);, mRNA sequence 
CAATGATATATTTATTGTGTAAATCTTAAAATTTTTTAAAAACAATTCTTAAATAC 
AAATCTGTTAAAGAAAAAAAAAAGATGGTAAGCATAAAAAAGTTCTTTTATGCC 
CAAAGTCCAATTTGAGGCAGTTTACATTATGGCTAAATCTTTCAGTCTCAAGACT 

40 CAGCCAAGGTTGTGAGGTTGCATTTGATCATGCATTTGAAACAAGTTCATACGGT 
GATTGCTCAGGACATTTCTGTTAGAAGGAATCGTTTTCCTTACTTTTCCTTACGCA 
CAAGAGTTCCGTAGCTGTTCAAGTTTCGTGTTTCAACTGTTCTCGTCGTTTCCGCA 
ACAAGTCCTCTTCAGAAATGAGCTTTTGCTCCTCTGCTTGGACGGACAGGATGTA 
TGCTGTGGCTTTTTTAAGGATAACTACCTTGGGGGCCTTTTCATTGTTTTCCAACT 

45 CCGGGATCTGGGTCACGCAGGGCAAAAAAGCTCCGTTTTAAGCTCGTTCCTCCTC 
TGGGCGCTCCTCGTGCC 

SEQ ID NO: 581 

>19853 BLOOD 1096264.4 L22009 g347313 Human hnRNP H mRNA, complete cds. 0 
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TTCACATGGCCGTTATAACGACGCGCGTCGTGGCCGTTCGTATTTACAACGTCGT 
GACTGGAAAACAGTGTAATTCTAAGCACCTCTTTCAGTATTCAAGTCAAACAACG 
TGAAATAGGATGGGTGTAAAGCATACTGGTCCAAATAGTCCTGACACGGCCAAT 
GATGGCTTAGTACGGCTTAAGAGGACTACCCTATAGGATGTAGCAAGGAAGAAA 
5 TTGTACAGTTCTATCTACAGGTATGTAGTCATAGTTAGTTGCTAGAGCAGTGAGT 
ATAAAGGCTAGCTTATGGCAAGGTGATTTAATAGACGTTAAAGTTGAGTAGCTTA 
GGTATTTCAGTAGGTTGTAAATATGCCAATGAATTAATGTTTACTTCCTAGAGAC 
CTTCAAATAATTTAAGCCCATCTTAAAGGTGGAAATGAAGTACTATCCAAAATGT 
TAACTTTGCCTATATTTAGTATTATAGTTCAGAGTAGATCTTTCATTGAGGATTGC 

1 0 CCTCAACAGCTTAACTACTTTCCTC ACATTGGTGTCC AGCTAAGTACCTCAAGTTA 
AAGGTAAGATCCCTTTACCAGCAGATCATCAGTGCGATGAATTAGGTTGTTGTAA 
ATTATGGCAAGTGTCTGTGTTGCAAGACACACGTATTTGGGTCATGTGACCAGAA 
GCATCTAATGGTCTAATTCTCTTTAATGCAAAAGTCGGTTTATGAAAGACTTGGT 
TTAACCTGTGTGGTATAACTTACTGAAAATCAGATGTAGTGAGAGTAGTTTGAAT 

1 5 GCTTGTAGTCTCAGTATCTGAAATAAGTGTTTTGAAATTGTTCCTGGGCCTAAAG 
TATTTGAATGTTTTTATGCTGAAGAGCTGATAAGATTGCATGTTTAACAATGTTA 
GATAAGATATCGTATATTTGAAGTATTAATATTGATGAGGTGATACACTGGAAGC 
AAGAAATCCTTTCATGGTTTAGTGTAGTATGTTAAAAATTGATATATGTATCGAG 
TCCTAATGTCAGAATTTTTAAAATCAAGTCTGTTTTGTTTTGACACTAAATTGGTG 

20 AGAATTGAATGCTGTCAACGTTAAATATGAACATAATTTCATATCTTCTAGGAAA 
GTGCTTTAAGTCCTTTTTGTAAGCTTGGGAATGTATCCACGGAAAGGATTTTTCAT 

•„ -:AGACGGAATTTGCAGAAGTGAATCA 
• i ATTGTGeTGTGTAGATCAG^TlGTTGAAAGTTTAGATTGTTGTGTTTGTGAATTA 
• TAATTTAATGTTTCAGTTTOTATATGAAATGTTGTAAATGTATACCTTTT.TAAAAA 

25 CTTGAAGTTCCAATAACTTAAAGCATTGAAATATAAAATGAGGTAAAAGGTGTTT 
TGAATTTAGTAAAACTGTTATTTAATGCTTAAAACTTAATTGAATTGTATAATTCT 
CAACATTAAGTTGCATAGATATGTGTTCTTAAGTTGTTGAATTCTTAATGCATCCT 
GTGTTCAGCAAGTTTTTTTTAATATATACTGTACCATGGGTGTGTTAAGAATAGTT 
ATACTTTATAATAATGGAACTTCATATTATTGCAATGCATATTTAAAGAGTACTT 

30 GTTGAAAGCATACCATTCACCTAAAGTTAAAAATTCTGGTTTATTTAAAGCTATA 
AGAAGAATCATTTCTGGGCTTGTGATGTTAATATTGCCCCCCTACTGGGGTTATTT 
GTCCTTGGGTTGAAGGGTTGGAAATCGTGCCAAATGGGATAACATTGCCGGTGG 
ACTTCCAGGGGAGGAGTACGGGGGAGGCCTTCGTGCAGTTTGCTTCACAGGAAA 
TAGCTGAAAAGGCTCTAAAGAAACACAAGGAAAGAATAGGGCACAGGTGGGGA 

35 TGGATGGTTGGTTGGATATGTCACTTTTCTTATGGTAAACAATTAAATCCATATTC 
TCTCTGCTTAAAAGAAGAAATTAATGTTTTGTAGTCCTAGGTAATTGATGTTTTGC 
CATGATTTCCAAACTTGTGTCAGTCCCACGTTACACGCAAACTAAATTTTAGGTTT 
GAAATTTGTCCCTAGTTAATTGGTCTGCTTGACAATTTTGTGAGTCTTATTAACCC 
CAATCAATAGAGTTGAGAGACTATGGCTTTAAAAAATTAATGCAAACCTGGCTTT 

40 AGCTGTAATAACACCCACCTAGAATAAATTAATATTACCATAAGAAAATGTGAT 
ACTTTCTGATCTTGTTTTTAAAGTTGAAATGCAACAAACTTTTTCTTGCTGTATAT 
AAATATTCTGCATAGTATTAATAAGCATAGCTTTCAAGAAATTGTCACAAAAGGT 
TTTATTCTCTTTGCTTGTGACTATTTTTCATTGAAGCATGCGCTTACCTATGCTGAT 
TCTTACTAAAAGCATAGGCTGGGGTATTTATTGGCGAAAGGAAATGTGTAGTGTG 

45 GGCTGGACTGTTGGTGGAGGCTGGCTTTTTAGCCCACTTGCTATACATGCTGCCA 
ATGGATTTAAGACTTGAAATGTTGAAAGTTGAGTGGAATTATTTCCCTCCTAAAA 
CATTTATTTACAGTACTCCTCTCTACCCCTAAGGTTGGGCTCTGCCTCAGAGGAGT 
GAGTTTTTTTTTTTTTTCTATAAAGTTTACATTGTCTTACTATTTATTGAGTGAATT 
TCTGGTCATTGCCTATGCAAATATAAGAAATCTGGCTTTAAATATTAGTCAGTTTC 
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ATGGCTATGACTAGATTGTTTTCTTGTATAACTAAATACCTGTATAAAATGAACT 
AATGTTTTCTCTCCCCTCCCTACCCCTTCCTTATGAACAATGCTTTAGGTATATTG 
AAATCTTTAAGAGCAGTAGAGCTGAAGTTAGAACTCATTATGATCCACCACGAA 
AGCTTATGGCCATGCAGCGGCCAGGTCCTTATGACAGACCTGGGGCTGGTAGAG 
5 GGTATAACAGCATTGGCAGAGGAGCTGGCTTTGAGAGGATGAGGCGTGGTGCTT 
ATGGTGGAGGCTATGGAGGCTATGATGATTACAATGGCTATAATGATGGCTATG 
GATTTGGGTCAGATAGATTTGGAAGAGACCTCAATTACTGTTTTTCAGGAATGTC 
TGATCACAGATACGGGGATGGTGGCTCTACTTTCCAGAGCACAACAGGACACTG 
TGTACACATGCGGGGATTACCTTACAGAGCTACTGAGAATGACATTTATAATTTT 

1 0 TTTTCACCGCTC AACCCTGTGAGAGTAC ACATTGAAATTGGTCCTGATGGCAGAG 
TAACTGGTGAAGCAGATGTCGAGTTCGCAACTCATGAAGATGCTGTGGCAGCTAT 
GTCAAAAGACAAAGCAAATATGCAACACAGATATGTAGAACTCTTCTTGAATTCT 
ACAGCAGGAGCAAGCGGTGGTGCTTACGAACACAGATATGTAGAACTCTTCTTG 
AATTCTACAGCAGGAGCAAGCGGTGGTGCTTATGGTAGCCAAATGATGGGAGGC 

1 5 ATGGGCTTGTCAAACCAGTCCAGCTACGGGGGCCCAGCCAGCCAGCAGCTGAGT 
GGGGGTTACGGAGGCGGCTACGGTGGCCAGAGCAGCATGAGTGGATACGACCAA 
GTTTTACAGGAAAACTCCAGTGATTTTCAATCAAACATTGCATAGGTAACCAAGG 
AGCAGTGAACAGCAGCTACTACAGTAGTGGAAGCCGTGCATCTATGGGCGTGAA 
CGGAATGGGAGGGTTGTCTAGCATGTCCAGTATGAGTGGTGGATGGGGAATGTA 

20 ATTGATCGATCCTGATCACTGACTCTTGGTCAACCTTTTTTTTTTTTTTTTTTTTTTC 
TTTAAGAAAACTTCAGTTTAACAGTTTCTGCAATACAAGCTTGTGATTTATGCTTA 
. . GTCTAAGTGGAAATGAGGATTGTTATGAAGAGTTAAGGCCCAG1ATT15CTGAAIA • 
. Y« GAATA.eTCATGmGGATGTAAeAGTGmGGTGAGTAAACTATAAGTGTO'AAAeTT <■•< 
AAGT,TGGAGCTT.TTGTGAAGTTAGTTATAGGATGTACTTAAGGAGTAAGCGTATT • 

25 TAGGTAAAAGCAGTTGAATTATGTTAAATGTTGCCCTTTGCCACGGTAAANTGGA 
CCACTGTTTTGGGATGCATGTTGAAAGACATGCTTTTATTTTTTTGTAAAACAATA 
TAGGAGCTGTGTCTACTATTAAAAGTGAAACATTTTGGGCATGTTTGTTTAAATT 
CTTAGTTTTCATTTTAAATAAACCCTGTTAAGGGCAACGGTAAAGTTTTAAAGCC 
TTTTNTTNTTNNTTNTTTTAAAGTTTAAATGGGGGGAAAAAAAATTTT 

30 

SEQ ID NO: 582 

>19871 BLOOD GB_X00187 X00187 Preproenkephalin (leu-enkephalin, met-enkephalin) 

CAGCCGTTAAGCCCCGGGACGGCGAGGCAGGCGCTCAGAGCCCCGCAGCCTGGC 

CCGTGACCCCGCAGAGACGCTGAGGACC 

35 

SEQ ID NO: 583 

>19872 BLOOD 1 102297.22 X63432 g28335 Human ACTB mRNA for mutant beta-actin 
(beta'-actin). 0 

40 GAGATGGAGGCACCTTCATGAGTGCCTCCCAAGGGCAGTAGCCTCTGCAACTTGC 
TGGGGGTTCAGGGGAAGCAGGGAGTTCATGGGGCTCCTCCAGCAAAGATGAGCT 
CCAGGGCTGCTTGGATGTCCCCACCGGTGGCCTGCAGGGCCCGCAGGCTCAGCTC 
ATCGTCCTGGATGCCCATGTCACGTAGCTGCTGCAGCTGGGGCTGCCACTGGCTC 
TGAAGGCTGGGCTGCCCAGAGGCCTGAAGGGCATGCTGTAGGGCTTGGCTGAAG 

45 AGATCATTGGTGATGGGCGTCCCTGACTGGACACCAGAGGACATTGGTGAGGTC 
CCTGAGGAATGACCCTGGGTGCCAGGAGTCGGTGTGTGAGAGCTGCTCTCCGGA 
GTGCTGGCCAGGGCCAAGGCGGTGGCCAGCTCACTCTGGGTGATGGGCCGGGGC 
CCAGCAGCTCCACTGTACCCCAGGGAGGCTGGGCGGGAGCTGGGAGTACTGCTA 
GAGGGTGTGGACCTGGTGTTTGGGTGAAAGTCATCCTCATCATCTGAGAGCCCTT 



495 



WO 02/074979 



PCT/US02/08456 



CAAACAGGAAGCCACCTGGCATATCCCGGTATGAGCTGGAGGGCATGCTCCGGG 
AAGAGGAGTCAGTCCCAGGCATTGGGGCACTGCCTGCTACGGAGTGCAGAACCA 
GGACAATGGCATTGACGAGGGCTGGGTGAGCAGGCACCAACGTATCAAGCATAT 
TGGGATCAGCGAAGACAGAGAAGAGGTCCTTGTCCTGGAGAACCCCAAGAGCAA 
5 TAGGGTCACTGCTGAGGCCTGGGGTGGCCACAATGATCTGATCCAGAGACTCCTT 
ATTGCTGAGCATCTTAAAGACCGCCTCCCTGTAAGAGGAGCTGCTGTGCAGGGCA 
GTGTGCAACACCCGGAACTCTCTCATGGCAGCCACTTTGTCCACAGGTTCCGGTT 
TCTGATCAGGTTCAGGCCAGGACTTTCGCAGAACATGGACAGTGGACCCAGGTT 
GAATGCCATAGAAGTCAAGTGTCTGGTCATCTTTTAGCTTCCGACCACAGTAGAT 

1 0 C AGATCAATCAGCTCAGGGTCTGGAACAGACTCCTGGAGTTTGCCAGCAATAAG 
CTGCTTCAGAAATGAAATACTATAGGCCCCTAGCGAGTATTCTCCCAGTTCTGTC 
TCTGGCAACCGAAGAATAGACTTTGGAGTAAGTGGCTGGTCAGCCAGCTTCACC 
GCCAGGTGCCAGTCTGAGAGAGACATCCTCTCTCTTTCGCGCTCTCTCTTTCTCCC 
CGTCCCGCCGAGACCGCGTCCGCCCCGCGAGCACAGAGCCTCGCCTTTGCCGATC 

1 5 CGCCGCCCGTCCACACCCGCCGCCAGCTCACCATGGATGATGATATCGCCGCGCT 
CGTCGTCGACAACGGCTCCGGCATGTGCAAGGCCGGCTTCGCGGGCGACGATGC 
CCCCCGGGCCGTCTTCCCCTCCATCGTGGGGCGCCCCAGGCACCAGGGCGTGATG 
GTGGGCATGGGTCAGAAGGATTCCTATGTGGGCGACGAGGCCCAGAGCAAGAGA 
GGCATCCTCACCCTGAAGTACCCCATCGAGCACGGCATCGTCACCAACTGGGAC 

20 GACATGGAGAAAATCTGGCACCACACCTTCTACAATGAGCTGCGTGTGGCTCCCG 
AGGAGCACCCCGTGCTGCTGACCGAGGCCCCCCTGAACCCCAAGGCCAACCGCG 
- . -AGAAGATGACGGAGATGATGTTTGAGAGCTT(BAACAGCCCAGCCATGTACGTTGC 
V v ! "rATCCAGGCTGTGCTATCCGTGf ACGGGTGTGGGCGTAGCACTGGGATCQTGATG I , 
• • : ■ • i GAGTCCGGTGACGGGGTGACGCAGAGTGTGCCCATCTAGGAGGGGTATGGCGTGC 
•/ 25 ' ' CCCATGCCATCCTGCGTCTGGACCTGGCTGGCCGGGACGTGACTGACTAGCTCAT 
GAAGATCCTCACCGAGCGCGGCTACAGCTTCACCACCACGGCCGAGCGGGAAAT 
CGTGCGTGACATTAAGGAGAAGCTGTGCTACGTCGCCCTGGACTTCGAGCAAGA 
GATGGCCACGGCTGCTTCCAGCTCCTCCCTGGAGAAGAGCTACGAGCTGCCTGAC 
GGCCAGGTCATCACCATTGGCAATGAGCGGTTCCGCTGCCCTGAGGCACTCTTCC 

30 AGCCTTCCTTCCTGGGCATGGAGTCCTGTGGCATCCACGAAACTACCTTCAACTC 
CATCATGAAGTGTGACGTGGACATCCGCAAAGACCTGTACGCCAACACAGTGCT 
GTCTGGCGGCACCACCATGTACCCTGGCATTGCCGACAGGATGCAGAAGGAGAT 
CACTGCCCTGGCACCCAGCACAATGAAGATCAAGATCATTGCTCCTCCTGAGCGC 
AAGTACTCCGTGTGGATCGGCGGCTCCATCCTGGCCTCGCTGTCCACCTTCCAGC 

35 AGATGTGGATCAGCAAGCAGGAGTATGACGAGTCCGGCCCCTCCATCGTCCACC 
GCAAATGCTTCTAGGCGGACTATGACTTAGTTGCGTTACACCCTTTCTTGACAAA 
ACCTAACTTGCGCAGAAAACAAGATGAGATTGGCATGGCTTTATTTGTTTTTTTT 
GTTTTGTTTTGGTTTTCCTTTTTTTTTTGGCTTGACTCAGGATTTAAAAACTGGAAC 
GGTGAAGGTGACAGCAGTCGGTTGGAGCGAGCATCCCCCAAAGTTCACAATGTG 

40 GCCGAGGACTTTGATTGCACATTGTTGTTTTTTTAATAGTCATTCCAAATATGAGA 
TGCATTGTTACAGGAAGTCCCTTGCCATCCTAAAAGCCACCCCACTTCTCTCTAA 
GGAGAATGGCCCAGTCCTCTCCCAAGTCCACACAGGGGAGGTGATAGCATTGCT 
TTCGTGTAAATTATGTAATGCAAAATTTTTTTAATCTTCGCCTTAATACTTTTTTAT 
TTTGTTTTATTTTGAATGATGAGCCTTCGTGCCCCCCCTTCCCCCTTTTTTGTCCCC 

45 CAACTTGAGATGTATGAAGGCTTTTGGTCTCCCTGGGAGTGGGTGGAGGCAGCCA 
GGGCTTACCTGTACACTGACTTGAGACCAGTTGAATAAAAGTGCACACCTTAAAA 
ATGAAAAAA 



496 



WO 02/074979 



PCT/US02/08456 



SEQ ID NO: 584 

>19885 BLOOD 236030.3 M17752 g33917 Human mRNA for gamma-interferon inducible 
early response gene (with homology to platelet proteins). 0 

GGAACAGCCAGCAGGTTTTGCTAAGTCAACTGTAATGCCCTTATCCAATCAGAAT 
5 TAGGGAGGGAAAATGGCTTTGCAGATAAATATGGNACACTAGCCCCACGNTTTC 
TGAGACATTCCTCAATTGCTTAGACATATTCTGAGCCTACAGCAGAGGAACCTCC 
AGTCTCAGCACCATGAATCAAACTGCCATTCTGATTTGCTGCCTTATCTTTCTGAC 
TCTAAGTGGCATTCAAGGAGTACCTCTCTCTAGAACTGTACGCTGTACCTGCATC 
AGCATTAGTAATCAACCTGTTAATCCAAGGTCTTTAGAAAAACTTGAAATTATTC 
10 CTGCAAGCCAATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAGAAGGG 
TGAGAAGAGATGTCTGAATCCAGAATCGAAGGCCATCAAGAATTTACTGAAAGC 
AGTTAGCAA.GGAAAGGTCTAAAAGATCTCCTTAAAACCAGAGGGGAGCAAAATC 
GATGCAGTGCTTCCAAGGATGGACCACACAGAGGCTGCCTCTCCCATCACTTCCC 
TACATGGAGTATATGTCAAGCCATAATTGTTCTTAGTTTGCAGTTACACTAAAAG 
1 5 GTGACC AATGATGGTCACCAAATC AGCTGCTACTACTCCTGTAGGAAGGTTAATG 
TTCATCATCCTAAGCTATTCAGTAATAACTCTACCCTGGCACTATAATGTAAGCTC 
TACTGAGGTGCTATGTTCTTAGTGGATGTTCTGACCCTGCTTCAAATATTTCCCTC 
ACCTTTCCCATCTTCCAAGGGTACTAAGGAATCTTTCTGCTTTGGGGTTTATCAGA 
ATTCTCAGAATCTCAAATAACTAAAAGGTATGCAATCAAATCTGCTTTTTAAAGA 
20 ATGCTCTTTACTTCATGGACTTCCACTGCCATCCTCCCAAGGGGCCCAAATTCTTT 
CAGTGGCTACCTACATACAATTCCAAACACATACAGGAAGGTAGAAATATCTGA 
, . • 1AAATGTATGTGTAA.GTAXTGTTATTTAATGAAAGACTGTACAAAGTAGAAGTGTT. 
' "K . , AGATGTATATATTTGGTATATTGTTTTO AGTGTAGATGGAATAAGATGl?AAT r l|AAG ' 
.1 • • •> TAGfrAaGTATCAATGAGTAAGAGGAAAATTTTAAAAATACAGATAGATA'TATGCT 
• 25 CTGCATGTTACATAAGATAAATGTGCTGAATGGTTTTCAAAATAAAAATGAGGTA 
CTCTCCTGGAAATATTAAGAAAGACTATCTAAATGTTGAAAGACCAAAAGGTTA 
ATAAAGTAATTATAACT 



SEQ ID NO: 585 

30 >1 9887 BLOOD 272980.8 X02544 g24444 Human mRNA for alphal -acid glycoprotein 
(orosomucoid). 0 

GCAGGATTGTGTCACAGACACAGAGTAAACTTTTGCTGGGCTCCAAGTGACCGCC 

CATAGTTTATTATAAAGGTGACTGCACCCTGCAGCCACCAGCACTGCCTGGCTCC 

ACGTGCCTCCTGGTCTCAGTATGGCGCTGTCCTGGGTTCTTACAGTCCTGAGCCTC 

35 CTACCTCTGGCTGGAAGCCCAGATCCCATTGTGTGCCAACCTAGTACCGGTGCCC 
ATCACCAACGCCACCCTGGACCGGATCACTGGCAAGTGGTTTTATATCGCATCGG 
CCTTTCGAAACGAGGAGTACAATAAGTCGGTTCAGGAGATCCAAGCAACCTTCTT 
TTACTTCACCCCCAACAAGACAGAGGACACGATCTTTCTCAGAGAGTACCAGACC 
CGACAGGACCAGTGCATCTATAACACCACCTACCTGAATGTCCAGCGGGAAAAT 

40 GGGACCATCTCCAGATACGTGGGAGGCCGAGAGCATTTCGCTCACTTGCTGATCC 
TCAGGGACACCAAGACCTACATGCTTGCTTTTGACGTGAACGATGAGAAGAACT 
GGGGGCTGTCTGTCTATGCTGACAAGCCAGAGACGACCAAGGAGCAACTGGGAG 
AGTTCTACGAAGCTCTCGACTGCTTGCGCATTCCCAAGTCAGATGTCGTGTACAC 
CGATTGGAAAAAGGATAAGTGTGAGCCACTGGAGAAGCAGCACGAGAAGGAGA 

45 GGAAACAGGAGGAGGGGGAATCCTAGCAGGACACAGCCTTGGATCAGGACAGA 
GACTTGGGGGCCATCCTGCCCCTCCAACCCGACATGTGTACCTCAGCTTTTTCCCT 
CACTTGCATCAATAAAGCTTCTGTGTTTGGAACAGCTAAAAAAA 



497 



WO 02/074979 



PCT/US02/08456 



SEQ ID NO: 586 

>19916 BLOOD 234842.5 M16447 gl81552 Human dihydropteridine reductase (hDHPR) 
mRNA, complete cds. 0 

CTGGCAGGAGCAGGATGGCGGCGGCGGCGGCTGCAGGCGAGGCGCGCCGGGTG 
5 CTGGTGTACGGCGGCAGGGGCGCTCTGGGTTCTCGATGCGTGCAGGCTTTTCGGG 
CCCGCAACTGGTGGGTTGCCAGCGTTGATGTGGTGGAGAATGAAGAGGCCAGCG 
CTAGCATCATTGTTAAAATGACAGACTCGTTCACTGAGCAGGCTGACCAGGTGAC 
TGCTGAGGTTGGAAAGCTCTTGGGTGAAGAGAAGGTGGATGCAATTCTTTGCGTT 
GCTGGAGGATGGGCCGGGGGCAATGCCAAATCCAAGTCTCTCTTTAAGAACTGT 

1 0 GACCTGATGTGGAAGCAGAGCATATGGACATCGACCATCTCCAGCC ATCTGGCT 
ACCAAGCATCTCAAGGAAGGAGGCCTCCTAACCTTGGCTGGCGCAAAGGCTGCC 
CTGGATGGGACTCCTGGTATGATCGGGTACGGCATGGCCAAGGGTGCTGTTCACC 
AGCTCTGCCAGAGCCTGGCTGGGAAGAACAGCGGCATGCCGCCCGGGGCAGCCG 
CCATCGCTGTGCTCCCGGTTACCCTGGATACCCCGATGAACAGGAAATCAATGCC 

1 5 TGAGGCTGACTTCAGCTCCTGGACACCCTTAGAATTCCTAGTTGAAACTTTCCAT 
GACTGGATCACAGGGAAAAACCGACCGAGCTCAGGAAGCCTAATCCAGGTGGTA 
ACCACAGAAGGAAGGACGGAACTCACCCCAGCATATTTTTAGGCCTCATCTCAGT 
GCCTATGAGGGGCCTGCCAGAAAAGTCACTAACCTGTCTCAGTGTGGCCTTGTCC 
AGCCTTGTGTTTTCTGTAACCCCTGTTTGTGGTACGAGATAATGAGTCCTATTTTT 

20 CTCTCACATAATATGCATTTGCTCTCCTAGGACAGTGTAATACATTTATGTGAAGT 
AAAGACATGCGAGACTGGTGGCCTGCAAATAGCATCCGTCAATCTGTGTTAACTG 
. ■<■.<■ • :i€^ ATAGGGAGGGCTCTGCATAGC AGGTGGTATAGCGGTGTCATGTTGGAiTCGCTT'T 
■■ » ' T:GTGACrrGTTGATGTGTGCXTGACAGITGGGTGTGATGTTGACTACT3^GTf.TGATTT'- 
.. :■■ ; . :iGTITGGT ATTGGGGACATTTCTAAAGGGTGAGTTATTTTTGAATGTGATGTTTATGTC V 

25 -'ATAGACGTAGTTTTCGCATCCTTGAATTAAACTGCGTTAACTCGTTTTGTGGTATA 
AGCAAAACTACATGGACTCTGTCCTGGTATCCTTTTCCTGTGTGGTTGCCCTGTGT 
CCTCTGGCCTAGGGTTAAGTGTGCAAGATAACTACTCGTGAGTATTCAGAATGTT 
GTTCCTAATAAATGCACTTGTTGTCTGTCTTCTTTAATCAAATCACATCTTATATA 
CAGCAGTCAGAGATGAGTATACTAGAATCATGGATTGCTGGAGGTCTTTTAATCT 

30 GGTGTTCTCGGAAGGGGGTGCATTTAAATCCTGAAATAAATATTTCAACACAAGA 
ACACAGGCCTGATTCTGCCTTGGACATGTCCAAATCTGGGGGTGATGGGATGGCC 
CTGTGCATTTAGAAGCAGCTCTCCACATATGGCCAATGTAGGCTGTCCTGGTCGA 
AAACTAGTAGTGGTTTAATTCAAGGATGCGGAAAACTACGTCTTATGACATAAAC 
ATGACATTCAAAAATAACTCAGCCTTTAACTGGCAGAGCTAAGCCCAGATCTCTA 

35 GTCACCAGACTCTTGCTGTTTTTAAAGGCCTTTACCACGTATTTTCTTTCTTTTTTT 
AGTGAGGTGAAATTCACATAA 

SEQ ID NO: 587 

>19943 BLOOD 425535.24 D14533 g286028 Human mRNA for XPAC protein. 0 
40 TTTCCATTTTAATCCAGCATTTAAAAAGCTATCTAGACTAATGTTAAGTCCCACA 
ATAGAGGCCCCAAGAGTACAGAAAACATGATCAGACTCGTACAACTCAATGTTT 
ATTTCTGCTATTAGGGCTTTTTCCAGCAGTAGTTCCCCACTGTTTCCACCATCGTG 
GAGACAGAAATCGTCCTAAAAAACACATGACTAGAACCTGGGGTACAGTGGTGC 
ACCACCATTGCTATTATTTGTTTCTTGGTTAAGAATCCAGTTCAGCCTTTGTTGAA 
45 CCCTTTTCCCTCTACCCCAATCTAGGGTTTGCCTTGGTATCTTGTCCTCAAATTTGT 
AGCTGACCTACCACTTCTGCACCTACTCTAGCACTCAGCTCCCATCTCTGTTGTAA 
GAAGGCAATCACAGACATGACATTGTGCACACAACCAGGCCAGGTGACCTTCAC 
TGAAACTTGCTTTTAAGCCATAACATACATAATTATTACTGAAGTATTACTTATAC 
AAGGGTTTCATTCATCTATGAAGATGTTGCTTTTTTTTTTGAATTTTGAAAAGGAC 
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CAATCTAAATTTCCTTTATTTAAATATAAAATTCTATAAAACAGGTCACTGAACT 
AAAAAATCACATTTTTTCATATGTCAGTTCATGGCCACACATAGTACAAGTCTTA 
CGGTACATGTCATCTTCTAGGTTTTCTTCTGGTCCATACTCATGTTGATGAACAAT 
CGTCTCCCTTTTCCACACGCTGCTTCTTACTGCTCGCCGCAATTCTTTTACTTTTTT 
5 ATCAAATTTCTTCTGTTTCATTTTTTCTCGGTTTTCCTGTCGGACTTCCTTTGCTTC 
TTCTAATGCTTCTTGACTACCCCAAACTTCAAGAGACCTCTTCACAATCTGTAACT 
TTAAGTAGAGTTTCATATCACCCCATTGTGAATGATGTGGATTCTTCTTCACAATA 
AATTTAAGAGGTGGCTCTCTTTTTTCTAAATCACAGTCTTTCAGAAGATATTCTTG 
TTTTGCCTCTGTTTTGGTTATAAGCTTGTGTTTATCATCAGCATCTCTGCAGTTATC 

1 0 ACAAGTTGGCAAATC AAAGTGGTTC ATAAGATAAGAATCCATAAATTCTTTCCCA 
CATTCTTCGCATATTACATAATCAAATTCCATAACAGGTCCTGGTTGATGAACAA 
CTTTTCCAATTTTCTGTTCTTCTTCTTCTTCCTCTTCTAAAATGAAGCCTCCTCCTG 
TGTCAATTATCTTTGGGGCTGCTTTTACATTAGCCATGCCTCCAGTAGCCGCAGCC 
GCCGTCGCCGAGTAGGGCCGGGCAGCCAGCCGGGCCTGGCGCAGCATCAGTGCC 

15 CGCTGCCGCTTCCGCTCGATACTCGCCCGCACCGAGGCAGGCAGCTCCGCGGGTT 
GCTCTAAAGCCGCCGCCTCCGGCAAAGCCCCGTCGGCCGCCGCCATCTCCGGCCC 
ACTCCGAGGACCTAGCTCCCAGCTCCACGCACGCGCACTGCACGCCGAGGCGAG 
CCAGCCGCCCTGCACCGCCTCTGCGCTCCCGCACCCAGCGGCCTTTCTGAGTGAG 
AGCGCCTGCGCAGTTAAGGGGCTCGGGGTGGCCTGCCCGGGCGCTGGGCGGAGT 

20 CTGGGTATGCGCGGACACGGAGTACCCGCCTAACTACCTGCTCTCTTGTCATCCG 
GGAGAAGGGTCCGTGCTGAGATCATATCTCACGACCTGGTCACCTTTAAAATAGG 
• ., V'. .if TGTGGCTTGGTGATTCAGAGTATAGGGTTTGGAGT.eAGGCGTGGGiTAAGTCTGA, - 
^./!:\G0TCTTGb^^ ■ ; 

& ; :' TvT 'NNNISONN^^ 

25 NNNNNNKNNNNNNMW 

AAATGGTAACAGTGAGTAGTAGTAGTGCCAGTCATAGAGCCCAACAGATGATAG 
TCCTGATTTTATGTTGGATACACGGCCTAGAGACACAGCCTTAGATTTAAAATGA 
GAAGACCTGGGTTGAAACTCCCAGTTAACTTGCTGTGTGACCTCAGGCAAATGCA 
GGACTTGCTCCAAGGCTGATATGCATAAGGTTGGCTATCTTTCCCATGGAATATT 

30 CCTTCAGTGAGGATGAGCTACTGCCAGGTAGACAGTGGGTTTGGATCTGGGCCA 
AATATCCTGACTTCCCAAAAGTGTGGCTAGTGTAACAAAAGAAACATAGCAGGC 
TTTCCCAAAAATGTATGCTTTCCCTTTGTTACAAATAATGCTTAATTGAAACCAGA 
AAACATTAACTTCTAATTACTACATGTACCATTTAGGACTGGCTTTTAGAAAGAC 
AACCTCACACACTGATGTTTCCCACTAATGTTCAATGGTTAACCTTTCAGAAACA 

35 CAATTCAGTGTTCTAATTTATCGGTCATATATACATAAAGCTGCAAAACCTCGTA 
TAAAGCAGTTACCTGCTGAAATCTTAGGTTGAATTGGAGATAGAATCTCAAGCCA 
TCCCCATCTCCCTTCCCCTCAGATCCTTCTTTCTCCCTACCCATCAATCTTGCCCAG 
GTGAAACTATTTCAAATTCCATAACATCAAAAGCACAAGCAACAAAAGAAAAAA 
AGCTGGACTTCAININNNNNNNNNN^ 

40 NNNNNNNNNNNNN^ 

MSIM^SINNNNNNKNT^ 

NNisnsnsnsiNNNisn^^ 
45 isnsnsosnsnsn^^ 

NNNNNNGTCGTCCGCAAAGCCTGAGTCCTGTCCTTTCTCTCTCCCCGGACAGCAT 
GAGCTTCACCACTCGCTCCACCTTCTCCACCAACTACCGGTCCCTGGGCTCTGTCC 
AGGCGCCCAGCTACGGCGCCCGGCCGGTCAGCAGCGCGGGCCAGCGTCTATGCA 
GGCGCTGGGGGCTCTGGTTCCCGGATCTCCGTGTCCCGCTCCACCAGCTTCAGGG 
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GCGGCATGGGGTCCGGGGGCCTGGCCACCGGGATAGCCGGGGGTCTGGCAGGAA 
TGGGAGGCATCCAGAACGAGAAGGAGACCATGCAAAGCCTGAACGACCGCCTG 
GCCTCTTACCTGGACAGAGTGAGGAGCCTGGAGACCGAGAACCGGAGGCTGGAG 
AGCAAAATCCGGGAGCACTTGGAGAAGAAGGGACCCCAGGTCAGAGACTGGAG 
5 CCATTACTTCAAGATCATCGAGGACCTGAGGGCTCAGATCTTCGCAAATACTGTG 
GACAATGCCCGCATCGTTCTGCAGATTGACAATGCCCGTCTTGCTGCTGATGACT 
TTAGAGTCAAGTATGAGACAGAGCTGGCCATGCGCCAGTCTGTGGAGAACGACA 
TCCATGGGCTCCGCAAGGTCATTGATGACACCAATATCACACGACTGCAGCTGGA 
GACAGAGATCGAGGCTCTCAAGGAGGAGCTGCTCTTCATGAAGAAGAACCACGA 

1 0 AGAGGAAGTAAAAGGCCTACAAGCCC AGATTGCC AGCTCTGGGTTGACCGTGGA 
GGTAGATGCCCCCAAATCTCAGGACCTCGCCAAGATCATGGCAGACATCCGGGC 
CCAATATGACGAGCTGGCTCGGAAGAACCGAGAGGAGCTAGACAAGTACTGGTC 
TCAGCAGATTGAGGAGAGCACCACAGTGGTCACCACACAGTCTGCTGAGGTTGG 
AGCTGCTGAGACGACGCTCACAGAGCTGAGACGTACAGTCCAGTCCTTGGAGAT 

1 5 CGACCTGGACTCCATGAGAAATCTGAAGGCCAGCTTGGAGAACAGCCTGAGGGA 
GGTGGAGGCCCGCTACGCCCTACAGATGGAGCAGCTCAACGGGATCCTGCTGCA 
CCTTGAGTCAGAGCTGGCACAGACCCGGGCAGAGGGACAGCGCCAGGCCCAGGA 
GTATGAGGCCCTGCTGAACATCAAGGTCAAGCTGGAGGCTGAGATCGCCACCTA 
CCGCCGCCTGCTGGAAGATGGCGAGGACTTTAATCTTGGTGATGCCTTGGACAGC 

20 AGCAACTCCATGCAAACCATCCAAAAGACCACCACCCGCCGGATAGTGGATGGC 
AAAGTGGTGTCTGAGACCAATGACACCAAAGTTCTGAGGCATTAAGCCAGCAGA 
s.'AGCAGGGTAGCATGATATTTTTGTTTT6€3TGGAeTGAAAeATAGTCTGGGT0.€TC 
• VA.:*j^€G33EGCCGGTG^^ 

■i- - 'TTTA^TAGGAAGAAAATCTCAGGAGAGCGAAAAGGGAGGACCTGAAGGTGAGC 

25 ATCCACCAAATGGAGATGGAGAGGATCCGCTACGTCCTCAGCAGCTACTTGCGG 
TGTCGCCTCATGAAGGTTTGACGTGGAGATACCTCAAAGTCTCCGACCTCCGGGG 
AGCCGAGAGCGGGACGTGGGAGCCGGGCTTG 

SEQ ID NO: 588 

30 >19975 BLOOD gi|28229|emb|X15357.1|HSAANP Human mRNA for natriuretic peptide 
receptor (ANP-A receptor) 

CCATGGTAGGAGCGCTCGCCTCGCTGCGGTGCCCGCTGAGGCCATGCCGGGGCC 
CCGGCGCCCCGCTGGCTCCCGCCTGCGCCTGCTCCTGCTCCTGCTGCTGCCGCCG 
CTGCTGCTGCTGCTCCGGGGCAGCCACGCGGGCAACCTGACGGTAGCCGTGGTA 

35 CTGCCGCTGGCCAATACCTCGTACCCCTGGTCGTGGGCGCGCGTGGGACCCGCCG 
TGGAGCTGGCCCTGGCCCAGGTGAAGGCGCGCCCCGACTTGCTGCCGGGCTGGA 
CGGTCCGCACGGTGCTGGGCAGCAGCGAAAACGCGCTGGGCGTCTGCTCCGACA 
CCGCAGCGCCCCTGGCCGCGGTGGACCTCAAGTGGGAGCACAACCCCGCTGTGT 
TCCTGGGCCCCGGCTGCGTGTACGCCGCCGCCCCAGTGGGGCGCTTCACCGCGCA 

40 CTGGCGGGTCCCGCTGCTGACCGCCGGCGCCCCGGCGCTGGGCTTCGGTGTCAAG 
GACGAGTATGCGCTGACCACCCGCGCGGGGCCCAGCTACGCCAAGCTGGGGGAC 
TTCGTGGCGGCGCTGCACCGACGGCTGGGCTGGGAGCGCCAAGCGCTCATGCTCT 
ACGCCTACCGGCCGGGTGACGAAGAGCACTGCTTCTTCCTCGTGGAGGGGCTGTT 
CATGCGGGTCCGCGACCGCCTCAATATTACGGTGGACCACCTGGAGTTCGCCGAG 

45 GACGACCTCAGCCACTACACCAGGCTGCTGCGGACCATGCCGCGCAAAGGCCGA 
GTTATCTACATCTGCAGCTCCCCTGATGCCTTCAGAACCCTCATGCTCCTGGCCCT 
GGAAGCTGGCTTGTGTGGGGAGGACTACGTTTTCTTCCACCTGGATATCTTTGGG 
CAAAGCCTGCAAGGTGGACAGGGCCCTGCTCCCCGCAGGCCCTGGGAGAGAGGG 
GATGGGCAGGATGTCAGTGCCCGCCAGGCCTTTCAGGCTGCCAAAATCATTACAT 
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ATAAAGACCCAGATAATCCCGAGTACTTGGAATTCCTGAAGCAGTTAAAACACC 
TGGCCTATGAGCAGTTCAACTTCACCATGGAGGATGGCCTGGTGAACACCATCCC 
AGCATCCTTCCACGACGGGCTCCTGCTCTATATCCAGGCAGTGACGGAGACTCTG 
GCACATGGGGGAACTGTTACTGATGGGGAGAACATCACTCAGCGGATGTGGAAC 
5 CGAAGCTTTCAAGGTGTGACAGGATACCTGAAAATTGATAGCAGTGGCGATCGG 
GAAACAGACTTCTCCCTCTGGGATATGGATCCCGAGAATGGTGCCTTCAGGGTTG 
TACTGAACTACAATGGGACTTCCCAAGAGCTGGTGGCTGTGTCGGGGCGCAAAC 
TGAACTGGCCCCTGGGGTACCCTCCTCCTGACATCCCCAAATGTGGCTTTGACAA 
CGAAGACCCAGCATGCAACCAAGATCACCTTTCCACCCTGGAGGTGCTGGCTTTG 

1 0 GTGGGCAGCCTCTCCTTGCTCGGCATTCTGATTGTCTCCTTCTTC ATATACAGGAA 
GATGCAGCTGGAGAAGGAACTGGCCTCGGAGCTGTGGCGGGTGCGCTGGGAGGA 
CGTTGAGCCCAGTAGCCTTGAGAGGCACCTGCGGAGTGCAGGCAGCCGGCTGAC 
CCTGAGCGGGAGAGGCTCCAATTACGGCTCCCTGCTAACCACAGAGGGCCAGTT 
CCAAGTCTTTGCCAAGACAGCATATTATAAGGGCAACCTCGTGGCTGTGAAACGT 

1 5 GTGAACCGTAAACGCATTGAGCTGACACGAAAAGTCCTGTTTGAACTGAAGCAT 
ATGCGGGATGTGCAGAATGAACACCTGACCAGGTTTGTGGGAGCCTGCACCGAC 
CCCCCCAATATCTGCATCCTCACAGAGTACTGTCCCCGTGGGAGCCTGCAGGACA 
TTCTGGAGAATGAGAGCATCACCCTGGACTGGATGTTCCGGTACTCACTCACCAA 
TGACATCGTCAAGGGCATGCTGTTTCTACACAATGGGGCTATCTGTTCCCATGGG 

20 AACCTCAAGTCATCCAACTGCGTGGTAGATGGGCGCTTTGTGCTCAAGATCACCG 
ACTATGGGCTGGAGAGCTTCAGGGACCTGGACCCAGAGCAAGGACACACCGTTT 
'* rATGGEAAAAAGCTGTGGACGGGeCG^GAGCTCGTGCGAATGGCTTCACCCCGTGT 
• „ i • \JV 1 GeGGGGGTeCCAGGGTGGTGAGGTATA'GAGCT.T.TGGGATGATGCTTG , AGGAGATT 
' ■• •■; <; s v/©GeGTGAGGAGTGGGGl?GTTGGAGGTGGAAGGTTTGGAeCTGAGeCCCAAAGAG 

25 ATCATCGAGCGGGTGAGTGGGGGTGAGCAGCCCCCCTTCCGGCCCTCCCTGGCCC 
TGCAGAGTCACCTGGAGGAGTTGGGGCTGCTCATGCAGCGGTGCTGGGCTGAGG 
ACCCACAGGAGAGGCCACCATTCCAGCAGATCCGCCTGACGTTGCGCAAATTTA 
ACAGGGAGAACAGCAGCAACATCCTGGACAACCTGCTGTCCCGCATGGAGCAGT 
ACGCGAACAATCTGGAGGAACTGGTGGAGGAGCGGACCCAGGCATACCTGGAG 

30 GAGAAGCGCAAGGCTGAGGCCCTGCTCTACCAGATCCTGCCTCACTCAGTGGCTG 
AGCAGCTGAAGCGTGGGGAGACGGTGCAGGCCGAAGCCTTTGACAGTGTTACCA 
TCTACTTCAGTGACATTGTGGGTTTCACAGCGCTGTCGGCGGAGAGCACACCCAT 
GCAGGTGGTGACCCTGCTCAATGACCTGTACACTTGCTTTGATGCTGTCATAGAC 
AACTTTGATGTGTACAAGGTGGAGACAATTGGCGATGCCTACATGGTGGTGTCAG 

35 GGCTCCCTGTGCGGAACGGGCGGCTACACGCCTGCGAGGTAGCCCGCATGGCCC 
TGGCACTGCTGGATGCTGTGCGCTCCTTCCGAATCCGCCACCGGCCCCAGGAGCA 
GCTGCGCTTGCGCATTGGCATCCACACAGGACCTGTGTGTGCTGGAGTGGTGGGA 
CTGAAGATGCCCCGTTACTGTCTCTTTGGGGATACAGTCAACACAGCCTCAAGAA 
TGGAGTCTAATGGGGAAGCCCTGAAGATCCACTTGTCTTCTGAGACCAAGGCTGT 

40 CCTGGAGGAGTTTGGTGGTTTCGAGCTGGAGCTTCGAGGGGATGTAGAAATGAA 
GGGCAAAGGCAAGGTTCGGACCTACTGGCTCCTTGGGGAGAGGGGGAGTAGCAC 
CCGAGGCTGACCTGCCTCCTCTCCTATCCCTCCACACCTCCCCTACCCTGTGCCAG 
AAGCAACAGAGGTGCCAGGCCTCAGCCTCACCCACAGCAGCCCCATCGCCAAAG 
GATGGAAGTAATTTGAATAGCTCAGGTGTGCTGACCCCAGTGAAGACACCAGAT 

45 AGGACCTCTGAGAGGGGACTGGCATGGGGGGATCTCAGAGCTTACAGGCTGAGC 
CAAGCCCACGGCCATGCACAGGGACACTCACACAGGCACACGCACCTGCTCTCC 
ACCTGGACTCAGGCCGGGCTGGGCTGTGGATCCTTGATCCCCTCCCCTCCCCATG 
CTCTCCTCCCTCAGCCTTGCTACCCTGTGACTTACTGGGAGGAGAGTCACCTGAA 
GGGGAACATGAAAAGAGACTAGGTGAAGAGAGGGCAGGGGAGCCCACATCTGG 
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GGCTGGCCCACAATACCTGCTCCCCCGACCCCCTCCACCCAGCAGTAGACACAGT 
GCACAGGGGAGAAGAGGGGTGGCGCAGAAGGGTTGGGGGCCTGTATGCCTTGCT 
TCTACCATGAGCAGAGACAATTAAAATCTTTATTCCAGTG 



5 SEQ ID NO: 589 

>20014 BLOOD Hs.347 gnl|UG|Hs#S3990 Human mRNA for lactoferrin /cds=(294,2429) 
/gb=X53961 /gi=34415 /ug=Hs.347 /len=2619 

GACTCCTAGGGGCTTGCAGACCTAGTGGGAGAGAAAGAACATCGCAGCAGCCAG 
GCAGAACCAGGACAGGTGAGGTGCAGGCTGGCTTTCCTCTCGCAGCGCGGTGTG 

1 0 GAGTCCTGTCCTGCCTCAGGGCTTTTCGGAGCCTGGATCCTCAAGGAACAAGT AG 
ACCTGGCCGCGGGGAGTGGGGAGGGAAGGGGTGTCTATTGGGCAACAGGGCGG 
CAAAGCCCTGAATAAAGGGGCGCAGGGCAGGCGCAAGTGCAGAGCCTTCGTTTG 
CCAAGTCGCCTCCAGACCGCAGACATGAAACTTGTCTTCCTCGTCCTGCTGTTCCT 
CGGGGCCCTCGGACTGTGTCTGGCTGGCCGTAGGAGAAGGAGTGTTCAGTGGTG 

1 5 CGCCGTATCCCAACCCGAGGCCACAAAATGCTTCCAATGGCAAAGGAATATGAG 
AAAAGTGCGTGGCCCTCCTGTCAGCTGCATAAAGAGAGACTCCCCCATCCAGTGT 
ATCCAGGCCATTGCGGAAAACAGGGCCGATGCTGTGACCCTTGATGGTGGTTTCA 
TATACGAGGCAGGCCTGGCCCCCTACAAACTGCGACCTGTAGCGGCGGAAGTCT 
ACGGGACCGAAAGACAGCCACGAACTCACTATTATGCGGTGGCTGTGGTGAAGA 

20 AGGGCGGCAGCTTTCAGCTGAACGAACTGCAAGGTCTGAAGTCCTGCCACACAG 
GCCTTCGCAGGACCGCTGGATGGAATGTCCCTACAGGGACACTTCGTCCATTCTT 
. . ; ■ . ; GAATT?GGAGGGGTCCACGTGAGGG€ATTGAGG€AGCTGTGGGCAGGTTGTTGTGA 
: C t ts : A.GCGAGCTGTGTTCGCGGTGGAGATAAAGGAGAGTTCGCGAACGTGTGTCGGGT 
•V-.-.rr- • GTGGGGGGACAGGGGAAA ACAAA.TGTGGCTTCTGCTCCGAGGAAGCGT ACTTG A V 

25 GCTACTCTGGTGCGTTCAAGTGTCTGAGAGACGGGGCTGGAGACGTGGCTTTTAT 
CAGAGAGAGCACAGTGTTTGAGGACCTGTCAGACGAGGCTGAAAGGGACGAGTA 
TGAGTTACTCTGCCCAGACAACACTCGGAAGCCAGTGGACAAGTTCAAAGACTG 
CCATCTGGCCCGGGTCCCTTCTCATGCCGTTGTGGCACGAAGTGTGAATGGCAAG 
GAGGATGCCATCTGGAATCTTCTCCGCCAGGCACAGGAAAAGTTTGGAAAGGAC 

30 AAGTCACCGAAATTCCAGCTCTTTGGCTCCCCTAGTGGGCAGAAAGATCTGCTGT 
TCAAGGACTCTGCCATTGGGTTTTCGAGGGTGCCCCCGAGGATAGATTCTGGGCT 
GTACCTTGGCTCCGGCTACTTCACTGCCATCCAGAACTTGAGGAAAAGTGAGGAG 
GAAGTGGCTGCCCGGCGTGCGCGGGTCGTGTGGTGTGCGGTGGGCGAGCAGGAG 
CTGCGCAAGTGTAACCAGTGGAGTGGCTTGAGCGAAGGCAGCGTGACCTGCTCC 

35 TCGGCCTCCACCACAGAGGACTGCATCGCCCTGGTGCTGAAAGGAGAAGCTGAT 
GCCATGAGTTTGGATGGAGGATATGTGTACACTGCATGCAAATGTGGTTTGGTGC 
CTGTCCTGGCAGAGAACTACAAATCCCAACAAAGCAGTGACCCTGATCCTAACT 
GTGTGGATAGACCTGTGGAAGGATATCTTGCTGTGGCGGTGGTTAGGAGATCAG 
ACACTAGCCTTACCTGGAACTCTGTGAAAGGCAAGAAGTCCTGCCACACCGCCGT 

40 GGACAGGACTGCAGGCTGGAATATCCCCATGGGCCTGCTCTTCAACCAGACGGG 
CTCCTGCAAATTTGATGAATATTTCAGTCAAAGCTGTGCCCCTGGGTCTGACCCG 
AGATCTAATCTCTGTGCTCTGTGTATTGGCGACGAGCAGGGTGAGAATAAGTGCG 
TGCCCAACAGCAACGAGAGATACTACGGCTACACTGGGGCTTTCCGGTGCCTGG 
CTGAGAATGCTGGAGACGTTGCATTTGTGAAAGATGTCACTGTCTTGCAGAACAC 

45 TGATGGAAATAACAATGAGGCATGGGCTAAGGATTTGAAGCTGGCAGACTTTGC 
GCTGCTGTGCCTCGATGGCAAACGGAAGCCTGTGACTGAGGCTAGAAGCTGCCA 
TCTTGCCATGGCCCCGAATCATGCCGTGGTGTCTCGGATGGATAAGGTGGAACGC 
CTGAAACAGGTGCTGCTCCACCAACAGGCTAAATTTGGGAGAAATGGATCTGAC 
TGCCCGGACAAGTTTTGCTTATTCCAGTCTGAAACCAAAAACCTTCTGTTCAATG 
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ACAACACTGAGTGTCTGGCCAGACTCCATGGCAAAACAACATATGAAAAATATT 
TGGGACCACAGTATGTCGCAGGCATTACTAATCTGAAAAAGTGCTCAACCTCCCC 
CCTCCTGGAAGCCTGTGAATTCCTCAGGAAGTAAAACCGAAGAAGATGGCCCAG 
CTCCCCAAGAAAGCCTCAGCCATTCACTGCCCCCAGCTCTTCTCCCCAGGTGTGT 
5 TGGGGCCTTGGCTCCCCTGCTGAAGGTGGGGATTGCCCATCCATCTGCTTACAAT 
TCCCTGCTGTCGTCTTAGCAAGAAGTtW^ATGAGAAATTTTGTTGATATTCAAAA 
AAAA 

SEQ ID NO: 590 

10 >20031 BLOOD gi|35521|emb|X54936.1|HSPLGF H.sapiens mRNA for placenta growth 
factor (P1GF) 

GGGATTCGGGCCGCCCAGCTACGGGAGGACCTGGAGTGGCACTGGGCGCCCGAC 
GGACCATCCCCGGGACCCGCCTGCCCCTCGGCGCCCCGCCCCGCCGGGCCGCTCC 
CCGTCGGGTTCCCCAGCCACAGCCTTACCTACGGGCTCCTGACTCCGCAAGGCTT 

15 CCAGAAGATGCTCGAACCACCGGCCGGGGCCTCGGGGCAGCAGTGAGGGAGGC 
GTCCAGCCCCCCACTCAGCTCTTCTCCTCCTGTGCCAGGGGCTCCCCGGGGGATG 
AGCATGGTGGTTTTCCCTCGGAGCCCCCTGGCTCGGGACGTCTGAGAAGATGCCG 
GTCATGAGGCTGTTCCCTTGCTTCCTGCAGCTCCTGGCCGGGCTGGCGCTGCCTG 
CTGTGCCCCCCCAGCAGTGGGCCTTGTCTGCTGGGAACGGCTCGTCAGAGGTGGA 

20 AGTGGTACCCTTCCAGGAAGTGTGGGGCCGCAGCTACTGCCGGGCGCTGGAGAG 
GCTGGTGGACGTCGTGTCCGAGTACCCCAGCGAGGTGGAGCACATGTTCAGCCC 

' • . ; - ATCCTGTGTCTGGCTGGTGGG(2TGGACCGGCTGCTGCGGCGATGAGAATGTGCAG 

. V .:TGTGTGCCGGTGGAGACGGGGAATGTCAGCATGGAGGI 7 CCTAAAGATGGGTTCTG ' 
GGGACCGGCGGTGGTACGTGGAGCTGACGTTCTCTG AGC ACGTTCGCTGGGAATG 

25 CCGGCCTCTGGGGGAGAAGATGAAGCCGGAAAGGTGCGGCGATGCTGTTGCCGG 
GAGGTAACCCACCCCTTGGAGGAGAGAGACCCCGCACCCGGCTCGTGTATTTATT 
ACCGTCACACTCTTCAGTGACTCCTGCTGGTACCTGCCCTCTATTTATTAGCCAAC 
TGTTTCCCTGCTGAATGCCTCGCTCCCTTCAAGACGAGGGGCAGGGAAGGACAG 
GACCCTCAGGAATTCAGTGCCTTCAACAACGTGAGAGAAAGAGAGAAGCCAGCC 

30 ACAGACCCCTGGGAGCTTCCGCTTTGAAAGAAGCAAGACACGTGGCCTCGTGAG 
GGGCAAGCTAGGCCCCAGAGGCCCTGGAGGTCTCCAGGGGCCTGCAGAAGGAAA 
GAAGGGGGCCCTGCTACCTGTTCTTGGGCCTCAGGCTCTGCACAGACAAGCAGCC 
CTTGCTTTCGGAGCTCCTGTCCAAAGTAGGGATGCGGATTCTGCTGGGGCCGCCA 
CGGCCTGGTGGTGGGAAGGCCGGCAGCGGGCGGAGGGGATTCAGCCACTTCCCC 

35 CTCTTCTTCTGAAGATCAGAACATTCAGCTCTGGAGAACAGTGGTTGCCTGGGGG 
CTTTTGCCACTCCTTGTCCCCCGTGATCTCCCCTCACACTTTGCCATTTGCTTGTAC 
TGGGACATTGTTCTTTCCGGCCGAGGTGCCACCACCCTGCCCCCACTAAGAGACA 
CATACAGAGTGGGCCCCGGGCTGGAGAAAGAGCTGCCTGGATGAGAAACAGCTC 
AGCCAGTGGGGATGAGGTCACCAGGGGAGGAGCCTGTGCGTCCCAGCTGAAGGC 

40 AGTGGCAGGGGAGCAGGTTCCCCAAGGGCCCTGGCACCCCCACAAGCTGTCCCT 
GCAGGGCCATCTGACTGCCAAGCCAGATTCTCTTGAATAAAGTATTCTAGTGTGG 
AAACGC 

SEQ ID NO: 591 

45 >20039 BLOOD Hs.2064 gnl|UG|Hs#S 1973578 Human DNA sequence from clone RP1 1- 

124N14 on chromosome 10. Contains the VIM gene for vimentin, the DNMT2 gene for DNA 
methyl transferase 2, the 5' end of the gene for intrinsic factor-B12 receptor precursor, ESTs, 
STSs, GSSs and two putative CpG islands /cds=(492,1892) /gb=AL133415 /gi=7160477 
/ug=Hs.2064 /len=2215 
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CCACGCCCCTTTGGCGTGGTGCCACCGGACCCCTCTGGTTCAGTCCCAGGCGGAC 
CCCCCCCTCACCGCGCGACCCCGCCTTTTTCAGCACCCCAGGGTGAGCCCAGCTC 
AGACTATCATCCGGAAAGCCCCCAAAAGTCCCAGCCCAGCGCTGAAGTAACGGG 
ACCATGCCCAGTCCCAGGCCCCGGAGCAGGAAGGCTCGAGGGCGCCCCCACCCC 
5 ACCCGCCCACCCTCCCCGCTTCTCGCTAGGTCCCTATTGGCTGGCGCGCTCCGCG 
GCTGGGATGGCAGTGGGAGGGGACCCTCTTTCCTAACGGGGTTATAAAAACAGC 
GCCCTCGGCGGGGTCCAGTCCTCTGCCACTCTCGCTCCGAGGTCCCCGCGCCAGA 
GACGCAGCCGCGCTCCCACCACCCACACCCACCGCGCCCTCGTTCGCCTCTTCTC 
CGGGAGCCAGTCCGCGCCACCGCCGCCGCCCAGGCCATCGCCACCCTCCGCAGC 

1 0 CATGTCC ACC AGGTCCGTGTCCTCGTCCTCCTACCGC AGGATGTTCGGCGGCCCG 
GGCACCGCGAGCCGGCCGAGCTCCAGCCGGAGCTACGTGACTACGTCCACCCGC 
ACCTACAGCCTGGGCAGCGCGCTGCGCCCCAGCACCAGCCGCAGCCTCTACGCCT 
CGTCCCCGGGCGGCGTGTATGCCACGCGCTCCTCTGCCGTGCGCCTGCGGAGCAG 
CGTGCCCGGGGTGCGGCTCCTGCAGGACTCGGTGGACTTCTCGCTGGCCGACGCC 

1 5 ATCAACACCGAGTTCAAGAACACCCGCACCAACGAGAAGGTGGAGCTGCAGGAG 
CTGAATGACCGCTTCGCCAACTACATCGACAAGGTGCGCTTCCTGGAGCAGCAG 
AATAAGATCCTGCTGGCCGAGCTCGAGCAGCTCAAGGGCCAAGGCAAGTCGCGC 
CTGGGGGACCTCTACGAGGAGGAGATGCGGGAGCTGCGCCGGCAGGTGGACCAG 
CTAACCAACGACAAAGCCCGCGTCGAGGTGGAGCGCGACAACCTGGCCGAGGAC 

20 ATCATGCGCCTCCGGGAGAAATTGCAGGAGGAGATGCTTCAGAGAGAGGAAGCC 
GAAAACACCCTGCAATCTTTCAGACAGGATGTTGACAATGCGTCTCTGGCACGTC 
: ; ;• ■■ ■ ■■ ; TTGACCTTGAACGCAAAGTGGAATCTTTGGAAG.AA.GAGA.TTGCGTTT'TTGAAGAA : 
v,Vi ■ ■ fAGTCCACGAAGAGGAAATCGAGGAGGTGGAGGeTGAGATTCAGGAACAGCATGT ^ 
GGA^ATCGATGTGGACGTTTGCAAGGCTGACGTCACGGCTGCCCTGGGTGACGTA ; 

25 CGTCAGCAATATGAAAGTGTGGCTGCCAAGAACCTGCAGGAGGCAGAAGAATGG • 
TACAAATCCAAGTTTGCTGACCTCTCTGAGGCTGCCAACCGGAACAATGACGCCC 
TGCGCCAGGCAAAGCAGGAGTCCACTGAGTACCGGAGACAGGTGCAGTCCCTCA 
CCTGTGAAGTGGATGCCCTTAAAGGAACCAATGAGTCCCTGGAACGCCAGATGC 
GTGAAATGGAAGAGAACTTTGCCGTTGAAGCTGCTAACTACCAAGACACTATTG 

30 GCCGCCTGCAGGATGAGATTCAGAATATGAAGGAGGAAATGGCTCGTCACCTTC 
GTGAATACCAAGACCTGCTCAATGTTAAGATGGCCCTTGACATTGAGATTGCCAC 
CTACAGGAAGCTGCTGGAAGGCGAGGAGAGCAGGATTTCTCTGCCTCTTCCAAA 
CTTTTCCTCCCTGAACCTGAGGGAAACTAATCTGGATTCACTCCCTCTGGTTGATA 
CCCACTCAAAAAGGACACTTCTGATTAAGACGGTTGAAACTAGAGATGGACAGG 

35 TTATCAACGAAACTTCTCAGCATCACGATGACCTTGAATAAAAATTGCACACACT 
CAGTGCAGCAATATATTACCAGCAAGAATAAAAAAGAAATCCATATCTTAAAGA 
AACAGCTTTCAAGTGCCTTTCTGCAGTTTTTCAGGAGCGCAAGATAGATTTGGAA 
TAGGAATAAGCTCTAGTTCTTAACAACCGACACTCCTACAAGATTTAGAAAAAA 
GTTTACAACATAATCTAGTTTACAGAAAAATCTTGTGCTAGAATACTTTTTAAAA 

TTGGTTCTGCTTCAATAAATCTTTGGAAAAACTC 

SEQ ID NO: 592 

>20082 BLOOD 02581 l_Mm.l X61800 g50378 Mouse mRNA for C/EBP delta. 0 
45 AGCGATTTAAATGCTTCTTTATTCTTACAAATACTGTAAACATGAATATAAAAAG 
CATGCGCAGTCTCTTCCTCTTATCTACAAAAGTCTGTCGGAAATGTCTTTTCTACA 
AATGTACCTTAGCTGCAATGGTAATAAGACGTAGAAAATGCTACCATTATAAAA 
AATAATTTAAGGGGAAAGATTAATATAGCTTCTCTCGCAGTCCAGTGCCCAAGCT 
GCAGCTTCCTGTCGCTCGCAGGTCCCAAAGGAACTTGCCGATCCGGCCGGCGTCT 
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GCTCCCCGCCTGTCGGGGTCTGAGGTATAGGTCGTTCAGAGTCTCAAAGGCCCAC 
GCCGCGCGTTACCGGCAGTCGGCGCCGGTGGCGCGGCAGGAAAGGCGGGCTGGG 
CAGTTTTTTGAAAAAACTGCCGGAGGCCAGCCAGGTCCCGGGTGAGCTGCTCCAC 
GCGCTGATGCAGCTTCTCGTTCTCGCCCGACAACTCCACCAGCTTCTGCTGCATCT 
5 CCTGGTTGCGGCGCTTGGCCTTGTCGCGGCTCTTGCGCACAGCGATGTTGTTGCG 
CTCGCGCCGCTGCCGGTACTCCGGGCTGCCGCGGTCCGGACCCCTCTTGCCCGCG 
CCCTTTTCTCGGACTGTGCCGGGCGCGAGGCTCGGCCCCGGGCTGCCTCGAGGAG 
GCTCCGGCGAAGTGGGTGGAGT 



10 SEQIDNO:593 

>20091 BLOOD 235852.13 M15395 gl 86933 Human leukocyte adhesion protein (LFA- 
l/Mac-l/pl50,95 family) beta subunit mRNA. 0 

GTCAGGACTTTACGACCCGCGCCTCCAGCTGAGGTTTCTAGACGTGACCCAGGGC 
AGACTGGTAGCAAAGCCCCCACGCCCAGCCAGGAGCACCGCCGAGGACTCCAGC 

1 5 ACACCGAGGGACATGCTGGGCCTGCGCCCCCCACTGCTCGCCCTGGTGGGGCTGC 
TCTCCCTCGGGTGCGTCCTCTCTCAGGAGTGCACGAAGTTCAAGGTCAGCAGCTG 
CCGGGAATGCATCGAGTCGGGGCCCGGCTGCACCTGGTGCCAGAAGCTGAACTT 
CACAGGGCCGGGGGATCCTGACTCCATTCGCTGCGACACCCGGCCACAGCTGCTC 
ATGAGGGGCTGTGCGGCTGACGACATCATGGACCCCACAAGCCTCGCTGAAACC 

20 CAGGAAGACCACAATGGGGGCCAGAAGCAGCTGTCCCCACAAAAAGTGACGCTT 
TACCTGCGACCAGGCCAGGCAGCAGCGTTCAACGTGACCTTCCGGCGGGCCAAG 
'-.•GGCTACCCGATGGACGTGTACTATGTGATGGAGGTCTCCTACTCGATGGTTGAIGA/ . 
< V K< CGTGAGGAATGTGAAGAAGGTAGGTGGGGAGGTGCTCCGGGCCCTCAAGGAGAsr ■<= : 

r : f gagcg>a:gtgggggcgcattgggttcgggtccttggtggagaagacggtgg.tgcgg ■' 

25 TTCGTGAAGACGCACCCTGATAAGCTGCGAAACCCATGCCGCAACAAGGAGAAA 
GAGTGCCAGCCCCCGTTTGCCTTCAGGCACGTGCTGAAGCTGACCAACAACTCCA 
ACCAGTTTCAGACCGAGGTCGGGAAGCAGCTGATTTCCGGAAACCTGGATGCAC 
CCGAGGGTGGGCTGGACGCCATGATGCAGGTCGCCGCCTGCCCGGAGGAAATCG 
GCTGGCGCAACGTCACGCGGCTGCTGGTGTTTGCCACTGATGACGGCTTCCATTT 

30 CGCGGGCGACGGGAAGCTGGGCGCCATCCTGACCCCCAACGACGGCCGCTGTCA 
CCTGGAGGACAACTTGTACAAGAGGAGCAACGAATTCGACTACCCATCGGTGGG 
CCAGCTGGCGCACAAGCTGGCTGAAAACAACATCCAGCCCATCTTCGCGGTGAC 
CAGTAGGATGGTGAAGACCTACGAGAAACTCACCGAGATCATCCCCAAGTCAGC 
CGTGGGGGAGCTGTCTGAGGACTCCAGCAATGTGGTCCATCTCATTAAGAATGCT 

35 TACAATAAACTCTCCTCCAGGGTCTTCCTGGATCACAACGCCCTCCCCGACACCC 
TGAAAGTCACCTACGACTCCTTCTGCAGCAATGGAGTGACGCACAGGAACCAGC 
CCAGAGGTGACTGTGATGGCGTGCAGATCAATGTCCCGATCACCTTCCAGGTGAA 
GGTCACGGCCACAGAGTGCATCCAGGAGCAGTCGTTTGTCATCCGGGCGCTGGG 
CTTCACGGACATAGTGACCGTGCAGGTCCTTCCCCAGTGTGAGTGCCGGTGCCGG 

40 GACCAGAGCAGAGACCGCAGCCTCTGCCATGGCAAGGGCTTCTTGGAGTGCGGC 
ATCTGCAGGTGTGACACTGGCTACATTGGGAAAAACTGTGAGTGCCAGACACAG 
GGCCGGAGCAGCCAGGAGCTGGAAGGAAGCTGCCGGAAGGACAACAACTCCAT 
CATCTGCTCAGGGCTGGGGGACTGTGTCTGCGGGCAGTGCCTGTGCCACACCAGC 
GACGTCCCCGGCAAGCTGATATACGGGCAGTACTGCGAGTGTGACACCATCAAC 

45 TGTGAGCGCTACAACGGCCAGGTCTGCGGCGGCCCGGGGAGGGGGCTCTGCTTC 
TGCGGGAAGTGCCGCTGCCACCCGGGCTTTGAGGGCTCAGCGTGCCAGTGCGAG 
AGGACCACTGAGGGCTGCCTGAACCCGCGGCGTGTTGAGTGTAGTGGTCGTGGC 
CGGTGCCGCTGCAACGTATGCGAGTGCCATTCAGGCTACCAGCTGCCTCTGTGCC 
AGGAGTGCCCCGGCTGCCCCTCACCCTGTGGCAAGTACATCTCCTGCGCCGAGTG 
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CCTGAAGTTCGAAAAGGGCCCCTTTGGGAAGAACTGCAGCGCGGCGTGTCCGGG 
CCTGCAGCTGTCGAACAACCCCGTGAAGGGCAGGACCTGCAAGGAGAGGGACTC 
AGAGGGCTGCTGGGTGGCCTACACGCTGGAGCAGCAGGACGGGATGGACCGCTA 
CCTCATCTATGTGGATGAGAGCCGAGAGTGTGTGGCAGGCCCCAACATCGCCGC 
5 CATCGTCGGGGGCACCGTGGCAGGCATCGTGCTGATCGGCATTCTCCTGCTGGTC 
ATCTGGAAGGCTCTGATCCACCTGAGCGACCTCCGGGAGTACAGGCGCTTTGAG 
AAGGAGAAGCTCAAGTCCCAGTGGAACAATGATAATCCCCTTTTCAAGAGCGCC 
ACCACGACGGTCATGAACCCCAAGTTTGCTGAGAGTTAGGAGCACTTGGTGAAG 
ACAAGGCCGTCAGGACCCACCATGTCTGCCCCATCACGCGGCCGAGACATGGCT 

1 0 TGCC ACAGCTCTTGAGGATGTC ACCAATTAACCAGAAATCCAGTTATTTTCCGCC 
CTCAAAATGACAGCCATGGCCGGCCGGGTGCTTCTGGGGGCTCGTCGGGGGGAC 
AGCTCCACTCTGACTGGCACAGTCTTTGCATGGAGACTTGAGGAGGGAGGGCTTG 
AGGTTGGTGAGGTTAGGTGCGTGTTTCCTGTGCAAGTCAGGACATCAGTCTGATT 
AAAGGTGGTGCCAATTTATTTACATTTAAACTTGTCAGGGTATAAAATGACATCC 

1 5 C ATTAATTATATTGTTAATC AATCACGTGTATAGAAAAAAAATAAAACTTCAATA 
CAGGCTGTCCATGGAAAAAAAAGGG 

SEQ ID NO: 594 

>20222 BLOOD gi|32025|emb|Y00291.1|HSHAPRA Human hap mRNA encoding a DNA- 

20 binding hormone receptor 

CGGGGTAGGATCCGGAACCCATTCGGAAGGCTTTTTGCAAGCATTTACTTGGAAG 
-. • v 'GAGAACTTGGGATCTTTCTGGGAAGeGCGGGCCCCGGCTGGATTGGeGGAGCAA. 
, ••• •.GGGTGGAAAATGGTAAATGATGATTTGGATGAATTAGAGGCTTTTAGG.TGGGT.TG. \. 

- ;TGTGTGATA^TTC ATGATTGGGGGGTGGGAAAAAGACGAAG AGCGTAGGTGG'G A " ■ ' 

25 AAAAAGGGGCAGAGTTTGATGGAGTTGGGTGGACTTT1CTATGCCATTTGCCTCC 
ACACCTAGAGGATAAGCACTTTTGCAGACATTCAGTGCAAGGGAGATCATGTTTG 
ACTGTATGGATGTTCTGTCAGTGAGTCCTGGGCAAATCCTGGATTTCTACACTGC 
GAGTCCGTCTTCCTGCATGCTCCAGGAGAAAGCTCTCAAAGCATGCTTCAGTGGA 
TTGACCCAAACCGAATGGCAGCATCGGCACACTGCTCAATCAATTGAAACACAG 

30 AGCACCAGCTCTGAGGAACTCGTCCCAAGCCCCCCATCTCCACTTCCTCCCCCTC 
GAGTGTACAAACCCTGCTTCGTCTGCCAGGACAAATCATCAGGGTACCACTATGG 
GGTCAGCGCCTGTGAGGGATGTAAGGGCTTTTTCCGCAGAAGTATTCAGAAGAA 
TATGATTTACACTTGTCACCGAGATAAGAACTGTGTTATTAATAAAGTCACCAGG 
AATCGATGCCAATACTGTCGACTCCAGAAGTGCTTTGAAGTGGGAATGTCCAAA 

35 GAATCTGTCAGGAATGACAGGAACAAGAAAAAGAAGGAGACTTCGAAGCAAGA 
ATGCACAGAGAGCTATGAAATGACAGCTGAGTTGGACGATCTCACAGAGAAGAT 
CCGAAAAGCTCACCAGGAAACTTTCCCTTCACTCTGCCAGCTGGCTAAATACACC 
ACGAATTCCAGTGCTGACCATCGAGTCCGACTGGACCTGGGCCTCTGGGACAAAT 
TCAGTGAACTGGCCACCAAGTGCATTATTAAGATCGTGGAGTTTGCTAAACGTCT 

40 GCCTGGTTTCACTGGCTTGACCATCGCAGACCAAATTACCCTGCTGAAGGCCGCC 
TGCCTGGACATCCTGATTCTTAGAATTTGCACCAGGTATACCCCAGAACAAGACA 
CCATGACTTTCTCAGACGGCCTTACCCTAAATCGAACTCAGATGCACAATGCTGG 
ATTTGGTCCTCTGACTGACCTTGTGTTCACCTTTGCCAACCAGCTCCTGCCTTTGG 
AAATGGATGACACAGAAACAGGCCTTCTCAGTGCCATCTGCTTAATCTGTGGAGA 

45 CCGCCAGGACCTTGAGGAACCGACAAAAGTAGATAAGCTACAAGAACCATTGCT 
GGAAGCACTAAAAATTTATATCAGAAAAAGACGACCCAGCAAGCCTCACATGTT 
TCCAAAGATCTTAATGAAAATCACAGATCTCCGTAGCATCAGTGCTAAAGGTGCA 
GAGCGTGTAATTACCTTGAAAATGGAAATTCCTGGATCAATGCCACCTCTCATTC 
AAGAAATGATGGAGAATTCTGAAGGACATGAACCCTTGACCCCAAGTTCAAGTG 
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GGAACACAGCAGAGCACAGTCCTAGCATCTCACCCAGCTCAGTGGAAAACAGTG 
GGGTCAGTCAGTCACCACTCGTGCAATAAGACATTTTCTAGCTACTTCAAACATT 
CCCCAGTACCTTCAGTTCCAGGATTTAAAATGCAAGAAAAAACATTTTTACTGCT 
GCTTAGTTTTTGGACTGAAAAGATATTAAAACTCAAGAAGGACCAAGAAGTTTTC 
5 ATATGTATCAATATATATACTCCTCACTGTGTAACTTACCTAGAAATACAAACTTT 
TCCAATTTTAAAAAATCAGCCATTTCATGCAACCAGAAACTAGTTAAAAGCTTCT 
ATTTTCCTCTTTGAACACTCAAGATGCATGGCAAAGACCCAGTCAAAATGATTTA 
CCCCTGGTTAAGTTTCTGAAGACTTTGTACATACAGAAGTATGGCTCTGTTCTTTC 
TATACTGTATGTTTGGTGCTTTCCTTTTGTCTTGCATACTCAAAATAACCATGACA 

1 0 CCAAGGTTATGAAATAGACTACTGTACACGTCTACCTAGGTTC AAAAAGATAACT 
GTCTTGCTTTCATGGAATAGTCAAGACATCAAGGTAAGGAAACAGGACTATTGA 
CAGGACTATTGTACAGTATGACAAGATAAGGCTGAAGATATTCTACTTTAGTTAG 
TATGGAAGCTTGTCTTTGCTCTTTCTGATGCTCTCAAACTGCATCTTTTATTTCATG 
TTGCCCAGTAAAAGTATACAAATTCCCTGCACTAGCAGAAGAGAATTCTGTATCA 

1 5 GTGTAACTGCCAGTTCAGTTAATCAAATGTCATTTGTTCAATTGTTAATGTCACTT 
TAAATTAAAAGTGGTTTATTACTTGTTTAATGACATAACTACACAGTTAGTTAAA 
AAAAATTTTTTTACAGTAATGATAGCCTCCAAGGCAGAAACACTTTTCAGTGTTA 
AGTTTTTGTTTACTTGTTCACAAGCCATTAGGGAAATTTCATGGGATAATTAGCA 
GGCTGGTCTACCACTGGACCATGTAACTCTAGTGTCCTTCCTGATTCATGCCTGAT 

20 ATTGGGATTTTTTTCCAGCCCTTCTTGATGCCAAGGGCTAATTATATTACATCCCA 
AAGAAACAGGCATAGAATCTGCCTCCTTTGACCTTGTTCAATCACTATGAAGCAG 
'V -' • : ^ AGTGA^VAGCTGTGGTAGAGTGGTTAAGAGATAeAAGTGTCAGTl^GTI^GXTCTG ? 
V.. .." ' .. ' ATT^ AAG€ACTAGTGGAATTTT.TTa=TTT^ 

' '•TTCAG^GGGTCTGTTTGTAC^TTGAGATTGTTTGTTTAAGAATGCTTTGTASGTTC' V 

25 ATATACTGTTTACCTTTTTCCATGGACTCTCCTGGCAAAGAATAAAATATATTTAT 
TTT 

SEQ ID NO: 595 

yrl2e06.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:205090 3' 
30 similar to gb|M87905|HUMALNDl 84 Human carcinoma cell-derived Alu RNA transcript, 
(rRNA); gb:J03934 NAD(P)H DEHYDROGENASE (HUMAN);contains Alu repetitive 
element;, mRNA sequence 
gi|1010773|gb|H57941.1|H57941[1010773] 

CATAAGCGAAACATGATTTTGGAATTTTCAGGATGGGGAAAAGAAACAAAATAA 

GGGCTGGAGTGCAGTAGTGTAATCTCAGCTTACTGCAACCTCTGCCTCAAGTGAT 
CCTCCCACCTCAGACTCCAGAGTAGCTGGGGAGCACATAAAATTAAAACATCTA 
AACTCTCATAATGGGTCATTTTGCCAGGGTTCTGCAGGCAAACTTTTATTTGAAG 
TATTCTTTTTTGTGCTTTGTATTGAAAGTAAAGTTAGGGTAGCNAAGGGGGACTA 
40 CTTCAACCCTGAGGAACACGGCCGNGGAAA 
ACTGCAGGCATATGGATGTTTGTCC 

SEQ ID NO: 596 

>20244 BLOOD 1 13392.1 1 AJ225028 g3892593 Human mRNA for GABA-B Rla receptor. 
45 0 

GGCGCCCTCTCCCCGGTCTTCCCCTCTCTTCCCCCCGCCCTGCCTTCCCTTGCACC 
CTCCTTCTTCCCTCCGCCCGGGAGCTCTCCCTGGTCCCCGGCGCCGCCTCCTTCCC 
TCCCGGCTCCCCGCTCCCCGCTCCCGTGGCTGCCGCCGCCCCGGGGAAGAAGAGA 
CAGGGGTGGGGTTTGGGGGAAGCGAGAGAGGAGGGGAGAGACCCTGGCCAGGC 
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tggagcctggattcgaggggaggagggacgggaggaggagaaaggtggaggag 
aagggaggggggagcggggaggagcggccgggcctggggccttgaggcccggg 
gagagccggggagccgggcccgcgcgccgagatgttgctgctgctgttactggc 
gccactcttcctccgccccccgggcgcgggcggggcgcagacccccaacgccac 

5 ctcagaaggttgccagatcatacacccgccctgggaagggggcatcaggtaccg 
gggcctgactcgggaccaggtgaaggctatcaacttcctgccagtggactatga 
gattgagtatgtgtgccggggggagcgcgaggtggtggggcccaaggtccgcaa 
gtgcctggccaacggctcctggacagatatggacacacccagccgctgtgtccg 
aatctgctccaagtcttatttgaccctggaaaatgggaaggttttcctgacgggt 

1 0 ggggacctcccagctctggacggagcccgggtggatttccggtgtgaccccgact 
tccatctggtgggcagctcccggagcatctgtagtcagggccagtggagcacccc 
caagccccactgccaggtgaatcgaacgccacactcagaacggcgcgcagtgta 
catcggggcactgtttcccatgagcgggggctggccagggggccaggcctgcca 
gcccgcggtggagatggcgctggaggacgtgaatagccgcagggacatcctgcc 

1 5 ggactatgagctcaagctcatccaccacgacagcaagtgtgatccaggccaagc 
caccaagtacctatatgagctgctctacaacgaccctatcaagatcatccttatg 
cctggctgcagctctgtctccacgctggtggctgaggctgctaggatgtggaa.ee 
tcattgtgctttcctatggctccagctcaccagccctgtcaaaccggcagcgtttc 
cccactttcttccgaacgcacccatcagccacactccacaaccctacccgcgtga 

20 aactctttgaaaagtggggctggaagaagattgctaccatccagcagaccactg 
aggtcttcacttcgactctggacgacctggaggaacgagtgaaggaggctggaa 
v .:»•*• l'ttgagattactttccgcgagagtttcttctcagatgcagctgtggcggtcaaaaal' ' 
- . ; \ igctg.aagcgccaggatgcccgaatcatcgtgggacttttctatgagactgaagcc . . 
' . -,- icggaaagttttttgtgaggtgtacaaggagcgtgtctttgggaagaagtacgtgt • 

25 :, ggttcctcattgggtggtatgctgacaattggttcaagatctacgacccttctatc 
aactgcacagtggatgagatgactgaggcggtggagggccacatcacaactgag 
attgtcatgctgaatcctgccaatacccgcagcatttccaacatgacatcccagg 
aatttgtggagaaactaaccaagcgactgaaaagacaccctgaggagacagga 
ggcttccaggaggcaccgctggcctatgatgccatctgggccttggcactggccc 

30 tgaacaagacatctggaggaggcggccgttctggtgtgcgcctggaggacttca 
actacaacaaccagaccattaccgaccaaatctaccgggcaatgaactcttcgtc 
ctttgagggtgtctctggccatgtggtgtttgatgccagcggctctcggatggca 
tggacgcttatcgagcagcttcagggtggcagctacaagaagattggctactat 
gacagcaccaaggatgatctttcctggtccaaaacagataaatggattggaggg 

35 tcccccccagctgaccagaccctggtcatcaagacattccgcttcctgtcacaga 
aactctttatctccgtctcagttctctccagcctgggcattgtcctagctgttgtc 
tgtctgtcctttaacatctacaactcacatgtccgttatatccagaactcacagcc 
caacctgaacaacctgactgctgtgggctgctcactggctttagctgctgtcttc 
cccctggggctcgatggttaccacattgggaggaaccagtttcctttcgtctgcc 

40 aggcccgcctctggctcctgggcctgggctttagtctgggctacggttccatgtt 
caccaagatttggtgggtccacacggtcttcacaaagaaggaagaaaagaagga 
gtggaggaagactctggaaccctggaagctgtatgccacagtgggcctgctggt 
gggcatggatgtcctcactctcgccatctggcagatcgtggaccctctgcaccgg 
accattgagacatttgccaaggaggaacctaaggaagatattgacgtctctattc 

45 tgccccagctggagcattgcagctccaggaagatgaatacatggcttggcatttt 
ctatggttacaaggggctgctgctgctgctgggaatcttccttgcttatgagacc 
aagagtgtgtccactgagaagatcaatgatcaccgggctgtgggcatggctatc 
tacaatgtggcagtcctgtgcctcatcactgctcctgtcaccatgattctgtccag 
ccagcaggatgcagcctttgcctttgcctctcttgccatagttttctcctcctata 
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TCACTCTTGTTGTGCTCTTTGTGCCCAAGATGCGCAGGCTGATCACCCGAGGGGA 
ATGGCAGTCGGAGGCGCAGGACACCATGAAGACAGGGTCATCGACCAACAACA 
ACGAGGAGGAGAAGTCCCGGCTGTTGGAGAAGGAGAACCGTGAACTGGAAAAG 
ATCATTGCTGAGAAAGAGGAGCGTGTCTCTGAACTGCGCCATCAACTCCAGTCTC 
5 GGCAGCAGCTCCGCTCCCGGCGCCACCCACCGACACCCCCAGAACCCTCTGGGG 
GCCTGCCCAGGGGACCCCCTGAGCCCCCCGACCGGCTTAGCTGTGATGGGAGTC 
GAGTGCATTTGCTTTATAAGTGAGGGTAGGGTGAGGGAGGACAGGCCAGTAGGG 
GGAGGGAAAGGGAGAGGGGAAGGGCAGGGGACTCAGGAAGCAGGGGGTCCCCA 
TCCCCAGCTGGGAAGAACATGCTATCCAATCTCATCTCTTGTAAATACATGTCCC 

1 0 CCTGTGAGTTCTGGGCTGATTTGGGTCTCTCATACCTCTGGGAAAC AGACCTTTTT 
CTCTCTTACTGCTTCATGTAATTTTGTATCACCTCTTCACAATTTAGTTCGTACCTG 
GCTTGAAGCTGCTCACTGCTCACACGCTGCCTCCTCAGCAGCCTCACTGCATCTTT 
CTCTTCCCATGCAACACCCTCTTCTAGTTACCACGGCAACCCCTGCAGCTCCTCTG 
CCTTTGTGCTCTGTTCCTGTCCAGCAGGGGTCTCCCAACAAGTGCTCTTTCCACCC 

1 5 CCAAAGGGGCCTCTCCTTTTCTCCACTGTCATAATCTCTTTCCATCTTACTTGCCC 
TTCTATACtTTCTCACATGTGGCTCCCCCTGAATTTTGCTTCCTTTGGGAGCTCATT 
CTTTTCGCCAAGGCTCACATGCTCCTTGCCTCTGCTCTGTGCACTCACGCTCAGCA 
CACATGCATCCTCCCCTCTCCTGCGTGTGCCCACTGAACATGCTCATGTGTACAC 
ACGCTTTTCCCGTATGCTTTCTTCATGTTCAGTCACATGTGCTCTCGGGTGCCCTG 

20 CATTCACAGCTACGTGTGCCCCTCTCATGGTCATGGGTCTGCCCTTGAGCGTGTTT 
GGGTAGGCATGTGCAATTTGTCTAGCATGCTGAGTCATGTCTTTCCTATTTGCACA 
■"( ; . •¥ GGTGGATGTTTATGGATGTACTTTCCCTGTGTAGCCTGGATGTACCTTGTGIACSTTT : ' 

' ,v-., ",v .;,<*: : 'TTGTTATGCAGTTTTGCCCAATTCATGT1^GGTGGGGGCATCCACACCGTGTCGTIV. = \ 
25 GTCACAGAATCTCCATTTCTGCTCAGATTCGCCCCATGTCCATTGCATTCATGTAC 
TACCCTCAGTCTACACTCACAATCATCTTCTCCCAAGACTGCTCCCTTTTGTTTTG 
TGTTTTTTTGAGGGGAATTAAGGAAAAATAAGTGGGGGCAGGTTTGGAGAGCTG 
CTTCCAGTGGATAGTTGATGAGAATCCTGACCAAAGGAAGGCACCCTTGACTGTT 
GGGATAGACAGATGGACCTATGGGGTGGGAGGTGGTGTCCCTTTCACACTGTGG 
30 TGTCTCTTGGGGAAGGATCTCCCCGAATCTCAATAAACCAGTGAACAGTGTGAAA 
AAACAAAACAAGGGGCGGCCGCCGATTATTG 

SEQ ID NO: 597 

>20284 BLOOD 1039926.6 X02488 gl 79595 Human collagen alpha-2 type I mRNA, 

35 complete cds, clone pHCOL2Al. 0 

GTGTCCCATAGTGTTTCCAAACTTGGAAAGGGCGGGGGAGGGCGGGAGGATGCG 
GAGGGCGGAGGTATGCAGACAACGAGTCAGAGTTTCCCCTTGAAAGCTCAAAAG 
TGTCCACGTCCTCAAAAAGAATGGAACCAATTTAAGAAGCCAGCCCCGTGGCCA 
CGTCCCTTCCCCCATTCGCTCCCTCCTCTGCGCCCCCGCAGGCTCCTCCCAGCTGT 

40 GGCTGCCCGGGCCCCCAGCCCCAGCCCTCCCATTGGTGGAGGCCCTTTTGGAGGC 
ACCCTAGGGCCAGGGAAACTTTTGCCGTATAAATAGGGCAGATCCGGGCTTTATT 
ATTTTAGCACCACGGCAGCAGGAGGTTTCGGCTAAGTTGGAGGTACTGGCCACG 
ACTGCATGCCCGCGCCCGCCAGGTGATACCTCCGCCGGTGACCCAGGGGGCTCTG 
CGACACAAGGAGTCTGCATGTCTAAGTGCTAGACATGCTCAGCTTTGTGGATACG 

45 CGGACTTTGTTGCTGCTTGCAGTAACCTTATGCCTAGCAACATGCCAATCTTTACA 
AGAGGAAACTGTAAGAAAGGGCCCAGCCGGAGATAGAGGACCACGTGGAGAAA 
GGGGTCCACCAGGCCCCCCAGGCAGAGATGGTGAAGATGGTCCCACAGGCCCTC 
CTGGTCCACCTGGTCCTCCTGGCCCCCCTGGTCTCGGTGGGAACTTTGCTGCTCAG 
TATGATGGAAAAGGAGTTGGACTTGGCCCTGGACCAATGGGCTTAATGGGACCT 
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AGAGGCCCACCTGGTGCAGCTGGAGCCCCAGGCCCTCAAGGTTTCCAAGGACCT 
GCTGGTGAGCCTGGTGAACCTGGTCAAACTGGTCCTGCAGGTGCTCGTGGTCCAG 
CTGGCCCTCCTGGCAAGGCTGGTGAAGATGGTCACCCTGGGAAAACCCGGACGA 
CCTGGTGAGAGAGGAGTTGTTGGACCACAGGGTGCTCGTGGTTTCCCTGGAACTC 
5 CTGGACTTCCTGGCTTCAAAGGCATTAGGGGACACAATGGTCTGGATGGATTGAA 
GGGACAGCCCGGTGCTCCTGGTGTGAAGGGTGAACCTGGTGCCCCTGGTGAAAA 
TGGAACTCCAGGTCAAACAGGAGCCCGTGGGCTTCCTGGTGAGAGAGGACGTGT 
TGGTGCCCGTGGCCCAGCTGGTGCCCGTGGCAGTGATGGAAGTGTGGGTCCCGTG 
GGTCCTGCTGGTCCCATTGGGTCTGCTGGCCCTCCAGGCTTCCCAGGTGCCCCTG 

1 0 GCCCC AAGGGTGAAATTGGAGCTGTTGGTAACGCTGGTCCTGCTGGTCCCGCCGG 
TCCCCGTGGTGAAGTGGGTCTTCCAGGCCTCTCCGGCCCCGTTGGACCTCCTGGT 
AATCCTGGAGCAAACGGCCTTACTGGTGCCAAGGGTGCTGCTGGCCTTCCCGGCG 
TTGCTGGGGCTCCCGGCCTCCCTGGACCCCGCGGTATTCCTGGCCCTGTTGGTGCT 
GCCGGTGCTACTGGTGCCAGAGGACTTGTTGGTGAGCCTGGTCCAGCTGGCTCCA 

1 5 AAGGAGAGAGCGGTAAC AAGGGTGAGCCCGGCTCTGCTTGGGCCCCAAGGTCCT 
CCTGGTCCCAGTGGTGAAGAAGGAAAGAGAGGCCCTAATGGGGAAGCTGGATCT 
GCCGGCCCTCCAGGACCTCCTGGGCTGAGAGGTAGTCCTGGTTCTCGTGGTCTTC 
CTGGAGCTGATGGCAGAGCTGGCGTCATGGGCCCTCCTGGTAGTCGTGGTGCAA 
GTGGCCCTGCTGGAGTCCGAGGACCTAATGGAGATGCTGGTCGCCCTGGGGAGC 

20 CTGGTCTCATGGGACCCAGAGGTCTTCCTGGTTCCCCTGGAAATATCGGCCCCGC 
TGGAAAAGAAGGTCCTGTCGGCCTCCCTGGCATCGACGGCAGGCCTGGCCCAAT 



: i .AGGCCGGACxGGTGATCCTGGGAAAAAGGGTGATAAAGGTGATGGTGGICl^GGT' 
r • ; GGOTGCTGGGGGTGCTC C AGGTGGTG ATGGAAAG AATGGTGCTCAGGGAGGTGCTG 

25 GACCACAGGGTGTTCAAGGTGGAAAAGGTGAACAGGGTCCCGCTGGTCCTCCAG 
GCTTCCAGGGTCTGCCTGGCCCCTCAGGTCCCGCTGGTGAAGTTGGCAAACCAGG 
AGAAAGGGGTCTCCATGGTGAGTTTGGTCTCCCTGGTCCTGCTGGTCCAAGAGGG 
GAACGCGGTCCCCCAGGTGAGAGTGGTGCTGCCGGTCCTACTGGTCCTATTGGAA 
GCCGAGGTCCTTCTGGACCCCCAGGGCCTGATGGAAACAAGGGTGAACCTGGTG 

30 TGGTTGGTGCTGTGGGCACTGCTGGTCCATCTGGTCCTAGTGGACTCCCAGGAGA 
GAGGGGTGCTGCTGGCATACCTGGAGGCAAGGGAGAAAAGGGTGAACCTGGTCT 
CAGAGGTGAAATTGGTAACCCTGGCAGAGATGGTGCTCGTGGTGCTCCTGGTGCT 
GTAGGTGCCCCTGGTCCTGCTGGAGCCACAGGTGACCGGGGCGAAGCTGGGGCT 
GCTGGTCCTGCTGGTCCTGCTGGTCCTCGGGGAAGCCCTGGTGAACGTGGTGAGG 

35 TCGGTCCTGCTGGCCCCAATGGATTTGCTGGTCCTGCTGGTGCTGCTGGTCAACCT 
GGTGCTAAAGGAGAAAGAGGAGCCAAAGGGCCTAAGGGTGAAAACGGTGTTGT 
TGGTCCCACAGGCCCCGTTGGAGCTGCTGGCCCAGCTGGTCCAAATGGTCCCCCC 
GGTCCTGCTGGAAGTCGTGGTGATGGAGGCCCCCCTGGTATGACTGGTTTCCCTG 
GTGCTGCTGGACGGACTGGTCCCCCAGGACCCTCTGGTATTTCTGGCCCTCCTGG 

40 TCCCCCTGGTCCTGCTGGGAAAGAAGGGCTTCGTGGTCCTCGTGGTGACCAAGGT 
CCAGTTGGCCGAACTGGAGAAGTAGGTGCAGTTGGTCCCCCTGGCTTCGCTGGTG 
AGAAGGGTCCCTCTGGAGAGGCTGGTACTGCTGGACCTCCTGGCACTCCAGGTCC 
TCAGGGTCTTCTTGGTGCTCCTGGTATTCTGGGTCTCCCTGGCTCGAGAGGTGAA 
CGTGGTCTACCAGGTGTTGCTGGTGCTGTGGGTGAACCTGGTCCTCTTGGCATTG 

45 CCGGCCCTCCTGGGGCCCGTGGTCCTCCTGGTGCTGTGGGTAGTCCTGGAGTCAA 
CGGTGCTCCTGGTGAAGCTGGTCGTGATGGCAACCCTGGGAACGATGGTCCCCCA 
GGTCGCGATGGTCAACCCGGACACAAGGGAGAGCGCGGTTACCCTGGCAATATT 
GGTCCCGTTGGTGCTGCAGGTGCACCTGGTCCTCATGGCCCCGTGGGTCCTGCTG 
GCAAACATGGAAACCGTGGTGAAACTGGTCCTTCTGGTCCTGTTGGTCCTGCTGG 
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TGCTGTTGGCCCAAGAGGTCCTAGTGGCCCACAAGGCATTCGTGGCGATAAGGG 
AGAGCCCGGTGAAAAGGGGCCCAGAGGTCTTCCTGGCTTAAAGGGACACAATGG 
ATTGCAAGGTCTGCCTGGTATCGCTGGTCACCATGGTGATCAAGGTGCTCCTGGC 
TCCGTGGGTCCTGCTGGTCCTAGGGGCCCTGCTGGTCCTTCTGGCCCTGCTGGAA 
5 AAGATGGTCGCACTGGACATCCTGGTACAGTTGGACCTGCTGGCATTCGAGGCCC 
TCAGGGTCACCAAGGCCCTGCTGGCCCCCCTGGTCCCCCTGGCCCTCCTGGACCT 
CCAGGTGTAAGCGGTGGTGGTTATGACTTTGGTTACGATGGAGACTTCTACAGGG 
CTGACCAGCCTCGCTCAGCACCTTCTCTCAGACCCAAGGACTATGAAGTTGATGC 
TACTCTGAAGTCTCTCAACAACCAGATTGAGACCCTTCTTACTCCTGAAGGCTCT 

1 0 AGAAAGAACCCAGCTCGCACATGCCGTGACTTGAGACTCAGCCACCCAGAGTGG 
AGCAGTGGTTACTACTGGATTGACCCTAACCAAGGGATGCACTATGGATGCTATC 
AAAGTATACTGTGATTTCTCTACTGGCGAAACCTGTATCCGGGCCCAACCTGAAA 
ACATCCCAGCCAAGAACTGGTATAGGAGCTCCAAGGACAAGAAACACGTCTGGC 
TAGGAGAAACTATCAATGCTGGCAGCCAGTTTGAATATAATGTAGAAGGAGTGA 

1 5 CTTCCAAGGAAATGGCTACCCAACTTGCCTTCATGCGCCTGCTGGCCAACTATGC 
CTCTCAGAACATCACCTACCACTGCAAGAACAGCATTGCATACATGGATGAGGA 
GACTGGCAACCTGAAAAAGGCTGTCATTCTACAGGGCTCTAATGATGTTGAACTT 
GTTGCTGAGGGCAACAGCAGGTTCACTTACACTGTTCTTGTAGATGGCTGCTCTA 
AAAAGACAAATGAATGGGGAAAGACAATCATTGAATACAAAACAAATAAGCCA 

20 TCACGCCTGCCCTTCCTTGATATTGCACCTTTGGACATCGGTGGTGCTGACCAGG 
AATTCTTTGTGGACATTGGCCCAGTCTGTTTCAAATAAATGAACTGAATCTAAAT 
TAAAAAAGAAAGAAATTTGAAAAAACTTTCT 

•I:T^ZACTGAAAGCTGAATGCTTC€A^TTCT ; TGTGGACATCTACTTGGTTA ; AATXpTG 
. JGGCAAAAGAGAAAAAGAAGGATTGATGAGAGeATTGTGCAATAGAGTTTCAXTA 

25 ACTCCTTCCCCCGCTCCCCCAAAAATTTGAATTTTTTTTTCAACACTCTTACACCT 
GTTATGGAAAATGTCAACCTTTGTAAGAAAACCAAAATAAAAATTGAAAAATAA 
AAACCATAAACATTTGCACCACTTGTGGCTTTTGAATATCTTCCACAGAGGGAAG 
TTTAAAACCCAAACTTCCAAAGGTTTAAACTACCTCAAAACACTTTCCCATGAGT 
GTGATCCACATTGTTAGGTGCTGACCTAGACAGAGATGAACTGAGGTCCTTGTTT 

30 TGTTTTGTTCATAATACAAAGGTGCTAATTAATAGTATTTCAGATACTTGAAGAA 
TGTTGATGGTGCTAGAAGAATTTGAGAAGAAATACTCCTGTATTGAGTTGTATCG 
TGTGGTGTATTTTTTAAAAAATTTGATTTAGCATTCATATTTTCCATCTTATTCCCA 
ATTAAAAGTATGCAGATTATTTGCCCAAAGTTGTCCTCTTCTTCAGATTCAGCATT 
TGTTCTTTGCCAGTCTCATTTTCATCTTCTTCCATGGTTCCACAGAAGCTTTGTTTC 

35 TTGGGCAAGCAGAAAAATTAAATTGTACCTATTTAAACATCTCACATATACAAAA 
TAGGTACAATGTTTAAATAAATTGTGAAAAAAATGAAATAAAGCATGTTTGGTTT 
TCCAAAAGAAAAAAAAAAAAAAAGGGCG 

SEQ ID NO: 598 

40 >20804 BLOOD 1 095729. 1 D29990 g484049 Human mRNA for cationic amino acid 
transporter 2, complete cds. 0 

GAATTCCGGCTCTCAAATTTTCTATAGAATCAAGATAGAACCTTTAGATGTCTCA 
CCACGAAACTAGCAACTGGAATGAAGATAGAAACAAGTGGTTATAACTCAGACA 
AACTAATTTGTCGAGGGTTTATTGGAACACCTGCCCCACCGGTTTGCGACANAAG 
45 TTTCTCCTGTCGCCTTCGTCAGACGTCAGAATGATTCCTTGCAGAGCCGCGCTGA 
CCTTTGCCCGATGTCTGATCCGGAGAAAAATCGTGACCCTGGACAGTCTAGAAGA 
CACCAAATTATGCCGCTGCTTATCCACCATGGACCTCATTGCCCTGGGCGTTGGA 
AGCACCCTTGGGGCCGGGGTTTATGTCCTCGCTGGGGAGGTGGCCAAGGCAGAC 
TCGGGCCCCAGCATCGTGGTGTCCTTCCTCATTGCTGCCCTGGCTTCAGTGATGGC 
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TGGCCTCTGCTATGCCGAATTTGGGGCCCGTGTTCCCAAGACGGGGTCTGCATAT 
TTGTACACCTACGTGACTGTCGGAGAGCTGTGGGCCTTCATCACTGGCTGGAATC 
TCATTTTATCGTATGTGATAGGTACATCAAGTGTTGCAAGAGCCTGGAGTGGCAC 
CTTTGATGAACTTCTTAGCAAACAGATTGGTCAGTTTTTGAGGACATACTTCAGA 
5 ATGAATTACACTGGTCTTGCAGAATATCCCGATTTTTTTGCTGTGTGCCTTATATT 
ACTTCTAGCAGGTCTTTTGTCTTTTGGAGTAAAAGAGTCTGCTTGGGTGAATAAA 
GTCTTCACAGCTGTTAATATTCTCGTCCTTCTGTTTGTGATGGTTGCTGGGTTTGT 
GAAAGGAAATGTGGCAAACTGGAAGATTAGTGAAGAGTTTCTCAAAAATATATC 
AGCAAGTGCCAGAGAGCCACCTTCTGAAAACGGAACAAGTATCTATGGGGCTGG 

1 0 TGGCTTTATGCCTTATGGCTTT ACGGGAACGTTGGCTGGTGCTGCAACTTGCTTTT 
ATGCCTTTGTGGGATTTGACTGCATTGCAACAACTGGTGAAGAAGTTCGGAATCC 
CCAGAAAGCTATTCCCATTGGAATTGTGACGTCTTTGCTTGTTTGCTTTATGGCCT 
ATTTTGGGGTCTCTGCAGCTTTAACACTTATGATGCCGTACTACCTCCTCGATGAA 
AAAAGCCCCCTTCCTGTAGCGTTTGAATATGTGGGATGGGGTCCTGGCAAATATG 

1 5 TCGTCGCAGCTGGTTCTCTCTGCGCCTTGTCAACAAGTCTTCTTGGATCCATTTTC 
CCAATGCCTCGTGTAATCTATGCTATGGCGGAGGATGGGTTGCTTTTCAAATGTC 
TAGCTCAAATCAATTCCAAAACGAAGACACCAATAATTGCTACTTTATCATCGGG 
TGCAGTGGCAGCTTTGATGGCCTTTCTGTTTGACCTGAAGGCGCTTGTGGACATG 
ATGTCCATTGGCACACTCATGGCCTACTCTCTGGTGGCAGCCTGTGTTCTCATCCT 

20 CAGGTACCAGCCTGGCTTATCTTACGACCAGCCCAAATGTTCTCCTGAGAAAGAT 
GGTCTGGGATCGTCTCCCAGGGTAACCTCGAAGAGTGAGTCCCAGGTCACCATGC 
i •• i vTGGAGAGACAGGGCTTGAGGATGGGGACCCTGTTCTGCCCCTCCGTT.GTGGGAAC 
: . : y. V r.' " AG AGC AGTC AGCTTCTCTCGTGAGGT1/TG.TGGTAGGATTCCT AGCTTTGG-'IGGTGT . . : 
■c s ; L \ TGGGCCTGAGTGTCTTGAGGAGTSrACGGAGTTGATGGGATCACCAGGCTGGAGGC ! : 

25 CTGGAGCCTCGCTGTCCTCGCGCTGTTTCTTGTTCTCTTCGTTGCCATCGTTCTCAC 
CATCTGGAGGCAGCCCCAGAATCAGCAAAAAGTAGCCTTCATGGTTCCATTCTTA 
CCATTTTTGCCAGCGTTCAGCATCTTGGTGAACATTTACTTGATGGTCCAGTTAAG 
TGCAGACACTTGGGTCAGATTCAGCATTTGGATGGCAATTGGCTTCCTGATTTAC 
TTTTCTTATGGCATTAGACACAGCCTGGAGGGTCATCTGAGAGATGAAAACAATG 

30 AAGAAGATGCTTATCCAGACAACGTTCATGCAGCAGCAGAAGAAAAATCTGCCA 
TTCAAGCAAATGACCATCACCCAAGAAATCTCAGTTCACCTTTCATATTCCATGA 
AAAGACAAGTGAATTCTAACACTTGCAGGAGCAGAGCTGGTCATCGTCTTAGCA 
TACATATCCTACACTGAGTAAACCGTAACGGGATGTCATCAGCATGCTGGGTTGT 
CATGGGTTTGCTGCATACATAGTTCACCCTAATTTATACTTACTCATCTGGACAGC 

35 ATCTCCTCAGATGGTGAATTATGTGCACGGGGAAACCTCCTGAGTGGAAGTTTCA 
TTCATCAGTGATGAATAGCCCCCAAACAGTGGGAN^^ 

TTTACTATTATTGTGTTACATTTTTCCAGTGTCGTCATTAATCGGTGGCATATACT 
GCACATACTGAAATAGAGCGAAATCACTGAATGTTAAGAGGTTCATCTAT 

40 

SEQ ID NO: 599 

>20816 BLOOD 1 102307.12 M14058 gl79643 Human complement Clr mRNA, complete 
cds. 0 

CTTTTGTTTATGCAAATAGTTCATTCCCTCCAACATTCCTCCGGGAATGGTCCCCC 
45 CTCCACTCCACAGAAAACCCTCCCCTCCCTGCTGTGCATGACGCGGGCTCCCTCT 
GCACACAGTGCACGAAGACGCTGTCGGGAGAGCCCAGGATTCAACACGGGCCTT 
GAGAAATGTGGCTCTTGTACCTCCTGGTGCCGGCCCTGTTCTGCAGGGCAGGAGG 
CTCCATTCCCATCCCTCAGAAGTTATTTGGGGAGGTGACTTCCCCTCTGTTCCCCA 
AGCCTTACCCCAACAACTTTGAAACAACCACTGTGATCACAGTCCCCACGGGATA 
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CAGGGTGAAGCTCGTCTTCCAGCAGTTTGACCTGGAGCCTTCTGAAGGCTGCTTC 
TATGATTATGTCAAGATCTCTGCTGATAAGAAAAGCCTGGGGAGGTTCTGTGGGC 
AACTGGGTTCTCCACTGGGCAACCCCCCGGGAAAGAAGGAATTTATGTCCCAAG 
GGAACAAGATGCTGCTGACCTTCCACACAGACTTCTCCAACGAGGAGAATGGGA 
5 CCATCATGTTCTACAAGGGCTTCCTGGCCTACTACCAAGCTGTGGACCTTGATGA 
ATGTGCTTCCCGGAGCAAATCAGGGGAGGAGGATCCCCAGCCCCAGTGCCAGCA 
CCTGTGTCACAACTACGTTGGAGGCTACTTCTGTTCCTGCCGTCCAGGCTATGAG 
CTTCAGAAAGACAGGCATTCCTGCCAGGCTGAGTGCAGCAGCGAGCTGTACACG 
GAGGCATCAGGCTACATCTCCAGCCTGGAGTACCCTCGGTCCTACCCCCCTGACC 

1 0 TGCGCTGCAACTACAGC ATCCGGGTGGAGCGGGGCCTCACCCTGC ACCTC AAGTT 
CCTGGAGCCTTTTGATATTGATGACCACCAGCAAGTACACTGCCCCTATGACCAG 
CTACAGATCTATGCCAACGGGAAGAACATTGGCGAGTTCTGTGGGAAGCAAAGG 
CCCCCCGACCTCGACACCAGCAGCAATGCTGTGGATCTGCTGTTCTTCACAGATG 
AGTCGGGGGACAGCCGGGGCTGGAAGCTGCGCTACACCACCGAGATCATCAAGT 

1 5 GCCCCCAGCCCAAGACCCTAGACGAGTTCACCATCATCCAGAACCTGCAGCCTCA 
GTACCAGTTCCGTGACTACTTCATTGCTACCTGCAAGCAAGGCTACCAGCTCATA 
GAGGGGAACCAGGTGCTGCATTCCTTCACAGCTGTCTGCCAGGATGATGGCACGT 
GGCATCGTGCCATGCCCAGATGCAAGATCAAGGACTGTGGGCAGCCCCGAAACC 
TGCCTAATGGTGACTTCCGTTACACCACCACAATGGGAGTGAACACCTACAAGGC 

20 CCGTATCCAGTACTACTGCCATGAGCCATATTACAAGATGCAGACCAGAGCTGGC 
AGCAGGGAGTCTGAGCAAGGGGTGTACACCTGCACAGCACAGGGCATTTGGAAG 
<:•"' i i ' AAIGAACAGAAGGGAGAGAAGATTCCTGGGTGCTTGCCAGTGTGTGGGAAGCeC 
ACC f j'GTGAACGCGGTGGAAGAGAGGGAGCGGATGATGGGAGGGGAAAA^GGCAAGAT- *; 
•<. ' • GGGCAACTTGCCGTGGGAGGTGT'TGACCAACATGGACGGGGACGGGGGCGGGGC C 

25 CCTGCTGGGCGACCGCTGGATCCTCACAGCTGCCCACACCCTGTATCCCAAGGAA 
CACGAAGCGCAAAGCAACGCCTCTTTGGATGTGTTCCTGGGCCACACAAATGTG 
GAAGAGCTCATGAAGCTAGGAAATCACCCCATCCGCAGGGTCAGCGTCCACCCG 
GACTACCGTCAGGATGAGTCCTACAATTTTGAGGGGGACATCGCCCTGCTGGAGC 
TGGAAAATAGTGTCACCCTGGGTCCCAACCTCCTCCCCATCTGCCTCCCTGACAA 

30 CGATACCTTCTACGACCTGGGCTTGATGGGCTATGTCAGTGGCTTCGGGGTCATG 
GAGGAGAAGATTGCTCATGACCTCAGGTTTGTCCGTCTGCCCGTAGCTAATCCAC 
AGGCCTGTGAGAACTGGCTCCGGGGAAAGAATAGGATGGATGTGTTCTCTCAAA 
ACATGTTCTGTGCTGGACACCCATCTCTAAAGCAGGACGCCTGCCAGGGGGATA 
GTGGGGGCGTTTTTGCAGTAAGGGACCCGAACACTGATCGCTGGGTGGCCACGG 

35 GCATCGTGTCCTGGGGCATCGGGTGCAGCAGGGGCTATGGCTTCTACACCAAAGT 
GCTCAACTACGTGGACTGGATCAAGAAAGAGATGGAGGAGGAGGACTGAGCCC 
AGAATTCACTAGGTTCGAATCCAGAGAGCAGTGTGGAAAAAAAAAACAAAAAA 
CAACTGACCAGTTGTTGATAACCACTAAGAGTCTCTATTAAAATTACTGATGCAG 
AAAGACCGTGTGTGAAATTCTCTTTCCTGTAGTCCCATTGATGTACTTTACCTGAA 

40 ACAACCCAAAGGGCCCCTTTCTTTCTTCTGAGGATTGCAGAGGATATAGTTATCA 
ATCTCTAGTTGTCACTTTCCTCTTCCACTTTGATACCATTGGGTCATTGAATATAA 
CTTTTTCCAAATAAAGTTTTATGAGAAATGCCTTATATTTTGTATTTCCTGTTTCTA 
TTGCATGTAATAGACAACTTTCTCCACATCAAACATCACCATGTNTTTTTATAAA 
GTCACAGAATAAAATTTCTTGATATTGATGAAATTGTTCCTTAAGCAAGGAATAC 

45 CAATTTCCGCAACGTTGGATTCAGTCCCCTTATGTCTTCTAAAAGCTATAGTTTAT 
ACACTATTTTCAAGCTTAAATTGATTCTACAGGTTTAAAGTGTTGGAAAAAATTT 
GTCTGAAACATTTCATAATTTGTTTCCAGCATGAGGTATCTAAAGGATTTAGACC 
AGAGGTCTAGATTAAATAACTCTATTTTTAACATTTTAAAACCTTTTATTATTAAG 
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TTCTTTACATTAAAACCATTTNCTTTGTNTAACTTCTTCTTNNCCATCATTGTTTAA 
CTTGGGATTAANATTTNGTNTTTAGGTNGGGAAAANATNAGGGGCTTTTGT 

SEQ ID NO: 600 

5 >20825 BLOOD 1000084.27 AF022375 g3719220 Human vascular endothelial growth 
factor mRNA, complete cds. 0 

AAGGCCCTTCGGGGCCGGCCACCCTTTCACTACTTCTCCCCCGGACTCCTTGGTA 

GTCTGTTAGTGGGAGATCCTTGTTGCCGTCCCTTCGCCTCCTTCACCGCCGCAGAC 

CCCTTCAAGTTCTAGTCATGCGTGAGTGCATCTCCATCCACGTTGGCCAGGGCTG 

1 0 GTGTCCAGATTGGGCAATGCCTGCTGGGAGCTCTACTGCCTGGAACACGGC ATCC 
AGCCCGATGGCCAGATGCCAAGTGACAAGACCATTGGGGGAGGAGATGATTCCT 
TCAACACCTTCTTCAGTGAAACGGGTGCTGGCAAGCATGTGCCCCGGGCAGTGTT 
TGTAGACTTGGAACCCACAGTCATTGATGAAGTTCGCACTGGCACTTACCGCCAG 
CTCTTCCACCCTGAGCAACTCATCACAGGCAAGGAAGATGCTGCCAATAACTATG 

1 5 CCCGAGGGCACTACACCATTGGCAAGGAGATCATTGACCTCGTGTTGGACCGAA 
TTCGCAAGCTGGCTGACCAGTGCACCGGTCTTCAGGGCTTCTTGGTTTTCCACAG 
CTTTGGTGGGGGAACTGGTTCTGGGTTCACCTCGCTGCTCATGGAACGTCTCTCA 
GTTGATTATGGCAAGAAGTCCAAGCTGGAGTTCTCCATTTACCCGGCGCCCCAGG 
TTTCCACAGCTGTAGTTGAGCCCTACAACTCCATCCTCACCACCCACACCACCCT 

20 GGAGCACTCTGATTGTGCCTTCATGGTAGACAATGAGGCCATCTATGACATCTGT 
CGTAGAAACCTCGATATCGAGCGCCCAACCTACACTAACCTTAACCGCCTTATTA 
- • ; .GGCAGATTGTGTCGTCGATCAGTGGTTCCeTGAGATTTGATGGAGCCGTGAATGTT--' 
. W= t >«s; : ; GACGTGACAGAAT«TGCAGAGCAA.GGTGGTGCCCTA®CGCCGCATCCAGTTCCOTG. s . ■■ 
• TGGGCAGATATGGGGGTGl-GATGTGTGCTGAGAAAGGCTACCATGAAGAGC^TTG. ! : 

25 TGTAGCAGAGATCACCAATGCTTGCTTTGAGCCAGCCAACCAGATGGTGAAATGT 
GACCCTCGCCATGGTAAATACATGGCTTGCTGCCTGTTGTACCGTGGTGACGTGG 
TTCCCAAAGATGTCAATGCTGCCATTGCCACCATCAAAACCAAGCGCAGCATCCA 
GTTTGTGGATTGGTGCCCCACTGGCTTCAAGGTTGGCATCAACTACCAGCCTCCC 
ACTGTGGTGCCTGGTGGAGACCTGGCCAAGGTACAGAGAGCTGTGTGCATGCTG 

30 AGCAACACCACAGCCATTGCTGAGGCCTGGGCTCGCCTGGACCACAAGTTTGAC 
CTGATGTATGCCAAGCGTGCCTTTGTTCACTGGTACGTGGGTGAGGGGATGGAGG 
AAGGCGAGTTTTCAGAGGCCCGTGAAGATATGGCTGCCCTTGAGAAGGATTATG 
AGGAGGTTGGTGTGGATTCTGTTGAAGGAGAGGGTGAGGAAGAAGGAGAGGAA 
TACTAATTATCCATTCCTTTTGGCCCTGCAGCATGTCATGCTCCCAGAATTTCAGC 

35 TTCAGCTTAACTGACAGACGTTAAAGCTTTCTGGTTAGATTGTTTTCACTTGGTGA 
TCATGTCTTTTCCATGTGTACCTGTAATATTTTTCCATCATATCTCAAAGTAAACT 
TTGTCGTTGTTTAAAAATAAATATGTACTACGGAATATCTCGAAAAACTGCACTA 
GAGACAAAGACGTGATGTTAATATCTTTTCCCCACAATTATTACGGATAAACAGT 
AGCACCAATAAATAAATGATAACAAATATTAAAATTAAAAAAGGAGAGAGATTT 

40 AGTATGTAGAATTCTCTATTTTTTCTTGTTTTGTTTTTACATATAAAAAACAGAAT 
AGCAATGTCTATTTTATCAGAATCACATATATACATAAACATATGTATATATATA 
TACACACAAATACAAGTTGCCAAATATATATATAGTATGTAGATGTATATTGAAA 
CCTTATTTCAAAGGAATGTGTGCTGGGGAGCCAGGGGATCGGGGAGGGCAGAGC 
TGAGTGTTAGCAAAATTAAATATCTGTTCAAGATAAGCTAGTGACTGTCACCGAT 

45 CAGGGAGAGAGAGATTGGAAACATGAATTTTATATACAAAAACCGGTACAAATA 
AGAGAGCAAGAGAGAGCAAAAGATACATCTCATAAATAGTTGAAATTAAATATT 
AACCAAGAATACTGAAAAAAAAACCCTACTCTTTAATTAAATTAACTGTTTTAAT 
TTCTAATTAAAAAGGGATATTAAATAAGTACCGTATATAAAACACTTTCTCTTTT 
CTCTGCCTCCACAATGGGCACGTGGATCCTGCCCTGTCTCTCTGGTCCTTCCCTTC 
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CCTTCCCGAGGCACAGAGAGACAGGGCAGGATCCACGTGCCCATTGTGGAGGGA 
AGGGAAGGACCAGGGGATGGAGGAAGGTCAACCACTCACACACACACAACCAG 
GTCTCCTGGGGGGACAGAACTAGTGGTTTCAATGGTGTGAGGACATAGGTCCTTT 
TAGGCTGCATCCCAGGAAGGGGAGCAGGAAGAGGATGAGGGCGAGTCCCAGGA 
5 AGGGGAGCTGTCATGGGCTGCTTCTTCCAACAATGTGTCTCTTCTCTTCGCCGGG 
ACATCTGCCAGTGGTCTCCTGGGCAACTCAGAAGCAGGTGAGAGTAAGCGAAGG 
CCGCCCAGGCTCCTGAATCTTCCAGGCAGTGCCCCTGGGGGCGAGATGCGCGTGC 
AGCATGTGGAGGGAATCCCCAAAGCACAGCAATGTCCTGAAGCTCCCCAAACTC 
CTGGTCAGAGCCGGTGTCCTCATCCCTGTACCTGTGATCTGTCTTTCTGTCCGTCT 

1 0 GACCTGGGGTAGAGAGGCTCAGCGCCAGGGCTGGGTTTGTCGGTGTTCCCAAAA 
CTGGGTCATATTTGCCCCCATGCCCTGGCCTTGCACATTCCTGGGCAGGGGAGAG 
GACCCTGGCCCCACCAAGTGGGACAAAAAAAAGATCATGCCAGAGTCTCTCATC 
TCCTCCTCTTCCCTGTCAGGATCTGAGTGGGAACATTCCCCTCCCAACTCAAGTCC 
ACAGCAGTCAAATACATCCAGTGAAGACACCAATAACATTAGCACTGTTAATTTA 

1 5 AAAAAAGAATATATATATTTTATATATATAAAATAGAGATATTTATTTTTATATA 
TATATAATATATATATATATAAATGTATGTATGTGGGTGGGTGTGTCTACAGGAA 
TCCCAGAAATAAAACTCTCTAATCTTCCGGGCTCGGTGATTTAGCAGCAAGAAAA 
ATAAAATGGCGAATCCAATTCCAAGAGGGACCGTGCTGGGTCACCCGCCCGGGA 
ATGCTTCCGCCGGAGTCTCGCCCTCCGGACCCAAAGTGCTCTGCGCAGAGTCTCC 

20 TCTTCCTTCATTTCAGGTTTCTGGATTAAGGACTGTTCTGTCGATGGTGATGGTGT 
GGTGGCGGCAGCGTGGTTTCTGTATCGATCGTTCTGTATCAGTCTTTCCTGGTGAG 

■ ' . i : AGATGT.GGTTGGCGAAACCCTGAGGGAGGC-rGGTTCCTCCTGCCCGGGTGACCGC C; 
■x ' v a* GTGGGCTTGTCAGA^GTGCAAGTAGGTTGGT^XAAGTGAAGGTGCCTCGCGTTGCA ; 

uiACGGGASTCTGTGE^^ 
25 aaatggtttctccgctctgagcaaggcccacagggattttcttgtcttgctctatc. 
tttctttggtctgcattcacatttgttgtgctgtaggaagctcatctctcctatgt 
gctggccttggtgaggtttgatccgcataatctgcatggtgatgttggactcctc 

AGTGGGCACACACTCCAGGCCCTCGTCATTGCAGCAGCCCCCGCATCGCATCAGG 
GGCACACAGGATGGCTTGAAGATGTACTCGATCTCATCAGGGTACTCCTGGAAG 

30 ATGTCCACCAGGGTCTCGATTGGATGGCAGTAGCTGCGCTGATAGACATCCATGA 
ACTTCACCACTTCGTGATGATTCTGCCCTCCTCCTTCTGCCATGGGTGCAGCCTGG 
GACCACTTGGCATGGTGGAGGTAGAGCAGCAAGGCAAGGCTCCAATGCACCCAA 
GACAGCAGAAAGTTCATGGTTTCGGAGGCCCGACCGGGGCCGGCGCGGCTCGCG 
CTCCCTCTCCGGCTCGGGCTGTGGGGCGGCCCGCTCTCCTCGGCGCCTCGGCGAG 

35 CTACTCTTCCTCCCCGGCCCGAGGCCCGGGCCAGGGCCTGGGGAGCGCGCGCGG 
CTGGAGCACTGTCTGCGCACACCGCCGCCTCACCCGTCCATGAGCCCGGCTTCCG 
AGCGCCGAGTCGCCACTGCGGCCCCCTCTCCTCTTCCTTCTCTTCTTCCTCCTCCC 
CCTCCTCCGGCTGCGGCTCCTCCCGGCCCGAGCTAGCACTTCTCGCGGCTCCGCT 
CGGCTCGGCTTCCCCCGCGCGGACCACGGCTCCTCCGAAGCGAGAACAGCCCAG 

40 AAGTTGGACGAAAAGTTTCAGTGCGACGCCGCGAGCCCCGACCCCCTCCACCCC 
GCCTCCGGGCGCGGGCTCCGGCCCCTGCCCGCGGCTCGCCGCCGCGTCCACTGTC 
CGCCGCCGGCCGGGGAGGAGGTGGTAGCTGGGGCTGGGGGCGGNNMsINNNNNN 
NNN>MNNNNNNNCGCGACTGGTCAGCTGCGGGATCCCAAGGGGGAGGGCTCAC 
GCCGCGCTCCGGCGGTCACCCCCAAAAGCAGGTCACTCACTTTGCCCCTGTCGCT 

45 TTCGCTGCTCGCACGCCCGCGCGCTCTCTCTGACCCCGTCTCTCTCTTCCTCGACT 
TCTCTCTGGAGCTCTTGCTACCTCTTTCCTCTTTCTGCTGGTTTCCAAAATCCACA 
GTGATTTGGGGAAGTAGAGCAATCTCCCCAAGCCGTCGGCCCGATTCAAGTGGG 
GAATGGCAAGCAAAAATAAATTAAAACGAGAAACAATACAGTTTTAAAAAAAA 
ATGTTTAAGAAAAAAGAAGAGGGATAAAACCCGGATCAATGAATATCAAATTCC 
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AGCACCGAGCGCCCTGGCCGGTGAGTCCGCTGACCGGTCCACCTAACCGCTGCG 

CCTCCCGACAGAGCGCTGGTGCTAGCCCCCAGCGCCACGACCTCCGAGCTACCCG 

GCTGCCCCAAG 

5 SEQ ID NO: 601 

>20881 BLOOD GB_R98877 gi|985478|gb|R98877|R98877 yq67f04.rl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE:200863 5' similar to contains Alu 
repetitive element;, mRNA sequence [Homo sapiens] 

GCTTTTATACACAACGTTTTTGTTAGGCATCACAGTTTTGCAACCTCTGCTCCAAA 
1 0 GAGAAAC ATAGAATGAGTTTTCTTTCTTTTTTTTTTTTTTGGAGTC AGAGTCTCGC 
TCTCTTGTCCAGGNTGGAGTGCAATAGCGCGATCTGGGCTCACTGCAACCTCCGC 
CTCCCTGGTTCAAGCAATTCTCCTGCCTTGCCTCCTGAGTAGCTGGGATTACAGG 
CGTGTGTCACCACGCTTCGGCTAATTTTTGTATTTTTAGTAGAGGCAGGGTTTCAC 
CATGTCAAGCTGGTTCTTNGGACTCCCTGACGTCGTGATCCACCCGCCTTNGCCTT 
1 5 CCCAAAGTACTGGGGATTACAGGTNTGACATCTTTTNGCCCGNTCCGTTTTTCTTN 
AAAGTNGAGGCTTTAAATTTCTNGAACTCTTAGGTGNATTTCAT 

SEQ ID NO: 602 

>20921 BLOOD 478620.65 S62138 g386158 TLS/CHOP=hybrid gene {translocation 

20 breakpoint} [Human, myxoid liposarcomas cells, mRNA Mutant, 1682 nt]. 0 

GAATTCCAGGCGTCGGTGCTCAGCGGTGTTGGAACTTCGTTGGCTTGCTTGCCTG 
■ : • v IGGGGGCGTGCGCGGAG ATGGGCTG AAAGGGTAGATTATACCCAAOAAGGAACO :': ' 
■■■■ ( ■■: ■% CAAAGCTATGGGGCGTACGCGAGCCAGGGGGGGGAGGGCTATTGGGAGGAGAGG.,' 
V • >t r'AGTG^iGCCCTAGGGACAGGAGAGTGTACAGTGGTTATAGCCAGTCGACGGACAGT- • - 

,25 viTGAGGCTATGGCCAGAGCAGCTATTCTTCTTATGGCCAGAGCGAGAAGACAGGCT 
ATGGAACTCAGTCAACTCCCCAGGGATATGGCTCGACTGGCGGCTATGGCAGTA 
GCCAGAGCTCCCAATCGTCTTACGGGCAGCAGTCCTCCTATCCTGGCTATGGCCA 
GCAGCCAGCTCCCAGCAGCACCTCGGGAAGTTACGGTAGCAGTTCTCAGAGCAG 
CAGCTATGGGCAGCCCCAGAGTGGGAGCTACAGCCAGCAGCCTAGCTATGGTGG 

30 ACAGCAGCAAAGCTATGGACAGCAGCAAAGCTATAATCCCCCTCAGGGCTATGG 
ACAGCAGAACCAGTACAACAGCAGCAGTGGTGGTGGAGGTGGAGGTGGAGGTG 
GAGGTAACTATGGCCAAGATCAATCCTCCATGAGTAGTGGTGGTGGCAGTGGTG 
GCGGTTATGGCAATCAAGACCAGAGTGGTGGAGGTGGCAGCGGTGGCTATGGAC 
AGCAGGACCGTGGAGGCCGCGGCAGGGGTGGCAGTGGTGGCGGCGGGGCGGCG 

35 GCGGTGGTGGTTACAACCGCAGCAGTGGTGGCTATGAACCCAGAGGTCGTGGAG 
GTGGCCGTGGAGGCAGAGGTGGCATGGGCGGAAGTGACCGTGGTGGCTTCAATA 
AATTTGGTGTGTTCAAGAAGGAAGTGTATCTTCATACATCACCACACCTGAAAGC 
AGATGTGCTTTTCCAGACTGATCCAACTGCAGAGATGGCAGCTGAGTCATTGCCT 
TTCTCCTTCGGGACACTGTCCAGCTGGGAGCTGGAAGCCTGGTATGAGGACCTGC 

40 AAGAGGTCCTGTCTTCAGATGAAAATGGGGGTACCTATGTTTCACCTCCTGGAAA 
TGAAGAGGAAGAATCAAAAATCTTCACCACTCTTGACCCTGCTTCTCTGGCTTGG 
CTGACTGAGGAGGAGCCAGAACCAGCAGAGGTCACAAGCACCTCCCAGAGCCCT 
CACTCTCCAGATTCCAGTCAGAGCTCCCTGGCTCAGGAGGAAGAGGAGGAAGAC 
CAAGGGAGAACCAGGAAACGGAAACAGAGTGGTCATTCCCCAGCCCGGGCTGG 

45 AAAGCAGCGCATGAAGGAGAAAGAACAGGAGAATGAAAGGAAAGTGGCACAGC 
TAGCTGAAGAGAATGAACGGCTCAAGCAGGAAATCGAGCGCCTGACCAGGGAA 
GTAGAGGCGACTCGCCGAGCTCTGATTGACCGAATGGTGAATCTGCACCAAGCA 
TGAACAATTGGGAGCATCAGTCCCCCACTTGGGCCACACTACCCACCTTTCCCAG 
AAGTGGCTACTGACTACCCTCTCACTAGTGCCAATGATGTGACCCTCAATCCCAC 
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ATACGCAGGGGGAAGGCTTGGAGTAGACAAAAGGAAAGGTCTCAGCTTGTATAT 
AGAGATTGTACATTTATTTATTACTGTCCCTATCTATTAAAGTGACTTTCTATGAG 
CCAAGGTCTTTTACTTTTTCTTCTTGCCTTTAGGGGCTTCAGGGGGTTTCCCCTCA 
GCTACAGCCAACTGTTTCTTTAGATCCAAGAGTTTCGCCACCTCCGCAGCAACCT 
5 CGTTCTTGTCTGCCTTTTGTGCTTTCAGTTCTCGGACAATGTTTCCCTAAGATAAA 
GGGGGGTGGGGAGGTAACAGTGAGGCAAGAAAAAGATCTATTTAGGATTCAGCT 
TGTCCAGTCTCCCACAGGGCTTAAGCTTCATACTTGTTTTGTCACTTCATCCATCA 
GCGCTTGTATCTGCTGTGGCTTGGCTGTTGTAACAGTCTCTACAACTGCTGGCTTC 
GGGGACGTTTTGCCTGGAGAACAACAAAGTTATCACCAGCAACCATAAATATCC 

1 0 CCTAACCTCC AGTTTTATACAGCATCTCAGAGGGAAAGTGGTTACCTTTAAGTCG 
AAGGTCTCTTCTAGTTAAGACAGGAAAGAAAAACTGTAAGTGAGGAAGCGGCAG 
GGCCAAAAGATGGAAAGAGTGATGGGTGAGGACTACTTAGGGAAATTAGGGAA 
GTGATGCTGTGGCTGTTGTGGAGCGAGGGCACAGCCTTTAGCTTTCTCACCTGGC 
CCCCTCCAAAGCGCTGCCTTAAACTTTCAATCTGGTCATTTTCCAATTTTTGGAAC 

1 5 AAGGGACTGACCTGTAAAAAAAGAGTTCCAGAATCATCTACTGATTGGATACAG 
ACTCTACCATAGACTATACAGATGACCTCTCCAACCCCAATCTCTGATGTGTTTTA 
GAAAGAACGAGCTTAACACTGAGCTAATATCTGCTGATTTTAGGAAATTAGCTGT 
AGCTTTCCCTGTGAAACCCCAAATAATTTGTAGGGTCAAAGATTCTTTAAGCTCT 
CTAAGGATGCTAGGCTGATCCAGAAGTTTAGCAATGTACTTACTTTTTCATTTTGT 

20 GTCAAAGAGGAAATGGCTTTCCTGTATTTTCCCTGCCCACTATCTGCTAGCATTAT 
GGAGACTAGGTGATCACAGTGTTTCTTCAAATATGTGTTTACCAGTTAGTTTTGTG 
' A . , •« . -v TGCCAGGTTCTGGTTTCTGGeATGAAGAACAATGAAGATGTAC AGAT AATTCCGG 
; . -!•• .x ■vACTTGTGAACGACXACCAAGGAGTT'TATATCAGAAACTTAGGAGTCGGATGACCA 
: i. :• ' €< ■■ • AAGTAAGAGTGGAGAGAfrGTTAGGTCTTCTCTCACGGAGTCCAA:AAGGvrGGATGG 

25 CAAGAGTATCAATTTTAAGAGAGGCTGGCTCTTCCACCTACTGTGCCAATCTGGT 
GTCCTGCTGGTAAGGTACACAGGAAGTTTGTCAGCAGGATACTGCAGGCTGGAG 
GTGGGAGCTGCAGCTGGGCCTGGATTGTGGCACTAACCGTGGGCATGTAAGGCT 
GAAG 

30 SEQ ID NO: 603 

>20929 BLOOD 896499.1 X601 1 1 g34768 Human mRNA for MRP-1 . 0 
AAGTGCAGGAAGCGCTTGGGGACTGCCCAGCCCTCAGCTGTGTTATTATTCGGTG 
ATAGGTATTTGCTAATTACTTCCAAAAGCCTCCCATCTGTCATCCCACCCAGACT 
GCGCGCTTCTAATTCCTCCTACCCCACATGCTGTGCCCAATGAAAAGTATGGTCA 

35 GCGAGCGAAGGTTTGCAAGGAGACAGACGAGGGCGAAATTAAGCCAGGCGGCT 
TCCCTTTAAATCCTCGCAAAGCAGAAGGGCCCCTCACTCTGGCAGCAGGCCTTGG 
CCAAGGGGCCTTTAGCCCTGACGACCCGGGGAAGAGTCTCCCAAAGCAGAACGC 
CCGGTCCGGCGCCCAGACCAAACGCGGGGGAACCGGAAGGGCGAGGCCTCCACC 
TTGCCGGGATTGCTGTCCTTGCCATTGGACTATGGCTCCGATTCGACTCTCAGACC 

40 AAGAGCATCTTCGAGCAAGAAACTAATAATAATAATTCCAGCTTCTACACAGGA 
GTCTATATTCTGATCGGAGCCGGCGCCCTCATGATGCTGGTGGGCTTCCTGGGCT 
GCTGCGGGGCTGTGCAGGAGTCCCAGTGCATGCTGGGACTGTTCTTCGGCTTCCT 
CTTGGTGATATTCGCCATTGAAATAGCTGCGGCCATCTGGGGATATTCCCACAAG 
GATGAGGTGATTAAGGAAGCCAGGAGTTTTACAAGGACACCTACAACAAGCTGA 

45 AAACCAAGGATGAGCCCCAGCGGGAAACGCTGAAAGCCATCCACTATGCGTTGA 
ACTGCTGTGGTTTGGCTGGGGGCGTGGAACAGTTTATCTCAGACATCTGCCCCAA 
GAAGGACGTACTCGAAACCTTCACCGTGAAGGTAAACTCAGACCAGGATCCTGG 
TGTCCCTGCCCCCATTGCTCTGGACAAACCCTGCAAGCATGAAAGTGACAGCAGC 
CAAGTGCTGCTTCAGCAAGACCCGTTCTGCCTGTGAAAGGGCCCCAGGGCACCC 
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ATCTCTTTCTCTCCCACTTTGGGCCCTCTGTTTACTCAAGGGCAATAAAACAAAG 
GCCGGACCAGGGGAATGACAAGTGTTCTGGCACCGCCCACTGCTGCCAGCCCGG 
AAGCTCTCAAGGGCAGGCGTGCTTCTGAGTCTTGGACTCCCACTCTGACTTTGTC 
AGTGGCTCCTGTCTGTAAGCCAGAGTTAATGTCCAACTCCAGAATAGTAAAAGGT 
5 GACCTTACAACCATGTCAGAAATAGACCCCCAAGCAGGGCTGTCCCTCCTCCTTC 
CCTGACGTCCTGCCCAGATTTTAGGGATCCACTAGCATAGCCATCCCTTTGTTCGC 
CTTTTCATCCACCAGCCAGAACTTCTCTTATCCCCGAACACTCCTGTCCCCAGCCC 
ACCCTCTGCCCACCAGTTCTCCCGGGTGAGACGGGGGCCATGGGAGGGAGGAGG 
TGCCCTGGGAGGAAGGATTGTGTGTGACCCAGGTCTTGGTTTGTCTCCCCAAGTC 
1 0 CTGTCCTGATGCCATCAAAGAGGTCTTCGACAATAAATTCCACATCATCGGCGCA 

gtgggcatcggcattgccgtggtcatgatatttggcatgatcttcagtatgatct 
tgtgctgtgctatccgcaggaaccgcgagatggtctagagtcagcttactttcct 
ggtcagggatgtaagctgactctagaccaggaaagtttacccatgaagattgnn 
ntninnnnni^ 

15 nnnnnnnnnnnn^^ 

ctttatgtttgtcttttaatgcttcattcaatattgacatttgtagttgagcgggg 
ggtttggtttgctttggtttatattttttcagttgtttgtttttgcttgttatatta 
agcagaaatcctgcaatgaaaggtactatatttgctagactctagacaagatatt 
gtacataaaagaatttttttgtctttaaatagatacaaatgtctatcaactttaat 

20 caagttgtaacttatattgaagacaatttgatacataataaaaaattatgacaat 

GTCCTGG 

;*\ * 'v; ». •».SEQHD.N0;-.GO4 >v^.- - t '-. - \ \. «':■•■>>•. A v.- J — , 

i-f>2Q957 BLOOD 476760.8 AF030455 g31 69829 Human epithelial V-like ^gen^rectirsbr ' 

25 (EVA) mRNA, complete cds. 0 

GGCAGAGCGGGCTGAGTCACAGGCACAGGTGAGGAATCAACTCAAACTCCTCTC 
TCTGGGAAAACGCGGTGCTTGCTCCTCCCGGAGTGGCCTTGGCAGGGTGTTGGAG 
CCCTCGGTCTGCCCCGTCCGGTCTCTGGGGCCAAGGCTGGGTTTCCCTCATGTAT 
GGCAAGAGCTCTACTCGTGCGGTGCTTCTTCTCCTTGGCATACAGCTCACAGCTC 

30 TTTGGCCTATAGCAGCTGTGGAAATTTATACCTCCCGGGTGCTGGAGGCTGTTAA 
TGGGACAGATGCTCGGTTAAAATGCACTTTCTCCAGCTTTGCCCCTGTGGGTGAT 
GCTCTAACAGTGACCTGGAATTTTCGTCCTCTAGACGGGGGACCTGAGCAGTTTG 
TATTCTACTACCACATAGATCCCTTCCAACCCATGAGTGGGCGGTTTAAGGACCG 
GGTGTCTTGGGATGGGAATCCTGAGCGGTACGATGCCTCCATCCTTCTCTGGAAA 

35 CTGCAGTTCGACGACAATGGGACATACACCTGCCAGGTGAAGAACCCACCTGAT 
GTTGATGGGGTGATAGGGGAGATCCGGCTCAGCGTCGTGCACACTGTACGCTTCT 
CTGAGATCCACTTCCTGGCTCTGGCCATTGGCTCTGCCTGTGCACTGATGATCATA 
ATAGTAATTGTAGTGGTCCTCTTCCAGCATTACCGGAAAAAGCGATGGGCCGAA 
AGAGCTCATAAAGTGGTGGAGATAAAATCAAAAGAAGAGGAAAGGCTCAACCA 

40 AGAGAAAAAGGTCTCTGTTTATTTAGAAGACACAGACTAACAATTTTAGATGGA 
AGCTGAGATGATTTCCAAGAACAAGAACCCTAGTATTTCTTGAAGTTAATGGAAA 
CTTTTCTTTGGCTTTTCCAGTTGTGACCCGTTTTCCAACCAGTTCTGCAGCATATT 
AGATTCTAGACAAGCAACACCCCTCTGGAGCCAGCACAGTGCTCCTCCATATCAC 
CAGTCATACACAGCCTCATTATTAAGGTCTTATTTAATTTCAGAGTGTAAATTTTT 

45 TCAAGTGCTCATTAGGTTTTATAAACAAGAAGCTACATTTTTGCCCTTAAGATAC 
TACTTACAGTGTTATGACTTGTATACACATATATTGGTATCAAAAGGGATAAAAG 
CCAATTTGTCTGTTACATTTCCTTTCACGTATTTCTTTTAGCAGCACTTCTGCTACT 
AAAGTTAATGTGTTTACTCTCTTTCCTTCCCACATTCTCAATTAAAAGGTGAGCTA 
AGCCTCCTCGGTGTTTCTGATTAACAGTAAATCCTAAATTCAAACTGTTAAATGA 
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CATTTTTATTTTTATGTCTCTCCTTAACTATGAGACACATCTTGTTTTACTGAATTT 
CTTTCAATATTCCAGGTGATAGATTTTTGTTGTTTTGTTAATTAATCCAAGATTTA 
CAATAGCACAACGCTAAATCACACAGTAACTACAAAAGGTTACATAGATATGAA 
AAGATTGGCAGAGGCCATTGCAGGATGAATCACTTGTCACTTTTCTTCTGTGCTG 
5 GGAAAAATAATCAACAATGTGGGTCTTTCATGAGCAGTGACGGATAGTTTAGCTT 
ACTATGTTTCCCCCCCAATTCAATGATCTATAACAACAGAGCAAAGTCTATGCTC 
ATTTGCAGACTGGAATCATTAAGTAATTTAATAAAAAGATTGTGAAACAGCATAT 
TACAAGTTTGAAAATTCAGGGCTGGTGAAAAAAAATCAACTCTAAATGATGATA 
ATTTTGTACAGTTTTATATAAAACTCTGAGAACTAGAAGAAATTATTAACTTTTTT 

1 0 TCTTTTTTAATTCTAATTCACTTGTTTATTTTGGGGGAGGAAGACTTTGGTATGGA 
GCAAAGAAATACCAAAACTACTTTAAATGGAATAAAACCAACTTTATTCTTTTTT 
TCCCCCATACTGGTAGATAAAGCAAACTTTATAAGTGGGCTATTGAAAGAAAAG 
TTACAAGCTTAAGATACAGAAGCATTTGTTCAAAGGATAGAAAGCATCTAAAAG 
TTTAGGCTCAAGATCAATCTTTACAGATTGATATTTTCAGTTTTTAATCGACTGGA 

1 5 CTGCAGATGTTTTTTCTTTTAACAAACTGGAATTTTCAAACAGATTATCTGTATTT 
AAATGTATAGACCTTGATATTTTTCCAATACTATTTTTTAAAAAATTGTATGATTT 
ACATATGAACCTCAGTTCTGAAATTCATTACATATCTGTCTCATTCTGCCTTTTAT 
ACTGTCTAAAAAAGCAAAGTTTTAAAGTGCAATTTTAAAACTGTAAATTACATCT 
GAAGGCTATATATCCTTTAATCACATTTTATATTTTTTCTTCACAATTCTAACCTTT 

20 GAAAATATTATAACTGGATATTTCTTCAAACAGATGTCCTGGATGATGGTCCATA 
AGAATAATGAAGAAGTAGTTAAAAATGTATGGACAGTTTTTCCGGCAAAATTTGT 
... AGCTTATGTCTTGGCTAAATAGTCAAGGGGTAATATGGGCGTGTTGTTTAGTGTC 
: TCGTTCCTAAAGAGCACTTTTO • 

y ATGTAAATAAACCTTTAGTAATAAAGAATTATGAGTTATAT " r^ws r m ■• ' 

25 

SEQ ID NO: 605 

>20969 BLOOD INCYTE_3358822T6 

TTATACTCTGATTGCTCACTTACAGTATAAAATATTCACCCCGCTAAATAAATAA 
GACGACATTATTGCAAACGGCACTTAAACCCCCCCTGAGAGATAAGACCTCCCTT 

30 AGCTCAGGCAGGGGGTGCTCCTGAGTTTCTGTGTGAGATTCCCCAAGCACAGATA 
TACTCTGGGGGCTGAGATGGACAAAGGCTTGGGAAACCGCACTTTGTGCTTCTGG 
TCCTGCAGTAGCTCCAAACAGGGTTGTGGAGCTGGTGGGGAAAGTTGGGGGTAG 
GGGAAAGTTGGGGGTAGGGGAAATTTTGGGCAGTGCCTTCATCAGCCCNGTCCT 
AGAGAGAGTAGAGGGGAATGGAAGTGGGGGGAACCNNNCTGGGGNCAAGAGAA 

35 GAGGGGNNGTT 

SEQ ID NO: 606 

>20988 BLOOD 233843.3 AK001972 g7023569 Human cDNA FLJ1 1 1 10 fis, clone 
PLACE1005921, weakly similar to AIG1 PROTEIN. 0 

40 ATCAGGTGGGCAGGTCCCTTGCACAAGTAAATCTGGACAGCTCCTCCCCTCACTT 
CCTCTCTTCTCCTGTTTCTCAACATCCTGGCTTAGTATTGTGTGCAAAATCAGAGA 
GGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCAATAC 
GGCAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGG 
CAAGAGCCCAGAAATTCCCAATTGAGAATTGTGTTAGTGGGTAAAACCGGAGCA 

45 GGAAAAAGTGCAACAGGAAACAGCATCCTTGGCCGGAAAGTGTTTCATTCTGGC 
ACTGCAGCAAAATCCATTACCAAGAAGTGTGAGAAACGCAGCAGCTCATGGAAG 
GAAACAGAACTTGTCGTAGTTGACACACCAGGCATTTTCGACACAGAGGTGCCC 
AATGCTGAAACGTCCAAGGAGATTATTCGCTGCATTCTTCTGACCTCCCCAGGGC 
CTCATGCTCTGCTTCTGGTGGTTCCACTGGGCCGTTACACTGAGGAAGAGCACAA 
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AGCCACAGAGAAGATCCTGAAAATGTTTGGAGAGAGGGCTAGAAGTTTCATGAT 
TCTCATATTCACCCGGAAAGATGACTTAGGTGACACCAATTTGCATGACTACTTA 
AGGGAAGCTCCAGAAGACATTCAAGACTTGATGGACATTTTCGGTGACCGCTACT 
GTGCGTTAAACAACAAGGCAACAGGCGCTGAGCAGGAGGCCCAGAGGGCACAG 
5 TTGCTGGGCCTGATCCAGCGCGTGGTGAGGGAGAACAAGGAAGGCTGCTACACT 
AATAGGATGTACCAAAGGGCGGAGGAGGAGATCCAGAAGCAAACACAAGCAAT 
GCAAGAACTCCACAGAGTGGAGCTGGAGAGAGAGAAAGCGCGGATAAGAGAGG 
AGTATGAAGAGAAAATCAGAAAGCTGGAAGATAAAGTGGAGCAGGAAAAGAGA 
AAGAAGCAAATGGAGAAGAAACTAGCAGAACAGGAGGCTCACTATGCTGTAAG 

1 0 GCAGCAAAGGGCAAGAACGGAAGTGGAGAGTAAGGATGGGAT ACTTGAATTAA 
TCATGACAGCGTTACAGATTGCTTCCTTTATTTTGTTACGTCTGTTCGCGGAAGAT 
TAAACTTAATGAAAATCTGTTTGTATTTTCTGCATATTCTCTGGCAACCTTGCCCC 
ATACTTACTTATTTAGCATAGTCGAGTGCTCTAGTTTCTGTCTCTCAGGCACTCGT 
AACTAAGGACCACCATTGGCCATTGGTAGATGTTTGATTGACTTAACAAGAGAG 

1 5 GGAC AAATTTTCAATTTGTGAAACTCCAAAGCAGAAAGTATTGGTGCTTGCTACC 
TTGTGAATTCTTCCTTAGACATGCAGAGAAAATGTATGCAAGAGACCAAAAAGA 
TGGCTCCAAGCTATGTCATGTTACCTGTAATAAAATCTTTTCTTCTAGATTCTTTC 
TATGTTGGCAGATAATCTCCCCTTGTAGCTTCCACTCACTTATTCTTGCATTCAGA 
GTCACAATGATCATCTTACCCATGTGGTTTTTGAGAAAGAAAGATCAATTCTTTG 

20 TTTGCAGTAGGTAATCTTAGAGATGGAGATGATTGTAGAATTATTCCTAGATGAG 
TGTCAATTTATTTAATTCCATTGTCATATAAGGAGTCAAATTGTTTCTTATCATTT 

■ ■■ . ' GTTGATTGAA.GAACAGAGAGCTGTCTGGAAAATCGATCT'CTA,GAAATTGAAT.TAA 
:-i .:.'-ATAATGATCGGCAAATGGTGAAAAAGTGAAATACAGGA\TTCAACAGATAATAG 
AGGAATGTTTAGTATATTCAGGl'GTATGTGTAGAAACTCTTTGAGGAACCTCAAT 

25 TTAACCAATTTGATGAATACCCAGTTCTCTTCTTTTCTAGAGAAAGATAGTTGCA 
ACCTCACCTCCCTCACTCAACACTTTGAATACTTATTGTTTGGCAGGTCATCCACA 
CACTTCTGCCCCCACTGCATTGAATTTTTTGCTTATGTTGTTTATAATAAAACTTTT 
CAATTATCTCATAAAA 

30 SEQ ID NO: 607 

>21053 BLOOD INC YTE_gl 967662 

GCATTTCCCTGAAACCTGGGCTCTTGAAGACGCATCACTGGAGCAGATGGATAAT 
GGAGACTGGGGCNNNNNTS^^ 
NNNNNNNNNNNNNNNNNNNN^ 
35 NNNNNNNNNNNCTGACCCAGTCACATTAAATGTAGGTGGACACTTGTATACAAC 
GTCTCTCACCACATTGACGCGTTACCCGGATTCCATGCTTGGAGCTATGTTTGGG 
GGGGACTTCCCCACAGCTCGAGACCCTCAAGGCAATTACTTTATTGATCGAGATG 
GACCTCTTTTCCGATATGTCCTCAACTTCTTAAGAACTTCAGAATTGACCTTACCG 
TTGGATTTT 

40 

SEQ ID NO: 608 

>21057 BLOOD INCYTE_g8 19904 

TTTTTTTTGAAGGTAGCAGTGCTTTTATTTACTTTTTATTGTCATCAAGCAGTTTTC 
TAGGAATTTTCAGCAAAATACCAATTCAGCTATAAGTCTAATATGAAACACAGG 
45 AACTGTGAATATAAGCTTTTGGTGCTTGCTATGGAAAAATCAAATCAATAGCTTT 
AATGTCTTCTTACAATCTCATTTTGTTTCACTATAGCTCTGTTTTAGTTAGNATCTG 
CACATCTGTTTTGCTCCAGGGTAGTTAATTTNGCCAGTTCAGTTTCTCTGTAGGAT 
TTTTGCCATAGGTAGGAAAAGGGATTTTAAATATTAATAGGCC 
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SEQ ID NO: 609 

>21063 BLOOD 474850.14 AF1 18224 g6647301 Human matriptase mRNA, complete cds. 0 
GCCTGCCGGACGCCTCCCATGTCTTCCCTGCCGGCAAGGCCATCTGGGTCACGGG 
CTGGGGACACACCCAGTATGGAGGCACTGGCGCGCTGATCCTGCAAAAGGGTGA 
5 GATCCGCGTCATCAACCAGACCACCTGCGAGAACCTCCTGCCGCAGCAGATCAC 
GCCGCGCATGATGGTGATTCCGGGGGACCCCTGTCCAGCGTGGAGGCGGATGGG 
CGGATCTTCCAGGCCGGTGTGGTGAGCTGGGAGACGGCTGCGCTCAGAGGAACA 
AGCCAGGCGTGTACACAAGGCTCCCTCTGTTTCGGGACTGGATCAAAGAGAACA 
CTGGGGTATAGGGGCCGGGGCCACCCAAATGTGTACACTGCGGGGCCACCCATC 

1 0 GTCCACCCCAGTGTGCACGCCTGCAGGCTGGAGACTGGACCGCTGACTGCACCA 
GCGCCCCCAGAACATACACTGTGAACTCAATCTCCAGGGCTCCAAATCTGCCTAG 
AAAACCTCTCGCTTCCTCAGCCTCCAAAGTGGAGCTGGGAGGTAGAAGGGGAGG 
ACACTGGTGGTTCTACTGACCCAACTGGGGGCAAAGGTTTGAAGACACAGCCTC 
CCCCGCCAGCCCCAAGCTGGGCCGAGGCGCGTTTGTGTATATCTGCCTCCCCTGT 

1 5 CTGTAAGGAGC AGCGGGAACGGAGCTTCGGAGCCTCCTC AGTGAAGGTGGTGGG 
GCTGCCGGATCTGGGCTGTGGGGCCCTTGGGCCACGCTCTTGAGGAAGCCCAGG 
CTCGGAGGACCCTGGAAAACAGACGGGTCTGAGACTGAAATTGTTTTACCAGCT 
CCCAGGGTGGACTTCAGTGTGTGTATTTGTGTAAATGAGTAAAACATTTATTTCTT 
TTT 

20 

SEQ ID NO: 610 

- O2108G BLOOD 12 1 8745.1. X043 66 g29663, Human mRNA for calcium activated neutral 
protease Targe subuhit (muCANP>calpain :i i EG«3.4:22.17).'0 : • i; «;•••... -SjV-sS ~\ Ai • 

' CAGATCTGGATGGAGTTGTGAGG-ETTGACTTGTTTAAGTGGTTGCAGCTGACCAT r 
25 GTTTGCATGAGGCAGGGACTCGGTCCCCCTTGCCGTGCTCCCCTCCCTCCTCGTCT 
GCCAAGCCTCGCCTCCTACCACACCACACCAGGCCACCCCAGCTGCAAGTGCCTT 
CCTTGGAGCAGAGAGGCAGCCTCGTCCTCCTGTCCCCTCTCCTCCCAGCCACCAT 
CGTTCATCTGCTCCGGGC 

30 SEQ ID NO: 611 

>21089 BLOOD 478379.2 U58913 g4204907 Human chemokine (hmrp-2a) mRNA, 
complete cds. 0 

GGAAGCAGTGAGCCCAGGAGTCCTCGGCCAGCCCTGCCTGCCCACCAGGAGGAT 
GAAGGTCTCCGTGGCTGCCCTCTCCTGCCTCATGCTTGTTACTGCCCTTGGATCCC 

35 AGGCCCGGGTCACAAAAGATGCAGAGACAGAGTTCATGATGTCAAAGCTTCCAT 
TGGAAAATCCAGTACTTCTGGACATGCTCTGGAGGAGAAAGATTGGTCCTCAGAT 
GACCCTTTCTCATGCTGCAGGATTCCATGCTACTAGTGCTGACTGCTGCATCTCCT 
ACACCCCACGAAGCATCCCGTGTTCACTCCTGGAGAGTTACTTTGAAACGAACAG 
CGAGTGCTCCAAGCCGGGTGTCATCTTCCTCACCAAGAAGGGGCGACGTTTCTGT 

40 GCCAACCCCAGTGATAAGCAAGTTCAGGTTTGCATGAGAATGCTGAAGCTGGAC 
ACACGGATCAAGACCAGGAAGAATTGAACTTGTCAAGGTGAAGGGACACAAGTT 
GCCAGCCACCAACTTTCTTGCCTCAACTACCTTCCTGAATTATTTTTTTAAGAAGC 
ATTTATTCTTGTGTTCTGGATTTAGAGCAATTCATCTAATAAACAGTTTCTCACTT 
AAAAAAA 

45 

SEQ ID NO: 612 

>21097 BLOOD 197014.6 AF095742 g4588081 Human serine protease ovasin mRNA, 
complete cds. 0 
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GTGCAGGAGGAGAAGGAGGAGGAGCAGGAGGTGGAGATTCCCAGTTAAAAGGC 
TCCAGAATCGTGTACCAGGCAGAGAACTGAAGTACTGGGGCCTCCTCCACTGGG 
TCCGAATCAGTAGGTGACCCCGCCCCTGGATTCTGGAAGACCTCACCATGGGACG 
CCCCCGACCTCGTGCGGCCAAGACGTGGATGTTCCTGCTCTTGCTGGGGGGAGCC 
5 TGGGCAGGACACTCCAGGGCACAGGAGGACAAGGTGCTGGGGGGTCATGAGTGC 
CAACCCCATTCGCAGCCTTGGCAGGCGGCCTTGTTCCAGGGCCAGCAACTACTCT 
GTGGCGGTGTCCTTGTAGGTGGCAACTGGGTCCTTACAGCTGCCCACTGTAAAAA 
ACCGAAATACACAGTACGCCTGGGAGACCACAGCCTACAGAATAAAGATGGCCC 
AGAGCAAGAAATACCTGTGGTTCAGTCCATCCCACACCCCTGCTACAACAGCAG 

1 0 CGATGTGGAGGACC AC AACC ATGATCTGATGCTTCTTC AACTGCGTGACCAGGCA 
TCCCTGGGGTCCAAAGTGAAGCCCATCAGCCTGGCAGATCATTGCACCCAGCCTG 
GCCAGAAGTGCACCGTCTCAGGCTGGGGCACTGTCACCAGTCCCCGAGAGAATT 
TTCCTGACACTCTCAACTGTGCAGAAGTAAAAATCTTTCCCCAGAAGAAGTGTGA 
GGATGCTTACCCGGGGCAGATCACAGATGGCATGGTCTGTGCAGGCAGCAGCAA 

1 5 AGGGGCTGACACGTGCCAGGGCGATTCTGGAGGCCCCCTGGTGTGTGATGGTGC 
ACTCCAGGGCATCACATCCTGGGGCTCAGACCCCTGTGGGAGGTCCGACAAACC 
TGGCGTCTATACCAACATCTGCCGCTACCTGGACTGGATCAAGAAGATCATAGGC 
AGCAAGGGCTGATTCTAGGATAAGCACTAGATCTCCCTTAATAAACTCACAACTC 
TCTGAAAAAAAAAA 

20 

SEQIDNO: 613 

.! .. . :v >2M02 BLOOD INC YTE L _3090747H1 . vr « : f Cn . : ■;.- . , • ; >• : ,V- : . .<• 
.GTTCTTTGTTAGGeTGTGTCTCCCTAANCCGTTGNCCCCACCCAGAGTTTCCCGTG. 
- CCCTTC ACTGATTTCTGTTGTffiTCTGCTGACTGTGTGGGTGGAATGTCCC AAGAAA: , 
25 AGTGCATGTGGGAATTGCCAGTCCAGCTGGGTAGTCCCAGGCTCCTGTCTTGGGG 
ATGTTTCCCCTGTCAGCAAGTAACCTGGTGAAGTCTATTGAAGGCCAGACTNCCC 
CCCTAGGGTCACTGCTTCACTAGCCGCNNCCCACCCCAG 

SEQ ID NO: 614 

30 >2 1 1 04 BLOOD 987 1 63 .5 AF082 1 82 g343 525 1 Human inwardly rectifying potassium 
channel Kir7.1 gene, complete intron, and partial cds. 0 

GTTTGCCATTTTCTCTTTCCTGATAGAGTACAGCTGAGACCCGGACACTGGTTAG 

AGGGCTAGGTCGGGTGTTGGCCACTTGGAAGATAAGATTAGGTTTGCCATCCATG 

TGAGCTACTACTGCTATGTCAGTAAAGCGAATTGAAAAAGCTCGATTTTTTGGCC 

35 GGGCAATCTTCGCCACAAAAGCACCTAAATAAGAAATTATTGATTTTTTTTTAGA 
ATGAAGACTTTAAATATCAATACTTTTTCTGAATGACAAGTGTATATCAAATATT 
TACACATTTCTTGGTGCCATGCCTTTCAGTGAGTCAGGAATTGAACTCATTGTTAA 
TTTGGTCAGTCTTATTTGCCTGAAGCATTTTTCAAAGTACATTTCTGTTTAAAAAC 
CATGATTTCAGAATAGATAAGCAAAATGATTTTGTTACAGAGAAATGTAAAACTT 

40 CATCCTCTAGTTTCTTACAAAGTCAAAGAATTGGTCATTTCCTATATTCCTGCCTG 
TGCTTAAAAAAAAGTAATAGAAAATAAATGCAACTTGGCTACAGCCAGATTACG 
TTGAAGTAGAGACTAGGTTCAGAGTAGAATGATTTGGGATGGGGAGGGGACCAA 
TAGAATGAGTGATATT 

45 SEQIDNO: 615 

>21140 BLOOD 104171.1 AF037447 g6466790 Human ribosomal S6 protein kinase mRNA, 
complete cds. 0 

AATTCACCAGGTAAGTTACAAGAAGATCAGGTCTTCCTTCATCAGTACCACTGAC 
ATCATCAAAAGCAGCATCTTTAAATGAAATAACTGGCACTGAGTCATCTGAGCCC 
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CTGCTAATGGTGTCCTGAGCTTTAAACTCTACCTTGCTTTCACTAGTATTAAAACT 
CCTAGAAGCACTGTCTCCATCTGGAAGAGTAAAGAATGGTTTCAGTGCTTCTAGG 
AGTTTTAATACTAGTGAAAGCAAGGTAGAGTTTAAAGCTCAGGACACCATTAGC 
AGGGGCTCAGATGACTCAGTGCCAGTTATTTCATTTAAAGATGCTGCTTTTGATG 
5 ATGTCAGTGGTACTGATGAAGGAAGACCTGATCTTCTTGTAAATTTACCTGGTGA 
ATTGGAGTCAACAAGAGAAGCTGCAGCAATGGGACCTACTAAGTTTACACAAAC 
TAATATAGGGATAATAGAAAATAAACTCTTGGAAGCCCCTGATGTTTTATGCCTC 
AGGCTTAGTACTGAACAATGCCAAGCACATGAGGAGAAAGGCATAGAGGAACTG 
AGTGATCCCTCTGGGCCCAAATCCTATAGTATAACAGAGAAACACTATGCACAG 

1 0 GAGGATCCCAGGATGTTATTTGTAGCAGCTGTTGATCATAGTAGTTCAGGAGATA 
TGTCTTTGTTACCCAGCTCAGATCCTAAGTTTCAAGGACTTGGAGTGGTTGAGTC 
AGCAGTAACTGCAAACAACACAGAAGAAAGCTTATTCCGTATTTGTAGTCCACTC 
TCAGGTGCTAATGAATATATTGCAAGCACAGACACTTTAAAAACAGAAGAAGTA 
TTGCTGTTTACAGATCAGACTGATGATTTGGCTAAAGAGGAACCAACTTCTTTAT 

1 5 TCCAGAGAGACTCTGAGACTAAGGGTGAAAGTGGTTTAGTGCTAGAAGGAGAC A 
AGGAAATACATCAGATTTTTGAGGACCTTGATAAAAAATTAGCACTAGCCTCCAG 
GTTTTACATCCCAGAGGGCTGCATTCAAAGATGGGCAGCTGAAATGGTGGTAGC 
CCTTGATGCTTTACATAGAGAGGGAATTGTGTGCCGCGATTTGAACCCAAACAAC 
ATCTTATTGAATGATAGAGGACACATTCAGCTAACGTATTTTAGCAGGTGGAGTG 

20 AGGTTGAAGATTCCTGTGACAGCGATGCCATAGAGAGAATGTACTGTGCCCCAG 
AGGTTGGAGCAATCACTGAAGAAACTGAAGCCTGTGATTGGTGGAGTTTGGGTG 
CTGTCCTCTTTGAACTTGTGAGTGGCAAGACTCTGGTTGAATGCCATCCAGCAGG 

• ' . •■ AATAAATACTCACACTAGTTTGAACATGCCAGAATGTGTCTGTGAAGAGGOrCGG. 
TCAGTCATTeAACAGGTGTTGCAGTTCAATCCTCTGGAACGACTTGGTGCTGGAG' 

25 TTGCTGGTGTTGAAGATATCAAATCTCATCCATTTTTTACCCCTGTGGATTGGGCA 
GAACTGATGAGATGAACGTAATGCAGGGTTATCTTCACACATTCTGATCTTCTCT 
GTGACAGGCATCTCCAGCACTGAGGCACCTCTGACTCACAGTTACTTATGGAGCA 
CCAAAGCATTTGGATAAAGACCGTTATAGGAAATGGGGGGGAAATGGCTAAAAG 
AGAACAATTCGTTTACAATTACAAGATATTAGCTAATTGTGCCAGGGGCTGTTAT 

30 ATACATATATACACAACCAAGGTGTGATCTGAATTTAATCCACATTTGGTGTTGC 
AGATGAGTTGTAAAGCCAACTGAAAGAGTTCCTTCAAGAAGTTCCTCTGATAGG 
AAGCTAGAAGTGTAGAATGAAGTTTTACTTGACAGAAGGACCTTTACATGGCAG 
CTAACAGTGCTTTTTGCTGACCAGGATTGGTTTATATGATTAAATTAATATTTGCT 
TAATAATACACTAAAAGTATATGAACAATGTCATCAATGAAACTTAAAAGCGAG 

35 AAAAAAGAATATACACATAATTTCTGACGGAAAACCTGTACCCTGATGCTGTATA 
ATGTATGTTGAATGTGGTCCCAGATTATTTCTGTAAGAAGACACTCCATGTTGTC 
AGCTTTGTACTCTTTGTTGATACTGCTTATTTAGAGAAGGGTTCATATAAACACTC 
ACTCTGTGTCTTCAACAGCATCTTTCTTTCCCCATCTTTCTATTTTCTGCACCCTCT 
GCTTGTTCCCTCATATTCTGTTCTTCCGACTCCTGCTAACACACATGCAACAAAAA 

40 AGGGAAGGGAGTGCTTATTTCCCTTTGTGTAAGGACTAAGAAATCATGATATCAA 
ATAAACATGGTGAAACATTAGATCTCTTCTTCATT^ 

NNNNNNNNGAAGAAATGCGTCTGTTCCTTTCCTTGTGAAATATTATCAGTTTCTA 
CCATTGCTTCTCATGCTTGACTTTGTTTTACTTTTTGGCTTGGTATACTAAGAAGC 
AAAGGATCTCATCTAAATGGAATTGAATGGCAGTCCTAGTTTGTTACTTATGGTG 
45 ATGAGATTTTCAGA 

SEQ ID NO: 616 

>21152 BLOOD 221063.3 U78181 gl871169 Human sodium channel 2 (hBNaC2) mRNA, 
complete cds. 4e-12 
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CATCCATTCATCGATTCGCGCATTCTCCAGACCTTTACAGCCTGTGCTGGGTACTG 
GAGACTCCCTGGGTGGGGGCCCTGAGGGCCCGTGCTTCTGCCCCACCCCCTGCAA 
CCTGACACGCTATGGGAAAGAGATCTCCATGGTCAGGATCCCCAACAGGGGCTC 
AGCCCGGTACCTGGCGAGGAAGTACAACCGCAACGAGACCTACATACGGGAGAA 
5 CTTCCTGGTCCTAGATGTCTTCTTTGAGGCCCTGACCTCTGAAGCCATGGAGCAG 
CGAGCAGCCTATGGCCTGTCAGCCCTGCTGGGAGACCTCGGGGGACAGATGGGC 
CTGTTCATTGGGGCCAGCATCCTCACGTTGCTGGAGATCCTCGACTACATCTATG 
AGGTGTCCTGGGATCGACTGAAGCGGGTATGGAGGCGTCCCAAGACCCCCCCTG 
GGGACCTCCACTGGGGGCATCTCCA 

10 

SEQ ID NO: 617 

>21181 BLOOD 410188.1 M77235 gl 84038 Human cardiac tetrodotoxin-insensitive 
voltage-dependent sodium channel alpha subunit (HH1) rnRNA, complete cds. 0 
GCCGCTGAGCCTGCGCCCAGTGCCCCGAGCCCCGCGCCGAGCCGAGTCCGCGCC 

1 5 AAGCAGCAGCCGCCCACCCCGGGGCCCGGCCGGGGGACCAGCAGCTTCCCCACA 
GGCAACGTGAGGAGAGCCTGTGCCCAGAAGCAGGATGAGAAGATGGCAAACTTC 
CTATTACCTCGGGGCACCAGCAGCTTCCGCAGGTTCACACGGGAGTCCCTGGCAG 
CCATCGAGAAGCGCATGGCGGAGAAGCAAGCCCGCGGCTCAACCACCTTGCAGG 
AGAGCCGAGAGGGGCTGCCCGAGGAGGAGGCTCCCCGGCCCCAGCTGGACCTGC 

20 AGGCCTCCAAAAAGCTGCCAGATCTCTATGGCAATCCACCCCAAGAGCTCATCG 
GAGAGCCCCTGGAGGACCTGGACCCCTTCTATAGCACCCAAAAGACTTTCATCGT 

• .. • ACTGAATAAAGGCAAGACeATGTTCCGGTTeAGTGGCACCAACGCOEEOrATOTG 




25 . GCACGACCCTCC ACCCTGGACC AAGTATGTCGAGTACACCTTC ACCGGCATTTAC 
ACCTTTGAGTCTCTGGTCAAGATTCTGGCTCGAGGCTTCTGCCTGCACGCGTTCAC 
TTTCCTTCGGGACCCATGGAACTGGCTGGACTTTAGTGTGATTATCATGGCATAC 
ACAACTGAATTTGTGGACCTGGGCAATGTCTCAGCCTTACGCACCTTCCGAGTCC 
TCCGGGCCCTGAAAACTATATCAGTCATTTCAGGGCTGAAGACCATCGTGGGGGC 

30 CCTGATCCAGTCTGTGAAGAAGCTGGCTGATGTGATGGTCCTCACAGTCTTCTGC 
CTCAGCGTCTTTGCCCTCATCGGCCTGCAGCTCTTCATGGGCAACCTAAGGCACA 
AGTGTGTGCGCAACTTCACAGCGCTCAACGGCACCAACGGCTCCGTGGAGGCCG 
ACGGCTTGGTCTGGGAATCCCTGGACCTTTACCTCAGTGATCCAGAAAATTACCT 
GCTCAAGAACGGCACCTCTGATGTGTTACTGTGTGGGAACAGCTCTGACGCTGGG 

35 ACATGTCCGGAGGGCTACCGGTGCCTAAAGGCAGGCGAGAACCCCGACCACGGC 
TACACCAGCTTCGATTCCTTTGCCTGGGCCTTTCTTGCACTCTTCCGCCTGATGAC 
GCAGGACTGCTGGGAGCGCCTCTATCAGCAGACCCTCAGGTCCGCAGGGAAGAT 
CTACATGATCTTCTTCATGCTTGTCATCTTCCTGGGGTCCTTCTACCTGGTGAACC 
TGATCCTGGCCGTGGTCGCAATGGCCTATGAGGAGCAAAACCAAGCCACCATCG 

40 CTGAGACCGAGGAGAAGGAAAAGCGCTTCCAGGAGGCCATGGAAATGCTCAAG 
AAAGAACACGAGGCCCTCACCATCAGGGGTGTGGATACCGTGTCCCGTAGCTCC 
TTGGAGATGTCCCCTTTGGCCCCAGTAAACAGCCATGAGAGAAGAAGCAAGAGG 
AGAAAACGGATGTCTTCAGGAACTGAGGAGTGTGGGGAGGACAGGCTCCCCAAG 
TCTGACTCAGAAGATGGTCCCAGAGCAATGAATCATCTCAGCCTCACCCGTGGCC 

45 TCAGCAGGACTTCTATGAAGCCACGTTCCAGCCGCGGGAGCATTTTCACCTTTCG 
CAGGCGAGACCTGGGTTCTGAAGCAGATTTTGCAGATGATGAAAACAGCACAGC 
GGGGGAGAGCGAGAGCCACCACACATCACTGCTGGTGCCCTGGCCCCTGCGCCG 
GACCAGTGCCCAGGGACAGCCCAGTCCCGGAACCTCGGCTCCTGGCCACGCCCT 
CCATGGCAAAAAGAACAGCACTGTGGACTGCAATGGGGTGGTCTCATTACTGGG 
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GGCAGGCGACCCAGAGGCCACATCCCCAGGAAGCCACCTCCTCCGCCCTGTGAT 
GCTAGAGCACCCGCCAGACACGACCACGCCATCGGAGGAGCCAGGCGGCCCCCA 
GATGCTGACCTCCCAGGCTCCGTGTGTAGATGGCTTCGAGGAGCCAGGAGCACG 
GCAGCGGGCCCTCAGCGCAGTCAGCGTCCTCACCAGCGCACTGGAAGAGTTAGA 
5 GGAGTCTCGCCACAAGTGTCCACCATGCTGGAACCGTCTCGCCCAGCGCTACCTG 
ATCTGGGAGTGCTGCCCGCTGTGGATGTCCATCAAGCAGGGAGTGAAGTTGGTG 
GTCATGGACCCGTTTACTGACCTCACCATCACTATGTGCATCGTACTCAACACAC 
TCTTCATGGCGCTGGAGCACTACAACATGACAAGTGAATTCGAGGAGATGCTGC 
AGGTCGGAAACCTGGTCTTCACAGGGATTTTCACAGCAGAGATGACCTTCAAGAT 

1 0 CATTGCCCTCGACCCCTACTACTACTTCC AAC AGGGCTGGAAC ATCTTCGACAGC 
ATCATCGTCATCCTTAGCCTCATGGAGCTGGGCCTGTCCCGCATGAGCAACTTGT 
CGGTGCTGCGCTCCTTCCGCCTGCTGCGGGTCTTCAAGCTGGCCAAATCATGGCC 
CACCCTGAACACACTCATCAAGATCATCGGGAACTCAGTGGGGGCACTGGGGAA 
CCTGACACTGGTGCTAGCCATCATCGTGTTCATCTTTGCTGTGGTGGGCATGCAG 

1 5 CTCTTTGGCAAGAACTACTCGGAGCTGAGGGACAGCGACTCAGGCCTGCTGCCTC 
GCTGGCACATGATGGACTTCTTTCATGCCTTCCTAATCATCTTCCGCATCCTCTGT 
GGAGAGTGGATCGAGACCATGTGGGACTGCATGGAGGTGTCGGGGCAGTCATTA 
TGCCTGCTGGTCTTCTTGCTTGTTATGGTCATTGGCAACCTTGTGGTCCTGAATCT 
CTTCCTGGCCTTGCTGCTCAGCTCCTTCAGTGCAGACAACCTCACAGCCCCTGAT 

20 GAGGACAGAGAGATGAACAACCTCCAGCTGGCCCTGGCCCGCATCCAGAGGGGC 
CTGCGCTTTGTCAAGCGGACCACCTGGGATTTCTGCTGTGGTCTCCTGCGGCACC 
- GGCCTGAGAAGCCCGGAGCCCTTGGCGGCCAGGGCCAGCTGCCGAGCTGeATTGC 

- , . -TV GACGGCCTAGTGCCGGGGAGCCGGAGAGACGGAGAAGGTGCGTCGGACCCGGAA' - 
\ , • s ^.GGAAACAGAGTTTGAGGAAGGCGAGGAACGAGGCCAGGGCACCCCCGGGGATG. 

25 CAGAGCCCGTGTGTGTGCCCATCGCTGTGGCCGAGTCAGACACAGATGACCAAG 
AAGAGGATGAGGAGAACAGCCTGGGCACGGAGGAGGAGTCCAGCAAGCAGCAG 
GAATCCCAGCCTGTGTCCGGCTGGCCCAGAGGCCCTCCGGATTCCAGGACCTGGA 
GCCAGGTGTCAGCGACTGCCTCCTCTGAGGCCGAGGCCAGTGCATCTCAGGCCG 
ACTGGCGGCAGCAGTGGAAAGCGGAACCCCAGGCCCCAGGGTGCGGTGAGACCC 

30 CAGAGGACAGTTGCTCCGAGGGCAGCACAGCAGACATGACCAACACCGCTGAGC 
TCCTGGAGCAGATCCCTGACCTCGGCCAGGATGTCAAGGACCCAGAGGACTGCT 
TCACTGAAGGCTGTGTCCGGCGCTGTCCCTGCTGTGCGGTGGACACCACACAGGC 
CCCAGGGAAGGTCTGGTGGCGGTTGCGCAAGACCTGCTACCACATCGTGGAGCA 
CAGCTGGTTCGAGACATTCATCATCTTCATGATCCTACTCAGCAGTGGAGCGCTG 

35 GCCTTCGAGGACATCTACCTAGAGGAGCGGAAGACCATCAAGGTTCTGCTTGAG 
TATGCCGACAAGATGTTCACATATGTCTTCGTGCTGGAGATGCTGCTCAAGTGGG 
TGGCCTACGGCTTCAAGAAGTACTTCACCAATGCCTGGTGCTGGCTCGACTTCCT 
CATCGTAGACGTCTCTCTGGTCAGCCTGGTGGCCAACACCCTGGGCTTTGCCGAG 
ATGGGCCCCATCAAGTCACTGCGGACGCTGCGTGCACTCCGTCCTCTGAGAGCTC 

40 TGTCACGATTTGAGGGCATGAGGGTGGTGGTCAATGCCCTGGTGGGCGCCATCCC 
GTCCATCATGAACGTCCTCCTCGTCTGCCTCATCTTCTGGCTCATCTTCAGCATCA 
TGGGCGTGAACCTCTTTGCGGGGAAGTTTGGGAGGTGCATCAACCAGACAGAGG 
GAGACTTGCCTTTGAACTACACCATCGTGAACAACAAGAGCCAGTGTGAGTCCTT 
GAACTTGACCGGAGAATTGTACTGGACCAAGGTGAAAGTCAACTTTGACAACGT 

45 GGGGGCCGGGTACCTGGCCCTTCTGCAGGTGGCAACATTTAAAGGCTGGATGGA 
CATTATGTATGCAGCTGTGGACTCCAGGGGGTATGAAGAGCAGCCTCAGTGGGA 
ATACAACCTCTACATGTACATCTATTTTGTCATTTTCATCATCTTTGGGTCTTTCTT 
CACCCTGAACCTCTTTATTGGTGTCATCATTGACAACTTCAACCAACAGAAGAAA 
AAGTTAGGGGGCCAGGACATCTTCATGACAGAGGAGCAGAAGAAGTACTACAAT 
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GCCATGAAGAAGCTGGGCTCCAAGAAGCCCCAGAAGCCCATCCCACGGCCCCTG 
AACAAGTACCAGGGCTTCATATTCGACATTGTGACCAAGCAGGCCTTTGACGTCA 
CCATCATGTTTCTGATCTGCTTGAATATGGTGACCATGATGGTGGAGACAGATGA 
CCAAAGTCCTGAGAAAATCAACATCTTGGCCAAGATCAACCTGCTCTTTGTGGCC 
5 ATCTTCACAGGCGAGTGTATTGTCAAGCTGGCTGCCCTGCGCCACTACTACTTCA 
CCAACAGCTGGAATATCTTCGACTTCGTGGTTGTCATCCTCTCCATCGTGGGCACT 
GTGCTCTCGGACATCATCCAGAAGTACTTCTTCTCCCCGACGCTCTTCCGAGTCAT 
CCGCCTGGCCCGAATAGGCCGCATCCTCAGACTGATCCGAGGGGCCAAGGGGAT 
CCGCACGCTGCTCTTTGCCCTCATGATGTCCCTGCCTGCCCTCTTCAACATCGGGC 

10 TGCTGCTCTTCCTCGTCATGTTCATCTACTCCATCTTTGGCATGGCCAACTTCGCT 
TATGTCAAGTGGGAGGCTGGCATCGACGACATGTTCAACTTCCAGACCTTCGCCA 
ACAGCATGCTGTGCCTCTTCCAGATCACCACGTCGGCCGGCTGGGATGGCCTCCT 
CAGCCCCATCCTCAACACTGGGCCGCCCTACTGCGACCCCACTCTGCCCAACAGC 
AATGGCTCTCGGGGGGACTGCGGGAGCCCAGCCGTGGGCATCCTCTTCTTGACCA 

1 5 CCTAC ATC ATC ATCTCCTTCCTCATCGTGGTC AACATGTAC ATTGCCATCATCCTG 
GAGAACTTCAGCGTGGCCACGGAGGAGAGCACCGAGCCCCTGAGTGAGGACGAC 
TTCGATATGTTCTATGAGATCTGGGAGAAATTTGACCCAGAGGCCACTCAGTTTA 
TTGAGTATTCGGTCCTGTCTGACTTTGCCGACGCCCTGTCTGAGCCACTCCGTATC 
GCCAAGCCCAACCAGATAAGCCTCATCAACATGGACCTGCCCATGGTGAGTGGG 

20 GACCGCATCCATTGCATGGACATTCTCTTTGCCTTCACCAAAAGGGTCCTGGGGG 
AGTCTGGGGAGATGGACGCCCTGAAGATCCAGATGGAGGAGAAGTTCATGGCAG 

• •'j'"C'GAAGGGATCCAAGATCTCGTACGAGGGCATGAC€ACCACACTGGQGGGGAAGCA 

• " X: :: .•v'GGAAGAGGTGTCGGCCATGGTTATCCAGAGAGGGTTCCGCAGGCAGGTGGTGCA- ' 
:v v:r.:. 1 ^©GGT©TTTGAAGGATG<!:GTeCTTCCTCTTCCGTC:AG<:AGGGGGGCAGiCGGCGTC 

/ 25 TCCGAAGAGGATGCCCCTGAGCGAGAGGGCCTCATCGGCTACGTGATGAGTGAG 
AACTTCTCCCGACCCCTTGGCCCACCCTCCAGCTCCTCCATCTCCTCCACTTCCTT 
CCCACCCTCCTATGACAGTGTCACTAGAGCCACCAGCGATAACCTCCAGGTGCGG 
GGGTCTGACTACAGCCACAGTGAAGATCTCGCCGACTTCCCCCCTTCTCCGGACA 
GGGACCGTGAGTCCATCGTGTGAGCCTCGGCCTGGCTGGCCAGGACACACTGAA 
30 AAGCAGCCTTTTTCACCATGGCAAACCTAAATGCAGTCAGTCACAAACCAGCCTG 
GGGCCTTCCTGGCTTTGGGAGTAAGAAATGGGCCTCGGCCCCGCGGATCAACCA 
GGCAGAGTTCTGTGGCGCCGCGTGGACAGCCGGAGCAGTTGGCCTGTGCTTGGA 
GGCCTCAGATAGACCTGTGACCTGGTCTGGTCAGGCAATGCCCCTGCGGCTCTGG 
AAAGCAACTTCATCCCAGCTGCTGAGGCGAAATATAAAACTGAGACTGTATATG 

AACTAAGGATTTTTCCATGGACATGGGCAGCAATTCACGCTGTCTCTTCTTAACC 
CTGAACAAGAGTGTCTATGGAGCAGCCGGAAGTCTGTTCTCAAAGCAGAAGTGG 
AATCCAGTGTGGCTCCCACAGGTCTTCACTGCCCAGGGGTCGAATGGGGTCCCCC 
TCCCACTTGATGAGATGCTGGGAGGGCTGAACCCCCACTCACACAAGCANACAC 

40 ACACAGTCCTCACACACGGAGGCCAGACACAGGCCGTGGGACCCAGGCTCCCAG 
CCTAAGGGAGACAGGCCTTTCCCTGCCGGCCCCCCAAGGATGGGGTTCTTGTCCA 
CGGGGCTCACTCTGGCCCCCTATTGTCTCCAAGGTCCCATTTTCCCCCTGTGTTTT 
CACGCAGGTCATATTGTCAGTCCTACAAAAATAAAAGGCTTCCAGAGGAGAGTG 
GCCTGGGGTCCCAGGGCTGGGCCNTAGGCACTGATAGTTGCCTTTTCTTCCCCTC 

45 CTGTAAGAGTATTAACAAAACCAAAGGACACAAGGGTGCAAGCCCCATTCACGG 
CCTGGCATGCAGCTTGTCCTTGCTCCTGGAACCTGGCAGGCCCTGCCAGCCAGCC 
AATGGAAGAGAGGGGCTGAGCCATGGGGGTTTGGGGCTAAGAAGTTCACCAGCC 
CTGAGCCATGGNCCCTCAGCCTGCCTGAAGAGAGGAAACTGGCGATCTCCCAGG 
GCTCTCTGGACCATACNCGGAGGAGTTTTCNNGTGTGGTCTCCAGCTCCTCTCCA 
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GACACAGAGACATGGGAGTGGGGAGCGGACGTTGGCCCTGGCCCTGTGCAGGGA 
AAGGGATGGTCAGGCCCAGTTCTCGTGCCCCTTAGAGGGGAATGAACCATGGCA 
CCTTTGAGAGAGGGGGCACTGTGGTCAGGCCCAGCCTCTCTGGCNNAGTCCCGG 
GATCCTGATGGCACCCACACAGAGGACCTCTTTGGGGCAAGATCCAGGTGGNTC 
5 CCATAGGTCTTGTGAAAAGGCTTTTTCAGGGAAAAATATTTTACTAGTCCAATCA 
CCCCCAGGACCTCTTCAGCTGCGACAATCCTATTTAGCATATGCAAATCTTTTAA 
CATAGAGAACTGTCACCCTGAGGTAACAGGGTCAACTGGCGAAGCTGAAGCAGG 
CAGGGGCTTGGCTGCCCCATTCCAGCTCTCCCACGGAGCCCCTCCAACCGGGCGC 
ATGCTCCCAGGCCACCTCAGTCTCACCTGCCGGCTCTGGGCTGGCTGCTCCTAAC 

1 0 CTACCTCGCCGAGCTGTCGGAGGGCTGGACATTTGTGGCAGTGCTGAAGGGGGC 
ATTGCCGGCGAGTAAAGTATTATGTTTCTTCTTGTCACCCCAGTTCCCTTGGTGGC 
AACCCCAGACCCAACCCATGCCCCTGACAGATCTAGTTCTCTTCTCCTGTGTTCCC 
TTTGAGTCCAGTGTGGGACACGGTTTAACTGTCCCAGCGACATTTCTCCAAGTGG 
AAATCCTATTTTTGTAGATCTCCATGCTTTGCTCTCAAGGCTTGGAGAGGTATGTG 

1 5 CCCCTCCTGGGTGCTCACCGCCTGCTACACAGGCAGGAATGCGGTTGGGAGGCA 
GGTCGGGCTGCCAGCCCAGCTNGCCGGAAGGAGACTGTGGTTTTTGTGTGTGTGG 
ACAGCCCGGGAGCTTTGAGACAGGTGCCTGGGGCTGGCTGCAGACGGTGTGGTT 
GGGGGTGGGAGGTGAGCTAGACCCAACCCTTAGCTTTTAGCCTGGCTGTCACCTT 
TTTAATTTCCAGAACTGCACAATGACCAGCAGGAGGGGAGAAGAGAGTAGGAAA 

20 AAGGAGGGAAGGACAGACATCAAGTGCCAGATGTTGTCTGAACTAATCGAGCAC 
TTCTCACCAAACTTCATGTATAAATAAAATACATATTTTTAAAACAAACCAATAA 

«*< ATGGCTTAGATGAGCTGG r,:\*: ■ ■ . ■ - • ^ \ ■ A v. ■■ • 

' .V. '•V/,<SBQtIDNO:6I8 ^H,^;?- ' :•• • ••■ » : '• v </• • 

25 *. >21187 BLOOD 319829.1 AJ009936 g5852062 Human MRNA for nuclear hormone 
receptor PRR1. 0 

TGAAATATAGGTGAGAGACAAGATTGTCTCATATCCGGGGAAATCATAACCTAT 
GACTAGGACGGGAAGAGGAAGCACTGCCTTTACTTCAGTGGGAATCTCGGCCTC 
AGCCTGCAAGCCAAGTGTTCACAGTGAGAAAAGCAAGAGAATAAGCTAATACTC 

30 CTGTCCTGAACAAGGCAGCGGCTCCTTGGTAAAGCTACTCCTTGATCGATCCTTT 
GCACCGGATTGTTCAAAGTGGACCCCAGGGGAGAAGTCGGAGCAAAGAACTTAC 
CACCAAGCAGTCCAAGAGGCCCAGAAGCAAACCTGGAGGTGAGACCCAAAGAA 
AGCTGGAACCATGCTGACTTTGTACACTGTGAGGACACAGAGTCTGTTCCTGGAA 
AGCCCAGTGTCAACGCAGATGAGGAAGTCGGAGGTCCCCAAATCTGCCGTGTAT 

35 GTGGGGACAAGGCCACTGGCTATCACTTCAATGTCATGACATGTGAAGGATGCA 
AGGGCTTTTTCAGGAGGGCCATGAAACGCAACGCCCGGCTGAGGTGCCCCTTCC 
GGAAGGGCGCCTGCGAGATCACCCGGAAGACCCGGCGACAGTGCCAGGCCTGCC 
GCCTGCGCAAGTGCCTGGAGAGCGGCATGAAGAAGGAGATGATCATGTCCGACG 
AGGCCGTGGAGGAGAGGCGGGCCTTGATCAAGCGGAAGAAAAGTGAACGGACA 

40 GGGACTCAGCCACTGGGAGTGCAGGGGCTGACAGAGGAGCAGCGGATGATGATC 
AGGGAGCTGATGGACGCTCAGATGAAAACCTTTGACACTACCTTCTCCCATTTCA 
AGAATTTCCGGCTGCCAGGGGTGCTTAGCAGTGGCTGCGAGTTGCCAGAGTCTCT 
GCAGGCCCCATCGAGGGAAGAAGCTGCCAAGTGGAGCCAGGTCCGGAAAGATCT 
GTGCTCTTTGAAGGTCTCTCTGCAGCTGCGGGGGGAGGATGGCAGTGTCTGGAAC 

45 TACAAACCCCCAGCCGACAGTGGCGGGAAAGAGATCTTCTCCCTGCTGCCCCAC 
ATGGCTGACATGTCAACCTACATGTTCAAAGGCATCATCAGCTTTGCCAAAGTCA 
TCTCCTACTTCAGGGACTTGCCCATCGAGGACCAGATCTCCCTGCTGAAGGGGGC 
CGCTTTCGAGCTGTGTCAACTGAGATTCAACACAGTGTTCAACGCGGAGACTGGA 
ACCTGGGAGTGTGGCCGGCTGTCCTACTGCTTGGAAGACACTGCAGGTGGCTTCC 
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AGCAACTTCTACTGGAGCCCATGCTGAAATTCCACTACATGCTGAAGAAGCTGCA 
GCTGCATGAGGAGGAGTATGTGCTGATGCAGGCCATCTCCCTCTTCTCCCCAGAC 
CGCCCAGGTGTGCTGCAGCACCGCGTGGTGGACCAGCTGCAGGAGCAATTCGCC 
ATTACTCTGAAGTCCTACATTGAATGCAATCGGCCCCAGCCTGCTCATAGGTTCT 
5 TGTTCCTGAAGATCATGGCTATGCTCACCGAGCTCCGCAGCATCAATGCTCAGCA 
CACCCAGCGGCTGCTGCGCATCCAGGACATACACCCCTTTGCTACGCCCCTCATG 
CAGGAGTTGTTCGGCATCACAGGTAGCTGAGCGGCTGCCCTTGGGTGACACCTCC 
GAGAGGCAGCCAGACCCAGAGCCCTCTGAGCCGCCACTCCCGGGCCAAGACAGA 
TGGACACTGCCAAGAGCCGACAATGCCCTGCTGGCCTGTCTCCCTAGGGAATTCC 

1 0 TGCTATGAC AGCTGGCTAGCATTCCTCAGGAAGGACATGGGTGCCCCCCACCCCC 
AGTTCAGTCTGTAGGGAGTGAAGCCACAGACTCTTACGTGGAGAGTGCACTGAC 
CTGTAGGTCAGGACCATCAGAGAGGCAAGGTTGCCCTTTCCTTTTAAAAGGCCCT 
GTGGTCTGGGGAGAAATCCCTCAGATCCCACTAAAGTGTCAAGGTGTGGAAGGG 
ACCAAGCGACCAAGGATGGGCCATCTGGGGTCTATGCCCACATACCCACGTTTGT 

1 5 TCGCTTCCTGAGTCTTTTCATTGCTACCTCTAATAGTCCTGTCTCCCACTTCCCACT 
CGTTCCCCTCCTCTTCCGAGCTGCTTTGTGGGCTCCAGGCCTGTACTCATCGGCAG 
GTGCATGAGTATCTGTGGGAGTCCTCTAGAGAGATGAGAAGCCAGGAGGCCTGC 
ACCAAATGTCAGAAGCTTGGCATGACCTCATTCCGGCCACATCATTCTGTGTCTC 
TGCATCCATTTGAACACATTATTAAGCACCGATAATAGGTAGCCTGCTGTGGGGT 

20 ATACAGCATTGACTCAGATATAGATCCTGAGCTCACAGAGTTTATAGTTAAAAAA 
ACAAACAGAAACACAAACAATTTGGATCAAAAGGAGAAATGATAAGTGACAAA 
AGCAGCACAA.GGAATTTCCCTGTGTGGATGCTGAGCTGTGATGGCGGGCACTGG 

■v ,. GTACCCAAGTGAAGGTTCGGGAGGAGATGAGTCTGTAGGAGGAAGGGCACAAAG 

t TGGAGCTGTGAGTGCGTGTGTGTGATTTGGTGTA.GGTAGGTCTGTTTGCCACTTG 
J 25 ATGGGGCCTGGGTTTGTTCCTGGGGCTGGAATGCTGGGTATGCTCTGTGACAAGG 
CTACGCTGACAATCAGTTAAACACACCGGAGAAGAACCATTTACATGCACCTTAT 
ATTTCTGTGTACACATCTATTCTCAAAGCTAAAGGGTATGAAAGTGCCTGCCTTG 
TTTATAGCCACTTGTGAGTAAAAATTTTTTTGCATTTTCACAAATTATACTTTATA 
TAAGGCATTCCACACCTACGAACTAGTTTTGGGAAATGTAGCCCTGGGTTTAATG 

30 TCAAATCAAGGCAAAAGGAATTAAATAATGTACTTTTGGCTAGAGGGGTAAACT 
TTTTTGGCCTTTTTCTGGGGAAAATAATGTGGGGGTGTGGAAATAGAAACATACG 
CAAGCATACATATTTTTACTACTTATTTTATTATTATCCTGTATAAAT 

SEQ ID NO: 619 

35 >21 1 89 BLOOD 232328. 1 AF1 69677 g6808606 Human leucine-rich repeat transmembrane 
protein FLRT3 (FLRT3) mRNA, complete cds. 0 

GTCCAATAATAACCTAAGTAATTTACCTCAGGGTATCTTTGATGATTTGGACAAT 

ATAACACAACTGATTCTTCGCAACAATCCCTGGTATTGCGGGTGCAAGATGAAAT 

GGGTACGTGACTGGTTACAATCACTACCTGTGAAGGTCAACGTGCGTGGGCTCAT 

40 GTGCCAAGCCCCAGAAAAGGTTCGTGGGATGGCTATTAAGGATCTCAATGCAGA 
ACTGTTTGATTGTAAGGACAGTGGGATTGTAAGCACCATTCAGATAACCACTGCA 
ATACCCAACACAGTGTATCCTGCCCAAGGACAGTGGCCAGCTCCAGTGACCAAA 
CAGCCAGATATTAAGAACCCCAAGCTCACTAAGGATCAACAAACCACAGGGAGT 
CCCTCAAGAAAAACAATTACAATTACTGTGAAGTCTGTCACCTCTGATACCATTC 

45 ATATCTCTTGGAAACTTGCTCTACCTATGACTGCTTTGAGACTCAGCTGGCTTAAA 
CTGGGCCATAGCCCGGCATTTGGATCTATAACAGAAACAATTGTAACAGGGGAA 
CGCAGTGTGTACTTGGTCACAGCCCTGGAGCCTGATTCACCCTATAAAGTATGCA 
TGGTTCCCATGGAAACCAGCAACCTCTACCTATTTGATGAAACTCCTGTTTGTATT 
GAGACTGAAACTGCACCCCTTCGAATGTACAACCCTACAACCACCCTCAATCGAG 
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AGCAAGAGAAAGAACCTTACAAAAACCCCAATTTACCTTTGGCTGCCATCATTGG 
TGGGGCTGTGGCCCTGGTTACCATTGCCCTTCTTGCTTTAGTGTGTTGGTATGTTC 
ATAGGAATGGATCGCTCTTCTCAAGGAACTGTGCATATAGCAAAGGGAGGAGAA 
GAAAGGATGACTATGCAGAAGCTGGCACTAAGAAGGACAACTCTATCCTGGAAA 
5 TCAGGGAAACTTCTTTTCAGATGTTACCAATAAGCAATGAACCCATCTCGAAGGA 
GGAGTTTGTAATACACACCATATTTCCTCCTAATGGAATGAATCTGTACAAAAAC 
AATCACAGTGAAAGCAGTAGTAACCGAAGCTACAGAGACAGTGGTATTCCAGAC 
TCAGATCACTCACACTCATGATGCTGAAGGACTCACAGCAGACTTGTGTTTTGGG 
TTTTTTAAACCTAAGGGAGGTGATGGTAGGAACCCTGTTCTACTGCAAAACACTG 

1 0 GAAAAAGAGACTGAAAAAAAGCAATGTACTGTACATTTGCCATATAATTTATATT 
TAAGAACTTTTTATTAAAAGTTTCAAATTTCAGGTTACTGCTGCGATTGATGTAGT 
GGAGATGCCTGAACACAATTCTATATTTTAGTATTTTTTAGTAATTTGTACTGTAT 
TTTCCTTGCAAATATTGGAGTTATAAACCATTTACTTTGTGTTCTACTGAGTAAGA 
TGACTTGTTGACTGTGAAAGTGAATTTTCTTGCTGTGTCGAACAATCAGGACTGC 

1 5 ATTCATATGAGATCCTTGTAGTATAAGCACAGGCCATTTTTCACTTTGGTATTAAT 
AAAATGTAAAAAAAAAAAACTGGCTGAATGGCTGAATGAGATAAAATTTAATTT 
TAAAAAATGGTTATGAAATAATGTTCCAATTATTAAATTTGTATTATCCCAGTGG 
TATTCAATAAATCAAAATGTGTGAAGTAATGGGCAATATCAAACTTCCTGCATAT 
CTCCATTTTTGCTCTAGGCAAATTAATTATCCTTAAAAAAGTTAAGCATATCTTCT 

20 GAACTGAATACATCAGCTGGCATAAAAGGAGCATGAAGTCTGTTAAAGCCATTG 
TCAGCAAAGCTTTGAAAATAAAGGACTTCACAAAAACGGTAATGTAAATGTGCT 
TGCAAGTTGGGGGGAAAATGTGTACTTAGGAAAACATGGAAAGTTAGAGTTGTA . 

• , • TAGTGTAATGAACACAAATACCAAAACTGCATTTTGGTTTTGCCTATACCATGCT. . 
••••• • 'GATTTTTGAAAAGTGAATTATAAACACAAAATTGTTAGTGTTTATGATGTTTTTAT 

25 CATAAAGGATGTCAGAGAAACTTTATGCATATTAAAAATGTAATGTAATTATAAG 
CGATTCCCCTCAACAATCCAGAGAAAGTAGTTCTTTAAATAAGAGATAATTTAAA 
GAAAAATAAATACTAGACATCAAATTTAGATCTGGTTTATGTCAAAGGTTTTAAC 
ACTGTACATAAATGTTCAATTTACTTTTACAAAGATCAAGAATACTGCCCATTAC 
TGTCACAATTTTCCAGATATTATATAATGAACTCGTAATGTAACATTTCCTTCTAG 

30 CTTCCTACTGAATTGTGAGCTGTTACTTGTTGAAAAACCATATCACTTTTCTGTTG 
CCATGATTTTTTTTTTCAACAAAAAACCAAAGTGCATTGTACGCCCTTTGGCCAGT 
CTTGTATGTGCCTTGATCCAACGCTACATGTATTCAGCTTTTAAAACTCCACAAAT 
TTTTCATACTCCTTAAATATGAAAAATTATGGTCTTATTGCTGAATAAAACTTTTA 
AAAAGTACAGAATAATTGTGCTTGCTTTTTCAGGATTGTGTTACTATCACTAAGT 

35 AGCAAATTGCCCAGCACATTAGTCCTAAACGTCCCATGTATTTTTCTAGGCATAA 
AAATAAAAGTTGGCTAAAAATTTTAAAAAATC 

SEQ ID NO: 620 

>21213 BLOOD 474592.17 AF061749 g3372676 Human tumorous imaginal discs protein 

40 Tid56 homolog (TID1) mRNA, complete cds. 0 

GATGGCTGCGCGGTGCTCCACACGCTGGTTGCTGGTGGTTGTGGGGACCCCGCGG 
CTGCCGGCTATATCGGGTAGAGGGGCCCGGCCGCCCAGGGAGGGCGTGGTGGGG 
GCATGGCTGAGCCGCAAGCTGAGCGTCCCCGCCTTTGCGTCTTCCCTGACCTCTT 
GCGGCCCCCGAGCGCTGCTGACATTGAGACCTGGTGTCAGCCTCACAGGAACAA 

45 AACATTACCCTTTCATTTGTACTGCCTCCTTCCACACGAGTGCCCCTTTGGCCAAA 
GAAGATTATTATCAGATATTAGGAGTGCCTCGAAATGCCAGCCAGAAAGAGATC 
AAGAAAGCCTATTATCAGCTTGCCAAGAAGTATCACCCTGACACAAATAAGGAT 
GATCCCAAAGCCAAGGAGAAGTTCTCCCAGCTGGCAGAAGCCTATGAGGTTTTG 
AGTGATGAGGTGAAGAGGAAGCAGTACGATGCCTACGGCTCTGCAGGCTTCGAT 
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CCTGGGGCCAGCGGCTCCCAGCATAGCTACTGGAAGGGAGGCCCCACTGTGGAC 
CCCGAGGAGCTGTTCAGGAAGATCTTTGGCGAGTTCTCATCCTCTTCATTTGGAG 
ATTTCCAGACCGTGTTTGATCAGCCTCAGGAATACTTCATGGAGTTGACATTCAA 
TCAAGCTGCAAAGGGGGTCAACAAGGAGTTCACCGTGAACATCATGGACACGTG 
5 TGAGCGCTGCAACGGCAAGGGGAACGAGCCCGGCACCAAGGTGCAGCATTGCCA 
CTACTGTGGCGGCTCCGGCATGGAAACCATCAACACAGGCCCTTTTGTGATGCGT 
TCCACGTGTAGGAGATGTGGTGGCCGCGGCTCCATCATCATATCGCCCTGTGTGG 
TCTGCAGGGGAGCAGGACAAGCCAAGCAGAAAAAGCGAGTGATGATCCCTGTGC 
CTGCAGGAGTCGAGGATGGCCAGACCGTGAGGATGCCTGTGGGAAAAAGGGAA 

1 0 ATTTTC ATTACGTTC AGGGTGCAGAAAAGCCCTGTGTTCCGGAGGGACGGCGC AG 
ACATCCACTCCGACCTCTTTATTTCTATAGCTCAGGCTCTTCTTGGGGGAACAGCC 
AGAGCCCAGGGCCTGTACGAGACGATCAACGTGACGATCCCCCCTGGGACTCAG 
ACAGACCAGAAGATTCGGATGGGTGGGAAAGGCATCCCCCGGATTAACAGCTAC 
GGCTACGGAGACCACTACATCCACATCAAGATACGAGTTCCAAAGAGGCTAACG 

1 5 AGCCGGCAGCAGAGCCTGATCCTGAGCTACGCCGAGGACGAGACAGATGTGGAG 
GGGACGGTGAACGGCGTCACCCTCACCAGCTCTGGAAAAAGATCCACTGGAAAC 
TAGGCCGGGAAGCAGCAGCCCCTCCAAGGGCCAGGGCACCTGGGAGACGGGAG 
GATTCCAGAACAGCAGCACTGAGCTCCCACCCGCAGAGCCTCTGGACGGCCTTG 
GCAACAGCAAAATCATGGGACAACACCTCTCTCCACGGAAAGGTCACAGTGGAC 

20 AGCCCGGGCAGTAGGATGCAGCCCCAGAGGCTGGTGGCAGTTTCCTGTCCATTG 
GTAGGTGACGGCCCCTGGCTCAGGCAGAGGGAGATGGTTAGACTCTTGCAGGGC 

" ..nCAAAAGTGTAATTTGGAATTGAATATTGTGGATATCTTAGTTAAAGGGGATGCTT: • 
, :-\ :. AGAGGTTAGAAATGAAGGCTTAAGCTGeA'PGACGTTACGAAGTGATTAATXTCCT - 
• V ! TGTGAGCAAACCTCCGGGAGGTTGGAGAATG AGTTCTTCCTGACAGGTTGTCTTC 

25 ACTGGGAGCGTGGGGCCCCCAGGCCCCACCAGCACCGTCCTCCCCTAATGAGGG 
GCCCTGCCGAGGCATCAGCTGCTCTGCTCAGTTAGTTTTTATTCCCGGGGTACCA 
AGCAGCTGCACAGTCGGTGCCTGGGAGGCACGTAGAGGCCCAGAGAGTCCCTGG 
GGGTTCTGCTCTGACCGTGTGGGTGGTGATCCTTGTCAGGATGTACAGTCCTTGC 
TCCCACCCCATCCAGGATGGCCGCCTGTCCCTGACTATTGAGTCCTGTTGTTGTAA 

30 GCCAGGCATGGAGGGCTCCTGCCCTTCTGCTGAGCCACAGCCCATTGCAGCACTG 
TGCTGGCCAGACTTCAGCTGCCTTGGGAACTGAAGCCCTGCCACTGTTGCTAGTC 
AGGGGCTTGGTTCTCCCACTTACACTGTTGACATCTATTTTCTGAAGTGTGTTTAA 
ATTATTCAGTGCTAATCATTGTTTTTTCCTTTGTAAATGTTGATTCAGAAAAGGAA 
AGCACAGGCTAAGCAGTTGAAGGTTCCCCACCATTCAGTGAGAGCAGAACCCCC 

35 ATTCCCCAGCCTCTGCTGGTAGCATGTCGCAGTTTCCATGTGTTTCAGGATCTTCG 
GGCTGTCGTTAGACAGGTTAATGAAGAACACTTCTCAACAGTTTCCTTTTTGTTTT 
CCTTTATAATTCACTAAAATAAAGCATCTATTAGTGTCTGATTTAGGAATGTAAA 
ATGATTCTGTATTAATGTAAATAAGATTATCTATTGCAAAAAGATATTTCAAACC 
TAAAA 

40 

SEQIDNO: 621 

>21224 BLOOD 197014.6 AF095742 g4588081 Human serine protease ovasin mRNA, 
complete cds. 0 

GTGCAGGAGGAGAAGGAGGAGGAGCAGGAGGTGGAGATTCCCAGTTAAAAGGC 
45 TCCAGAATCGTGTACCAGGCAGAGAACTGAAGTACTGGGGCCTCCTCCACTGGG 
TCCGAATCAGTAGGTGACCCCGCCCCTGGATTCTGGAAGACCTCACCATGGGACG 
CCCCCGACCTCGTGCGGCCAAGACGTGGATGTTCCTGCTCTTGCTGGGGGGAGCC 
TGGGCAGGACACTCCAGGGCACAGGAGGACAAGGTGCTGGGGGGTCATGAGTGC 
CAACCCCATTCGCAGCCTTGGCAGGCGGCCTTGTTCCAGGGCCAGCAACTACTCT 
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GTGGCGGTGTCCTTGTAGGTGGCAACTGGGTCCTTACAGCTGCCCACTGTAAAAA 
ACCGAAATACACAGTACGCCTGGGAGACCACAGCCTACAGAATAAAGATGGCCC 
AGAGCAAGAAATACCTGTGGTTCAGTCCATCCCACACCCCTGCTACAACAGCAG 
CGATGTGGAGGACCACAACCATGATCTGATGCTTCTTCAACTGCGTGACCAGGCA 
5 TCCCTGGGGTCCAAAGTGAAGCCCATCAGCCTGGCAGATCATTGCACCCAGCCTG 
GCCAGAAGTGCACCGTCTCAGGCTGGGGCACTGTCACCAGTCCCCGAGAGAATT 
TTCCTGACACTCTCAACTGTGCAGAAGTAAAAATCTTTCCCCAGAAGAAGTGTGA 
GGATGCTTACCCGGGGCAGATCACAGATGGCATGGTCTGTGCAGGCAGCAGCAA 
AGGGGCTGACACGTGCCAGGGCGATTCTGGAGGCCCCCTGGTGTGTGATGGTGC 
1 0 ACTCCAGGGCATCACATCCTGGGGCTCAGACCCCTGTGGGAGGTCCGACAAACC 
TGGCGTCTATACCAACATCTGCCGCTACCTGGACTGGATCAAGAAGATCATAGGC 
AGCAAGGGCTGATTCTAGGATAAGCACTAGATCTCCCTTAATAAACTCACAACTC 
TCTGGTTC 

15 SEQIDNO: 622 

>21240 BLOOD 255990.12 AJ01 1497 g4128014 Human mRNA for Claudin-7. 0 
CCCACGCGTCCGCTCACCTCCGAGCCACCTCTGCTGCGCACCGCAGCCTCGGACC 
TACAGCCCAGGATACTTTGGGACTTGCCGGCGCTCAGAAACGCGCCCAGACGGC 
CCCTCCACCTTTTGTTTGCCTAGGGTCGCCGAGAGCGCCCGGAGGGAACCGCCTG 

20 GCCTTCGGGGACCACCAATTTTGTCTGGAACCACCCTCCCGGCGTATCCTACTCC 
CTGTGCCGCGAGGCCATCGCTTCACTGGAGGGGTCGATTTGTGTGTAGTTTGGTG 
. •: ■* AGAAGATTTGGATTCACGTGGGCOAAACCCIiTTTTGTCTCTTTGGGTGACCGGAA 
■ r-./AACTGGACCTGAAGTTTTGT.T.TrTGTGGGGGCTGCCCCCCAAGTGTGGTTTGTTTTA 
. . , , r vCTGTAGGGTCTCCGCGGGGGGGGGGGGGAGTGTTTTGTGAGGGGGGAAATGGCGA 

25 ATTCGGGCCTGCAGTTGCTGGGCTTCTCCATGGGCCCTGCTGGGCTGGGTGGGTC 
TGGTGGCCTGCACCGCCATCCCGCAGTGGCAGATGAGCTCCTATGCGGGTGACA 
ACATCATCACGGCCCAGGCCATGTACAAGGGGCTGTGGATGGACTGCGTCACGC 
AGAGCACGGGGATGATGAGCTGCAAAATGTACGACTCGGTGCTCGCCCTGTCCG 
CGGCCTTGCAGGCCACTCGAGCCCTAATGGTGGTCTCCCTGGTGCTGGGCTTCCT 

30 GGCCATGTTTGTGGCCACGATGGGCATGAAGTGCACGCGCTGTGGGGGAGACGA 
CAAAGTGAAGAAGGCCCGTATAGCCATGGGTGGAGGCATAATTTTCATCGTGGC 
AGGTCTTGCCGCCTTGGTAGCTTGCTCCTGGTATGGCCATCAGATTGTCACAGAC 
TTTTATAACCCTTTGATCCCTACCAACATTAAGTATGAGTTTGGCCCTGCCATCTT 
TATTGGCTGGGCAGGGTCTGCCCTAGTCATCCTGGGAGGTGCACTGCTCTCCTGT 

35 TCCTGTCCTGGGAATGAGAGCAAGGCTGGGTACCGTGTACCCCGCTCTTACCCTA 
AGTCCAACTCTTCCAAGGAGTATGTGTGACCTGGGATCTCCTTGCCCCAGCCTGA 
CAGGCTATGGGAGTGTCTAGATGCCTGAAAGGGCCTGGGGCTGAGCTCAGCCTG 
TGGGCAGGGTGCCGGACAAAGGCCTCCTGGTCACTCTGTCCCTGCACTCCATGTA 
TAGTCCTCTTGGGTTGGGGGTGGGGGGGTGCCGTTGGTGGGAGAGACAAAAAGA 

40 GGGAGAGTGTGCTTTTTGTACAGTAATAAAAAATAAGTATTGGGAAGCAGGCTTT 
TTTCCCTTCAGGGCCTCTGCTTTCCTCCCGTCCAGATCCTTGCAGGGAGCTTGGAA 
CCTTAGTGCACCTACTTCAGTTCAGAACACTTAGCACCCCACTGACTCCACTGAC 
AATTGACTAAAAGATGCAGGTGCTCGTATCTCGACATTCATTCCCACCCCCCTCT 

45 AGGTAAANAAAAAAAAAA 
SEQ ID NO: 623 

>21270 BLOOD INCYTE 1381683H1 
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GCTTATTCACTTTGTGTTTTCTTTTGTTTTATTTTGTCCAATTTTGTCTTTAGCTGTG 
TTTATTAACTTCTCCGGTCTTGTTTTGTTTTAATGCTCTTGGCCCAGTGGGTGTCA 
AGAACACTGGCTTAATTCAAGTCAGTTGATTTTTTTTCTATTAAAACTGTTGTTAA 
AATATTTTTTAAAACAAAAACATTATTTGTGCCCTCTTTTATATATGTCAAAGGGA 
5 CACTGTCAAGTATTTCATTT 



SEQ ID NO: 624 

>21285 BLOOD 1008401.7 M17783 gl83063 Human glia-derived nexin (GDN) mRNA, 5' 
end. 0 

1 0 GTGTGCTGGC AAAGTGCTTGGCTGCGCGGCGTCTGCAGGCGCC ACCGCTGCCTCT 
TTCCGGCTGTGACCCTCCTCGCCGCCGCCGCTTCGCTGCGTCCTCCGACTCCCCGC 
GCCGCCGAGACCAGGCTCCCGCTCCGGTTGCGGCCGCACCGCCCTCCGCGGCCGC 
CCCCTGGGGATCCAGCGAGCGCGGTCGTCCTTGGTGGAAGGAACCATGAACTGG 
CATCTCCCCCTCTTCCTCTTGGCCTCTGTGACGCTGCCTTCCATCTGCTCCCACTTC 

1 5 AATCCTCTGTCTCTCGAGGAACTAGGCTCCAACACGGGGATCCAGGTTTTCAATC 
AGATTGTGAAGTCGAGGCCTCATGACAACATCGTGATCTCTCCCCATGGGATTGC 
GTCGGTCCTGGGGATGCTTCAGCTGGGGGCGGACGGCAGGACCAAGAAGCAGCT 
CGCCATGGTGATGAGATACGGCGTAAATGGAGTTGGTAAAATATTAAAGAAGAT 
CAACAAGGCCATCGTCTCCAAGAAGAATAAAGACATTGTGACAGTGGCTAACGC 

20 CGTGTTTGTTAAGAATGCCTCTGAAATTGAAGTGCCTTTTGTTACAAGGAACAAA 
GATGTGTTCCAGTGTGAGGTCCGGAATGTGAACTTTGAGGATCCAGCCTCTGCCT 

•> . GTGATTG€ATCAATGGATGGGTTAAAAATGAAACCAGGGATATGAiEPGACAATCT 
'. : ■: GGTGTCCGGAGATCTTATTGATGGTGTGGTOACCAGACTGGTCCTCGTCAACGeA 
GTGTATTTGAAGGGTGTGTGGAAATGACGGTTGCAAGGCGAGAAGACAAAGAAA 

25 CGCACTTTCGTGGCAGCCGACGGGAAATCCTATCAAGTGCCAATGCTGGCCCAGC 
TCTCCGTGTTCCGGTGTGGGTCGACAAGTGCCCCCAATGATTTATGGTACAACTT 
CATTGAACTGCCCTACCACGGGGAAAGCATCAGCATGCTGATTGCACTGCCGACT 
GAGAGCTCCACTCCGCTGTCTGCCATCATCCCACACATCAGCACCAAGACCATAG 
ACAGCTGGATGAGCATCATGGTGCCCAAGAGGGTGCAGGTGATCCTGCCCAAGT 

30 TCACAGCTGTAGCACAAACAGATTTGAAGGAGCCGCTGAAAGTTCTTGGCATTAC 
TGACATGTTTGATTCATCAAAGGCAAATTTTGCAAAAATAACAAGGTCAGAAAA 
CCTCCATGTTTCTCATATCTTGCAAAAAGCAAAAATTGAAGTCAGTGAAGATGGA 
ACCAAAGCTTCAGCAGCAACAACTGCAATTCTCATTGCAAGATCATCGCCTCCCT 
GGTTTATAGTAGACAGACCTTTTCTGTTTTTCATCCGACATAATCCTACAGGTGCT 

35 GTGTTATTCATGGGGCAGATAAACAAACCCTGAAGAGTATACAAAAGAAACCAT 
GCAAAGCAACGACTACTTTGCTACGAAGAAAGACTCCTTTCCTGCATCTTTCATA 
GTTCTGTTAAATATTTTTGTACATCGCTTCTTTTTCAAAACTAGTTCTTAGGAACA 
GACTCGATGCAAGTGTTTCTGTTCTGGGAGGTATTGGAGGGAAAAAACAAGCAG 
GATGGCTGGAACACTGTACTGAGGAATGAATAGAAAGGCTTCCAGATGTCTAAA 

40 AGATTCTTTAAACTACTGAACTGTTACCTAGGTTAACAACCCTGTTGAGTATTTGC 
TGTTTGTCCAGTTCAGGAATTTTTGTTTTGTTTTGTCTATATGTGCGGCTTTTCAGA 
AGAAATTTAATCAGTGTGACAGAAAAAAAAATGTTTTATGGTAGCTTTTACTTTT 
TATGAAAAAAAAATTATTTGCCTTTTAAATTCTTTTCCCCCATCCCCCTCCAAAGT 
CTTGATAGCAAGCGTTATTTTGGGGGTAGAAACGGTGAAATCTCTAGCCTCTTTG 

45 TGTTTTTGNTGATGCTGTTGTTGTTGTTTTATATAATGCATGTATTCACTAAAATA 
AAATTTAAAAAACTCCTGTCTTGCTAGACAAGGTTGCTGTTGTGCAGTGTGACAG 
AAAAAAAAATGTTTTATGGTAGCTTTTACTTTTTATGAAAAAAAAATTATTTGGC 
TTTTAAATTCTTTTCCCCCANCCCCCTCCAAAGTCTTGATAGCAAGCGTTATTTNG 
GGGGTAGAAACGGNGAAATCTCTAGCCTCNNNNNNNNN^ 
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isnsiNNisnsiN^ 

AGGCTGCTCAGGGCCTTATAAAACTGTTGTAGACAGCCCTGAATGTCCCCTGCTT 
CCCACCACCCAGAGCCTGGGATCATGCAAGCTGGGAGAGAAGCTACAGAGGTAG 
TGCCGTGTTTGGTGGAGTGACCTCTGCAGCCTCCCTCCCTCAGAGTGAGAATTTT 
5 ATGTAATTCTTATCTGCAGTTGGGAATAAAAGAAGTTTGATTCCTAGACACTGAA 
ATACACGAAAGTTTATCATGCCACCCTTTTCCATCTCTTAGGAGAAATGGAAAAA 
GAACACTCCAAACCTGGCCACTACCTGAGGATGTGTAAAGAGGTTTTCTGCAGGC 
AATTAGACCCCACTACAGTGGAAGCTTGTAGAACATCACACATCGACAGTCTGA 
AATGCACCACAAGAACTGCTCGAAGAGTGTGTCACTTTCACACTTACCTGACCGT 
1 0 GGGATGGAAGTGCAGCGTAAGCC ATGGGCTGATTCATC ACTCCTTTCTGCTTCAT 
GAGAAGCAGGCGTTTCTGGTCTTCGCTCAGGTGTGCCCTGGGGGCCTGGAGCTGT 
GGAGGTGNTNINNNN]^^ 

NNNNNl^NNNNNNGATATACGGCATCAAGGGGTTTTTGTTGGGGTTGGCCACTG 
GTGGTGTCATCCTCTGACTCAGGTCTGCATTGAAGTGGGTCAGGGGTTTAGTGTT -I , 
1 5 GCCATAAGTC AGAATATTGTGCTGTTTGTTTAAGGAGTTTGTACCC AAGTTATTTG " 
GCTGCTGATTGATCATATTCATGTGATTCTGAGGGAGGTAGTTATTCATTGTTGTC 
TTCTGCAGGTTGTTTGCCATTGGAGGCACTATAGGGTTTTGGTTGTTAAAGGCTTG 
GGGGTACATCATTGGGCTATTTGGTTTTTCTGCAGTAAAAGCTGCTCCATATGGA 
CTAGAGGGAGGTCCTAAGGGAGACCAATTTGAAGTCTGATTTGAGNNNNNNNNN 

20 NNNisnsnsnw 

GGCCCTTTGTTGCTGCTGTGCAGCCATCTGTTTGAGCTGTTCTGCTGGAGACATGT 

• s CAGAGCTGGGCACAGCGAGAGGCCCTGACGCTGAACCGGCCACTGTGACTGCTG ,: 




■V_« J- JL <-~.J JL.. JL < Jl. " * -^*-L J. -A. ,X ' • VJ ^-J J. JL * ^ « JL'V^-Jt VJ ^—^J. * J. J. J. JL > ■ J. >^_J V_l J. » V _L i. 

25 AGGGTTTGGAGCTGCGGGAGTGCTGGCAACAGAAGGTAAACTAGTGGCCGTGGA 
GACAGTAGAAAAGGGGAAGGAACCCAAGGAAGGAAGAAGGCCCTTCGCCCTGG 
GGGAGATCCCATGGAGACATGTGCGAAGGGAGAGTGAGAGGGGTCGCTCTTCAC 
GCTCGCACTCTCCTGGGAGAGAGGGGTCTCAGTTGCTGGCTGCGAGAATTCTGGC 
TCCTTCTTCTCTTCAAAGTCTTCGTTGAACAGGTCCTGTATGTCATCCTCAGGAAC 

30 CGTGTTGTCCAATTCATCTATTAATTCTTGCCACTCCTGATCATTCAGATTAATGT 
CTGAGAACAGCTTGTTCTGATTTGAAAGAGATGTTTCTGATGTGTCTATGCAAGT 
AGGGTCATCGAGAGGTTCTTGTTTGAGGTCTTTGCTCTGCAAGATGGTGAAGCTA 
TCCTCCAGGTCACTGCAACCGTTGACAGGAAGTTTAATCTCAGGGAGCCTACCAT 
TCTTACTTAGATCTTCTAGAAGCCCAGGAGTGTGAGTTCCACTGTTCTGCAAGGG 

35 CAAAGAAGGTTTCAGGTCAAGTTGGTGAAGAGGAGAAGCTGAAGGCAGTGGCAT 
GTTACTGGGCAAATTGTTGATGGCTTCCATCCCCGCAGAAATGTCCTTTCGAATT 
CGTTTGCTAGTCGGAGAAAAATTCCCATCACAAGCACCATTCTGCTGGTCTCCAT 
TAAGTGGTGATCGAGCTCCTTCCAACTTCCTTTTCACAGTCTCTTGTAGCATGATC 
AGCGTGTGGTTCCTCTGCTCCGCCGAGGCAGCCTCCGCATCTTGCTGGGGTTTGC 

40 TCGGGTGCTGCTGTTTGCCGGTGCCGGCGCCCGATTTCTTGGCCCTCTGCTCCAGG 
TCCGC 

SEQ ID NO: 625 

>21292 BLOOD INCYTE_157873H1 
45 AGTAGCGTGACTACGTTTAAAACGGAGCAGCCAGGTGCTCCAAGCCCAGGTTTC 
ATCTTCCTAACCAAGAAAGGCCGNCAAGTCTGTNCTGACCCCAGTAAGGAGTGG 
TTCCAGGAAATACGGTCAGTAACCTGGGANCTGAGTGNCTTANGGGTCCAGAAN 
CTTNGANGNCCAGGCAACCTGAGTTGGCCCAGNNNGGGAGGAGNAGGGGCCTG 
NACCTTGGGGNACATG 
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SEQ ID NO: 626 

>21294 BLOOD INCYTE_1594625F6 

GGANATGGAAGGCAATGACNGCNACGAGGGCTCTGTGTGGANATGTTCAAGGNG 
5 CTGGCAANAGATCCTNCGATTCAACTACAAGATCCGACTGGTTGGGGATGGNGT 
GTACGGCGTTCCNGAGGNACAACGGCACCTGGAAGGGAATGGTNGGNGAGCTG 
ATCNCTAGGAAAGCAGTCTGGCNGTGGCAGGCCTCACCATTACAGNTGAACGGG 
AGAAGGTGNTTGATTTCTCTAAGC 

10 SEQ ID NO: 627 

>21298 BLOOD 441249.1 AF086432 g3483777 Human full length insert cDNA clone 
ZD79H11. 0 

GGCAGGAGAATTTGAAAGGGTGCCCCAAAGGACAATCTCTAAAGGGGTAAGGG 
AGATACCTACCTTGTCTGGTAGGGGAGATGTTTCGTTTTCATGCTTTACCAGAAA 

1 5 ATCCACTTCCCTGCCGACCTTAGTTTC AAAGCTTATTCTTAATTAGAGACAAGAA 
ACCTGTTTCAACTTGAAGACACCGTATGAGGTGAATGGACAGCCAGCCACCACA 
ATGAAAGAAATCAAACCAGGAATAACCTATGCTGAACCCACGCCTCAATCGTCC 
CCAAGTGTTTCCTGACACGCATCTTTGCTTACAGTGCATCACAACTGAAGAATGG 
GGTTCAACTTGACGCTTGCAAAATTACCAAATAACGAGCTGCACGGCCAAGAGA 

20 GTCACAATTCAGGCAACAGGAGCGACGGGCCAGGAAAGAACACCACCCTTCACA 
ATGAATTTGACACAATTGTCTTGCCGGTGCTTTATCTCATTATATTTGTGGCAAGC 
■. ': ATCTTGGTGAATGGTTTAGC AGTGTGGATGTTGJTGGACATTAGGAATAAAAeCAi - 
. .GGTTCATATTGTATGTCAAAAAGATAGTGGTTGGAGACGTCATAATGAOGCTGAC ■■■ 
'»'" s ' ATTTCCATTTCGAATAGTCCATGATGC AGGA'TTTGGACCTTGGTACTTC AAGTTTA 

25 TTCTGrGCAGATACACTTCAGTTTTGTTTTATGCAAACATGTATACTTGCATCGTG 
TTCCTTGGGCTGATAAGCATTGATCGCTATCTGAAGGTGGTCAAGCCATTTGGGG 
ACTCTCGGATGTACAGCATAACCTTCACGAAGGTTTTATCTGTTTGTGTTTGGGTG 
ATCATGGCTGTTTTGTCTTTGCCAAACATCATCCTGACAAATGGTCAGCCAACAG 
AGGACAATATCCATGACTGCTCAAAACTTAAAAGTCCTTTGGGGGTCAAATGGC 

30 ATACGGCAGTCACCTATGTGAACAGCTGCTTGTTTGTGGCCGTGCTGGTGATTCT 
GATCGGATGTTACATAGCCATATCCAGGTACATCCACAAATCCAGCAGGCAATTC 
ATAAGTCAGTCAAGCCGAAAGCGAAAACATAACCAGAGCATCAGGGTTGTTGTG 
GCTGTGTTTTTTACCTGCTTTCTACCATATCACTTGTGCAGAATTCCTTTTACTTTT 
AGTCACTTAGACAGGCTTTTAGATGAATCTGCACAAAAAATCCTATATTACTGCA 

35 AAGAAATTACACTTTTCTTGTCTGCGTGTAATGTTTGCCTGGATCCAATAATTTAC 
TTTTTCATGTGTAGGTCATTTTCAAGAAGGCTGTTCAAAAAATCAAATATCAGAA 
CCAGGAGTGAAAGCATCAGATCACTGCAAAGTGTGAGAAGATCGGAAGTTCGCA 
TATATTATGATTACACTGATGTGTAGGCCTTTTATTGTTTGTTGGAATCGATATGT 
ACAAAGTGTAAAAAAATGTTTCTTTTCATTAAAAAAAAAAAAAAAAAAAAAG 

40 

SEQ ID NO: 628 

>21307 BLOOD 336954.1 AF033383 g2739502 Human potassium channel mRNA, 
complete cds. 0 

GCTGCTGCGCCGCGCTCCCGGCGCACTCGGAGCCCGGCGGGGACCGGGAGGCAG 
45 AGACGGGGCGGCCGTGGCTCCGAGGGCGGGAGCTGAGCCGGGCCCCGGGACCG 
AAGTTTGGCGGCGGCTCCGGGAGGCAGAGCGGGCTCCCCGGGCGACTTCCAGGC 
CCCTCTCGCGTCCTCGCCCCGGACCCGTGGGCAGCCGGGGGGGACGGAAGCCGC 
GGCCGGGCCAACTCCGAGGCGGGGACGCCGCGACGGGAACTTGAGGTGGGAACT 
TTGCGCGCTGCAGCCTCGCCGGGCGCCACCGAAGCGCGAACCGGACCCCGAGCC 
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TGCAAACTCGGGCTCGGGGGCGGCTGCACGTGGCCGTGGCCCTGAACTCCCTGC 
GGGGGCCTCGAAACCCGCCTGCGGGGAGGCCAGGGCGACAGAGGACTCGGGAG 
TCACCGCTGGTGCGTGGCGGCGTGGAGCGCGCTTGTTACGGCCAAGGGAGCAGG 
CTGCCTAATGAAGGAGCCAGGCTTGCACACAGACAATTCTAGAACTGGTGGCCC 
5 GAGAGGGATGTGAAGGCCCAAAATGACCCTCTTACCGGGAGACAATTCTGACTA 
CGACTACAGCGCGCTGAGCTGCACCTCGGACGCCTCCTTCCACCCGGCCTTCCTC 
CCGCAGCGCCAGGCCATCAAGGGCGCGTTCTACCGCCGGGCGCAGCGGCTGCGG 
CCGCAGGATGAGCCCCGCCAGGGCTGTCTGCCCGTAGGACCGCCGCCGTCGGAT 
CATCATCAACGTAGGCGGCATCAAGTACTCGCTGCCCTGGACCACGCTGGACGA 

1 0 GTTCCCGCTGACGCGCCTGGGCCAGCTCAAGGCCTGC ACCAACTTCGACGACATC 
CTCAACGTGTGCGATGACTACGACGTCACCTGCAACGAGTTCTTCTTCGACCGCA 
ACCCGGGGGCCTTCGGCACTATCCTGACCTTCCTGCGCGCGGGCAAGCTGCGGCT 
GCTGCGCGAGATGTGCGCGCTGTCCTTCCAGGAGGAGCTGCTGTACTGGGGCATC 
GCGGAGGACCACCTGGACGGCTGCTGCAAGCGCCGCTACCTGCAGAAGATTGAG 

1 5 GAGTTCGCGGAGATGGTGGAGCGGGAGGAAGAGGACGACGCGCTGGACAGCGA 
GGGCCCGCGACAGCGAGGGCCCGGCCGAGGGCGAGGGCCGCCTGGGGCGCTGC 
ATGCGGCGACTGCGCGAACATGGTGGAGAGGCCGCACTCGGGGCTGCCTGGCAA 
AGGTGTTCGCCTGCCTGTCGGTGCTCTTCGTGACCGTCACCGCCAGTCAACCTCTC 
CGTCAGCACCTTGCCCAGCCTGAGGGAGGAGGAGGAGCAGGGCCACTGTTCCCA 

20 GATGTGCCACAACGTCTTCATCGTGGAGTCGGTGTGCGTGGGCTGGTTCTCCCTG 
GAGTTCCTCCTGCGGCTCATTCAGGCGCCCAGCAAGTTCGCCTTCCTGCGGAGCC 
k , • GGGTGAGGCTGATGGAGCTGGTGGCCATGGTGCCCTACTACA.TCACGCTGGTGGT 
. ■ •GGACGGGGGGGGCGCGGGCCGTCGCAAGGGGGGCGCGGGGAAGAGGTACCTGGA 
• ? % -GAAGGTGGGGCTGGTGCTGGGGGTGCTGCGGGCGCTGGGCATCGTGTAGGTGATG 
V- 25 CGCCTGGCGCGCCACTCCCTGGGGCTGCAGACGCTGGGGCTGACGGCCGGCCGCT 
GCACCCGCGAGTTCGGGCTCCTGCTGCTCTTCCTCTGCGTGGCCATCGCCCTCTTC 
GCGCCCCCTGCTCTACGTCATCGAGAACGAGATGGCCGACAGCCCCGAGTTCACC 
AGCATCCCTGCCTGCTACTGGTGGGCTGTCATCACCATGACGACGGTGGGCTATG 
GCGACATGGTCCCCAGGAGCACCCCGGGCCAGGTAGTGGCCCTGAGCAGCATCC 

30 TGAGCGGCATCCTGCTCATGGCCTTCCCAGTCACCTCCATCTTCCACACCTTCTCC 
CGCTCCTACCTGGAGCTCAAGCAGGAGCAAGAGAGGGTTGATGTTCCGGAGGGC 
GCAGTTCCTCATCAAAACCAAGTCGCAGCTGAGCGTGTCCCAGGACAGTGACAT 
CTTGTTCGGAAGTGCCTTCCTCGGACACCAAGAGACAATAACTGAGCGCGGAGG 
ACACGCCTGCCCTGCCTGCCATCTGTGGCCCGAAGCCATTTGCCATCCACTGCAA 

35 ACGCCTGGAGAGGGACAGGCCGCTTCCGAGTGCAGTCCTGGCGCAGCACCGACT 
GCCCACGCACCCGGGGAAGGACACCCTCACTCCCACACCTCCGGGAAGAACACT 
AGAACATCAGCAGAGGGGCCCTGCCCCTCCGCCTGCAGCCGTGAAAGGAAGCTG 
GGTCATCAGCCCAGCCCCGCCCACCCCAGCCCCTATGTGTGTTTCCCTCAATAAG 
GAGATGCCTTGTTCTTTTCACCATGCGAATAACATGCCCAGCAAAAACCGTGCTT 

40 TATGGGTCTGCCTGGAGAAAAAAAAAAAAAATACCACCAGCAGAAACAGCAC 



SEQ ID NO: 629 

>21310 BLOOD 246163.2 AK002158 g7023867 Human cDNA FLJ11296 fis, clone 
PLACE1009731, weakly similar to AIG1 PROTEIN. 0 
45 CAGCACATCGCTGCATTCGGCTGGTTTTCAGGGTCTTGTTCCCAATCAGTTTCCAG 
CCAACACCAGGGTGTCCCTAGTCCGCAGAGGTGTGGGGGACACACTCCATAATC 
TCTACTTTTCTTTTTGTGCAGCTGAGTCATGGAGCTTTCAGCCCCAGCACATGGCT 
CCTCCTTAACTGCGTCTGCTCAACCTCCCTCAGCCCTGTGAACAGCATCCCCGCA 
CACAGACGCAGAGCAGGACTCTCTCTGCTGCCACTTCACCTTCCTGAGAGAGGAC 
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CAGCGGCCAGAGCCTCAGTGACTGCCACCCTGGAGGACAGGGCACAACAACCGT 
TTCTGGAGAGAATGGGAGGATTCCAGAGGGGCAAATATGGAACTATGGCTGAAG 
GTAGATCAGAAGATAACTTGTCTGCAACACCACCGGCATTGAGGATTATCCTAGT 
GGGCAAAACAGGCTGCGGGAAAAGTGCCACAGGGAACAGCATCCTTGGCCAGCC 
5 CGTGTTTGAGTCCAAGCTGAGGGCCCAGTCAGTGACCAGGACGTGCCAGGTGAA 
AACAGGAACATGGAACGGGAGGAAAGTCCTGGTGGTTGACACGCCCTCCATCTT 
TGAGTCACAGGCCGATACCCAAGAGCTGTACAAGAACATCGGGGACTGCTACCT 
GCTCTCTGCCCCGGGGCCCCACGTCCTGCTTCTGGTGATCCAGCTGGGGCGTTTC 
ACTGCTCAGGACACAGTGGCCATCAGGAAGGTGAAAGAGGTCTTTGGGACAGGG 

1 0 GCC ATGAGACATGTGGTCATCCTCTTC ACCC ACAAAGAGGACTTAGGGGGCCAG 
GCCCTGGATGACTATGTAGCAAACACGGACAACTGCAGCCTGAAAGACCTGGTG 
CGGGAGTGTGAGAGAAGGTACTGTGCCTTCAACAACTGGGGCTCTGTGGAGGAG 
CAGAGGCAGCAGCAGGCAGAGCTCCTGGCTGTGATTGAGAGGCTGGGGAGGGA 
GCGAGAGGGCTCCTTCCACAGCAATGACCTCTTCTTGGATGCCCAGCTGCTCCAA 

1 5 AGAACTGGAGCTGGGGCCTGCCAGGAAGACTACAGGCAGTACC AGGCC AAAGTG 
GAATGGCAGGTGGAGAAGCACAAGCAAGAGCTGAGGGAGAACGAGAGTAACTG 
GGCATACAAGGCGCTCCTCAGAGTCAAACACTTGATGCTTTTGCATTATGAGATT 
TTTGTTTTTCTATTGTTGTGCAGCATACTTTTTTTCATTATTTTTCTGTTCATCTTTC 
ATTACATTTAAATCTCTGGACCCTGGAGCACTTCTAATGTATCACCCCATGGAGT 

20 CATTGTTCTAATAATCACCAATTCAGACTCAGATCCTCGTGGTCTATGGAGCATG 
CTGCTTGCTGTCTGTGCAGCTCCCATTTCCCCTTCTTCCTGATAGACTTGGAGCTG 
• j..' , • .'v TGTGGCTCCACTCCAAGGGTGGGTGGCTGCTGTAAACAGTATTGCAGIGTGTCTGOi 
••" * ■'■■■\ eAA'CAACTGGTTCAGGAATGGGGCTGAGATGGGATGCAGGTCCCTGAGAAGTGA.?^ 
••. ■■■ V -j. GT AAAAGTCCGC AGAGGTGGGGATGGAAGAl'GTCTCCTTAGATAGAACCTGTCTT 

25 }; CCTCCCTGGCATTGTGGGGTCTGGGCGTGACAGTGGGACTCTCAGCAGCTTTGTG 
CTGCCAACCTGAGATTGAAGGCAGTGCCTCAGAGCAGCACAGAGAGTTGGGGCC 
CCCTGAGCCCTGAGCCACCAGCCCTGCAGCCTGCCCTATCTCCGCATTTCCAGTT 
GTATTAGCCAATAGATTTCCTACTTATTTAAGCTATTTGAGCTCCGGGTCTCTTCT 
ACCTGCATTCTAAAACATTCAAAGTAATAAAAATTTCTCCAC 

30 

SEQ ID NO: 630 

>21313 BLOOD 271789.7 M94055 g456678 Human voltage-gated sodium channel mRNA, 
complete cds. 0 

GGAATTTTAGCTGCAGTCTTCTTGGTGCCAGCTTATCAATCCCAAACTCTGGGTGT 
35 AAAAGATTCTACAGGGCACTTTCTTATGCAAGGAGCTAAACAGTGATTAAAGGA 
GCAGGATGAAAAGATGGCACAGTCAGTGCTGGTACCGCCAGGACCTGACAGCTT 
CCGCTTCTTTACCAGGGAATCCCTTGCTGCTATTGAACAACGCATTGCAGAAGAG 
AAAGCTAAGAGACCCAAACAGGAACGCAAGGATGAGGATGATGAAAATGGCCC 
AAAGCCAAACAGTGACTTGGAAGCAGGAAAATCTCTTCCATTTATTTATGGAGAC 
40 ATTCCTCCAGAGATGGTGTCAGTGCCCCTGGAGGATCTGGACCCCTACTATATCA 
ATAAGAAAACGTTTATAGTATTGAATAAAGGGAAAGCAATCTCTCGATTCAGTG 
CCACCCCTGCCCTTTACATTTTAACTCCCTTCAACCCTATTAGAAAATTAGCTATT 
AAGATTTTGGTACATTCTTTATTCAATATGCTCATTATGTGCACGATTCTTACCAA 
CTGTGTATTTATGACCATGAGTAACCCTCCAGACTGGACAAAGAATGTGGAGTAT 
45 ACCTTTACAGGAATTTATACTTTTGAATCACTTATTAAAATACTTGCAAGGGGCTT 
TTGTTTAGAAGATTTCACATTTTTACGGGATCCATGGAATTGGTTGGATTTCACAG 
TCATTACTTTTGCATATGTGACAGAGTTTGTGGACCTGGGCAATGTCTCAGCGTT 
GAGAACATTCAGAGTTCTCCGAGCATTGAAAACAATTTCAGTCATTCCAGGCCTG 
AAGACCATTGTGGGGGCCCTGATCCAGTCAGTGAAGAAGCTTTCTGATGTCATGA 
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TCTTGACTGTGTTCTGTCTAAGCGTGTTTGCGCTAATAGGATTGCAGTTGTTCATG 
GGCAACCTACGAAATAAATGTTTGCAATGGCCTCCAGATAATTCTTCCTTTGAAA 
TAAATATCACTTCCTTCTTTAACAATTCATTGGATGGGAATGGTACTACTTTCAAT 
AGGACAGTGAGCATATTTAACTGGGATGAATATATTGAGGATAAAAGTCACTTTT 
5 ATTTTTTAGAGGGGCAAAATGATGCTCTGCTTTGTGGCAACAGCTCAGATGCAGG 
CCAGTGTCCTGAAGGATACATCTGTGTGAAGGCTGGTAGAAACCCCAACTATGG 
CTACACGAGCTTTGACACCTTTAGTTGGGCCTTTTTGTCCTTATTTCGTCTCATGA 
CTCAAGACTTCTGGGAAAACCTTTATCAACTGACACTACGTGCTGCTGGGAAAAC 
GTACATGATATTTTTTGTGCTGGTCATTTTCTTGGGCTCATTCTATCTAATAAATTT 

1 0 GATCTTGGCTGTGGTGGCCATGGCCTATGAGGAAC AGAATCAGGCC ACATTGGA 
AGAGGCTGAACAGAAGGAAGCTGAATTTCAGCAGATGCTCGAACAGTTGAAAAA 
GCAACAAGAAGAAGCTCAGGCGGCAGCTGCAGCCGCATCTGCTGAATCAAGAGA 
CTTCAGTGGTGCTGGTGGGATAGGAGTTTTTTCAGAGAGTTCTTCAGTAGCATCT 
AAGTTGAGCTCCAAAAGTGAAAAAGAGCTGAAAAACAGAAGAAAGAAAAAGAA 

1 5 ACAGAAAGAACAGTCTGGAGAAGAAGAGAAAAATGACAGAGTCCGAAAATCGG 
AATCTGAAGACAGCATAAGAAGAAAAGGTTTCCGTTTTTCCTTGGAAGGAAGTA 
GGCTGACATATGAAAAGAGATTTTCTTCTCCACACCAGTCCTTACTGAGCATCCG 
TGGCTCCCTTTTCTCTCCAAGACGCAACAGTAGGGCGAGCCTTTTCAGCTTCAGA 
GGTCGAGCAAAGGACATTGGCTCTGAGAATGACTTTGCTGATGATGAGCACAGC 

20 ACCTTTGAGGACAATGACAGCCGAAGAGACTCTCTGTTCGTGCCGCACAGACAT 
GGAGAACGGCGCCACAGCAATGTCAGCCAGGCCAGCCGTGCCTCCAGGGTGCTC 
' eCCATGGTGGGCATGAATGGGAAGATGGATAGGGCTGTGGACTGCAATGGTGTG 
-'"a , . shGTGTCGGTGGTCGGGGGCCGO^TCTACGCTC ACAICTGCTGGGCAGGTGGrACCAG 
i Ai <;\M AGGGCACAACTACTGAAACAGAAATAAGAAAGAGAGGGTGGAGTTCTTATCA.TG 

25 TTTCCATGGATTTATTGGAAGATCCTACATGAAGGCAAAGAGCAATGAGTATAGC 
CAGTATTTTGACCAACACCATGGAAGAACTTGAAGAATCCAGACAGAAATGCCC 
ACCATGCTGGTATAAATTTGCTAATATGTGTTTGATTTGGGACTGTTGTAAACCAT 
GGTTAAAGGTGAAACACCTTGTCAACCTGGTTGTAATGGACCCATTTGTTGACCT 
GGCCATCACCATCTGCATTGTCTTAAATACACTCTTCATGGCTATGGAGCACTAT 

30 CCCATGACGGAGCAGTTCAGCAGTGTACTGTCTGTTGGAAACCTGGTCTTCACAG 
GGATCTTCACAGCAGAAATGTTTCTCAAGATAATTGCCATGGATCCATATTATTA 
CTTTCAAGAAGGCTGGAATATTTTTGATGGTTTTATTGTGAGCCTTAGTTTAATGG 
AACTTGGTTTGGCAAATGTGGAAGGATTGTCAGTTCTCCGATCATTCCGGCTGCT 
CCGAGTTTTCAAGTTGGCAAAATCTTGGCCAACTCTAAATATGCTAATTAAGATC 

35 ATTGGCAATTCTGTGGGGGCTCTAGGAAACCTCACCTTGGTATTGGCCATCATCG 
TCTTCATTTTTGCTGTGGTCGGCATGCAGCTCTTTGGTAAGAGCTACAAAGAATG 
TGTCTGCAAGATTTCCAATGATTGTGAACTCCCACGCTGGCACATGCATGACTTT 
TTCCACTCCTTCCTGATCGTGTTCCGCGTGCTGTGTGGAGAGTGGATAGAGACCA 
TGTGGGACTGTATGGAGGTCGCTGGCCAAACCATGTGCCTTACTGTCTTCATGAT 

40 GGTCATGGTGATTGGAAATCTAGTGGTTCTGAACCTCTTCTTGGCCTTGCTTTTGA 
GTTCCTTCAGTTCTGACAATCTTGCTGCCACTGATGATGATAACGAAATGAATAA 
TCTCCAGATTGCTGTGGGAAGGATGCAGAAAGGAATCGATTTTGTTAAAAGAAA 
AATACGTGAATTTATTCAGAAAGCCTTTGTTAGGAAGCAGAAAGCTTTAGATGAA 
ATTAAACCGCTTGAAGATCTAAATAATAAAAAAGACAGCTGTATTTCCAACCATA 

45 CCACCATAGAAATAGGCAAAGACCTCAATTATCTCAAAGACGGAAATGGAACTA 
CTAGTGGCATAGGCAGCAGTGTAGAAAAATATGTCGTGGATGAAAGTGATTACA 
TGTCATTTATAAACAACCCTAGCCTCACTGTGACAGTACCAATTGCTGTTGGAGA 
ATCTGACTTTGAAAATTTAAATACTGAAGAATTCAGCAGCGAGTCAGATATGGA 
GGAAAGCAAAGAGAAGCTAAATGCAACTAGTTCATCTGAAGGCAGCACGGTTGA 
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TATTGGAGCTCCCGCCGAGGGAGAACAGCCTGAGGTTGAACCTGAGGAATCCCT 
TGAACCTGAAGCCTGTTTTACAGAAGACTGTGTACGGAAGTTCAAGTGTTGTCAG 
ATAAGCATAGAAGAAGGCAAAGGGAAACTCTGGTGGAATTTGAGGAAAACATG 
CTATAAGATAGTGGAGCACAATTGGTTCGAAACCTTCATTGTCTTCATGATTCTG 
5 CTGAGCAGTGGGGCTCTGGCCTTTGAAGATATATACATTGAGCAGCGAAAAACC 
ATTAAGACCATGTTAGAATATGCTGACAAGGTTTTCACTTACATATTCATTCTGG 
AAATGCTGCTAAAGTGGGTTGCATATGGTTTTCAAGTGTATTTTACCAATGCCTG 
GTGCTGGCTAGACTTCCTGATTGTTGATGTCTCACTGGTTAGCTTAACTGCAAATG 
CCTTGGGTTACTCAGAACTTGGTGCCATCAAATCCCTCAGAACACTAAGAGCTCT 

1 0 GAGGCCACTGAGAGCTTTGTCCCGGTTTGAAGGAATGAGGGCTGTTGTAAATGCT 
CTTTTAGGAGCCATTCCATCTATCATGAATGTACTTCTGGTTTGTCTGATCTTTTG 
GCTAATATTCAGTATCATGGGAGTGAATCTCTTTGCTGGCAAGTTTTACCATTGTA 
TTAATTACACCACTGGAGAGATGTTTGATGTAAGCGTGGTCAACAACTACAGTGA 
GTGCAAAGCTCTCATTGAGAGCAATCAAACTGCCAGGTGGAAAAATGTGAAAGT 

1 5 AAACTTTGATAACGTAGGACTTGGATATCTGTCTCTACTTCAAGTAGCCACGTTT 
AAGGGATGGATGGATATTATGTATGCAGCTGTTGATTCACGAAATGTAGAATTAC 
AACCCAAGTATGAAGACAACCTGTACATGTATCTTTATTTTGTCATCTTTATTATT 
TTTGGTTCATTCTTTACCTTGAATCTTTTCATTGGTGTCATCATAGATAACTTCAA 
CCAACAGAAAAAGAAGTTTGGAGGTCAAGACATTTTTATGACAGAAGAACAGAA 

20 GAAATACTACAATGCAATGAAAAAACTGGGTTCAAAGAAACCACAAAAACCCAT 
ACCTCGACCTGCTAACAAATTCCAAGGAATGGTCTTTGATTTTGTAACCAAACAA 
; • . ' -. GTCTTTGATATCAGGATGATGATCCTeATGTGCCTTA^GATGGTCACCATGATGGT ■ 
; - ' •-. '.GGAAAGCGATGACCAGAGTGAAGAAATGAGAAAGATTCTGTACTGGATTAATCT . 

'*" GGTGTTTATTGTTCTGTTCAGTGGAGAATGTGTGGTGAAACTGATGTCTCTTGGTT 

25 ACTACTATTTCACTATTGGATGGAATATTTTTGATTTTGTGGTGGTCATTCTCTCC 
ATTGTAGGAATGTTTCTGGCTGAACTGATAGAAAAGTATTTTGTGTCCCCTACCC 
TGTTCCGAGTGATCCGTCTTGCCAGGATTGGCCGAATCCTACGTCTGATCAAAGG 
AGCAAAGGGGATCCGCACGCTGCTCTTTGCTTTGATGATGTCCCTTCCTGCGTTGT 
TTAACATCGGCCTCCTTCTTTTCCTGGTCATGTTCATCTACGCCATCTTTGGGATG 

30 TCCAATTTTGCCTATGTTAAGAGGGAAGTTGGGATCGATGACATGTTCAACTTTG 
AGACCTTTGGCAACAGCATGATCTGCCTGTTCCAAATTACAACCTCTGCTGGCTG 
GGATGGATTGCTAGCACCTATTCTTAATAGTGGACCTCCAGACTGTGACCCTGAC 
AAAGATCACCCTGGAAGCTCAGTTAAAGGAGACTGTGGGAACCCATCTGTTGGG 
ATTTTCTTTTTTGTCAGTTACATCATCATATCCTTCCTGGTTGTGGTGAACATGTA 

35 CATCGCGGTCATCCTGGAGAACTTCAGTGTTGCTACTGAAGAAAGTGCAGAGCCT 
CTGAGTGAGGATGACTTTGAGATGTTCTATGAGGTTTGGGAGAAGTTTGATCCCG 
ATGCGACCCAGTTTATAGAGTTTGCCAAACTTTCTGATTTTGCAGATGCCCTGGA 
TCCTCCTCTTCTCATAGCAAAACCCAACAAAGTCCAGCTCATTGCCATGGATCTG 
CCCATGGTGAGTGGTGACCGGATCCACTGTCTTGACATCTTATTTGCTTTTACAAA 

40 GCGTGTTTTGGGTGAGAGTGGAGAGATGGATGCCCTTCGAATACAGATGGAAGA 
GCGATTCATGGCATCAAACCCCTCCAAAGTCTCTTATGAGCCCATTACGACCACG 
TTGAAACGCAAACAAGAGGAGGTGTCTGCTATTATTATCCAGAGGGCTTACAGA 
CGCTACCTCTTGAAGCAAAAAGTTAAAAAGGTATCAAGTATATACAAGAAAGAC 
AAAGGCAAAGAATGTGATGGAACACCCATCAAAGAAGATACTCTCATTGATAAA 

45 CTGAATGAGAATTCAACTCCAGAGAAAACCGATATGACGCCTTCCACCACGTCTC 
CACCCTCGTATGATAGTGTGACCAAACCAGAAAAAGAAAAATTTGAAAAAGACA 
AATCAGAAAAGGAAGACAAAGGGAAAGATATCAGGGAAAGTAAAAAGTAAAAA 
GAAACCAAGAATTTTCCATTTTGTGATCAATTGTTTACAGCCCGTGATGGTGATG 
TGTTTGTGTCAACAGGACTCCCACAGGAGGTCTATGCCAAACTGACTGTTTTTAC 
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AAATGTATACTTAAGGTCAGTGCCTATAACAAGACAGAGACCTCTGGTCAGCAA 
ACTGGAACTCAGTAAACTGGAGAAATAGTATCGATGGGAGGTTTCTATTTTCACA 
ACCAGCTGACACTGCTGAAGAGCAGAGGCGTAATGGCTACTCAGACGATAGGAA 
CCAATTTAAAGGGGGGAGGGAAGTTAAATTTTTATGTAAATTCAACATGTGACAC 
5 TTGATAATAGTAATTGTCACCAGTGTTTATGTTTTAACTGCCACACCTGCCATATT 
TTTACAAAACGTGTGCTGTGAATTTATCACTTTTCTTTTTAATTCACAGGTTGTTT 
ACTATTATATGTGACTATTTTTGTAAATGGGTTTGTGTTTGGGGAGAGGGATTAA 
AGGGAGGGAATTCTACATTTCTCTATTGTATTGTATAACTGGATATATTTTAAATG 
GAGGCATGCTGCAATTCTCATTCACACATAAAAAAATCACATCACAAAAGGGAA 

1 0 GAGTTTACTTCTTGTTTCAGGATGTTTTTAGATTTTTGAGGTGCTTAAATAGCTAT 
TCGTATTTTTAAGGTGTCTCATCCAGAAAAAATTTAATGTGCCTGTAAATGTTCCA 
TAGAATCACAAGCATTAAAGAGTTGTTTTATTTTTACATAACCCATTAAATGTAC 
ATGTATATATGTATATATGTAAAAGGGGCGGGAAAATACATATATATGTATACAC 
ACATGCACACACAGAGATATACACATACCATTACATTGTCATTCACATCCCAGGC 

15 GC 

SEQIDNO:631 

>21321 BLOOD INCYTE_078114H1 

ATGTTGGCCAACCTATTGGTCATGGTGGCAATCTATGTCAACCGCCGCTTCCATTT 
20 NCCTATTTATNACCTAATGGCTAATCTGGCTGCTGCAGACTTCTTTNCTGGGTTGG 
CCTACTTCTATCTCATGTTCAACACAGGACCCAATACTCGGNGACTGACTGTNAG 

• ,1: ■• , GAGATGGCTCGTTCGTNAGGGGGT.GATTGAGAGCAGCCTGAGGGCATOTNTGGeC 
, ; : •• AAG.TTAGTGGNTATTGGAATNGAGAGGCAGATTACGGTTX •*. '. -•...? •>*»:..;.: \. 

25 SEQ ID NO: 632 T 

>21334 BLOOD 345288.5 AF080157 g4185272 Human IkB kinase-a (IKK-alpha) mRNA, 
complete cds. 0 

CCGGCCTTGGAACAACTGTGGAACCTGAGGCCGCTTGCCCTCCCGCCCCATGGAG 
CGGCCCCCGGGGCTGCGGCCGGGCGCGGGCGGGCCCTGGGAGATGCGGGAGCG 

30 GCTGGGCACCGGCGGCTTCGGGAACGTCTGTCTGTACCAGCATCGGGAACTTGAT 
CTCAAAATAGCAATTAAGTCTTGTCGCCTAGAGCTAAGTACCAAAAACAGAGAA 
CGATGGTGCCATGAAATCCAGATTATGAAGAAGTTGAACCATGCCAATGTTGTA 
AAGGCCTGTGATGTTCCTGAAGAATTGAATATTTTGATTCATGATGTGCCTCTTCT 
AGCAATGGAATACTGTTCTGGAGGAGATCTCCGAAAGCTGCTCAACAAACCAGA 

35 AAATTGTTGTGGACTTAAAGAAAGCCAGATACTTTCTTTACTAAGTGATATAGGG 
TCTGGGATTCGATATTTGCATGAAAACAAAATTATACATCGAGATCTAAAACCTG 
AAAACATAGTTCTTCAGGATGTTGGTGGAAAGATAATACATAAAATAATTGATCT 
GGGATATGCCAAAGATGTTGATCAAGGAAGTCTGTGTACATCTTTTGTGGGAACA 
CTGCAGTATCTGGCCCCAGAGCTCTTTGAGAATAAGCCTTACACAGCCACTGTTG 

40 ATTATTGGAGCTTTGGGACCATGGTATTTGAATGTATTGCTGGATATAGGCCTTTT 
TTGCATCATCTGCAGCCATTTACCTGGCATGAGAAGATTAAGAAGAAGGATCCA 
AAGTGTATATTTGCATGTGAAGAGATGTCAGGAGAAGTTCGGTTTAGTAGCCATT 
TACCTCAACCAAATAGCCTTTGTAGTTTAATAGTAGAACCCATGGAAAACTGGCT 
ACAGTTGATGTTGAATTGGGACCCTCAGCAGAGAGGAGGACCTGTTGACCTTACT 

45 TTGAAGCAGCCAAGATGTTTTGTATTAATGGATCACATTTTGAATTTGAAGATAG 
TACACATCCTAAATATGACTTCTGCAAAGATAATTTCTTTTCTGTTACCACCTGAT 
GAAAGTCTTCATTCACTACAGTCTCGTATTGAGCGTGAAACTGGAATAAATACTG 
GTTCTCAAGAACTTCTTTCAGAGACAGGAATTTCTCTGGATCCTCGGAAACCAGC 
CTCTCAATGTGTTCTAGATGGAGTTAGAGGCTGTGATAGCTATATGGTTTATTTGT 
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TTGATAAAAGTAAAACTGTATATGAAGGGCCATTTGCTTCCAGAAGTTTATCTGA 
TTGTGTAAATTATATTGTACAGGACAGCAAAATACAGCTTCCAATTATACAGCTG 
CGTAAAGTGTGGGCTGAAGCAGTGCACTATGTGTCTGGACTAAAAGAAGACTAT 
AGCAGGCTCTTTCAGGGACAAAGGGCAGCAATGTTAAGTCTTCTTAGATATAATG 
5 CTAACTTAACAAAAATGAAGAACACTTTGATCTCAGCATCACAACAACTGAAAG 
CTAAATTGGAGTTTTTTCACAAAAGCATTCAGCTTGACTTGGAGAGATACAGCGA 
GCAGATGACGTATGGGATATCTTCAGAAAAAATGCTAAAAGCATGGAAAGAAAT 
GGAAGAAAAGGCCATCCACTATGCTGAGGTTGGTGTCATTGGATACCTGGAGGA 
TCAGATTATGTCTTTGCATGCTGAAATCATGGAGCTACAGAAGAGCCCCTATGGA 

1 0 AGACGTC AGGGAGACTTGATGGAATCTCTGGAACAGCGTGCCATTGATCTATATA 
AGCAGTTAAAACACAGACCTTCAGATCACTCCTACAGTGACAGCACAGAGATGG 
TGAAAATCATTGTGCACACTGTGCAGAGTCAGGACCGTGTGCTCAAGGAGCTGTT 
TGGTCATTTGAGCAAGTTGTTGGGCTGTAAGCAGAAGATTATTGATCTACTCCCT 
AAGGTGGAAGTGGCCCTCAGTAATATCAAAGAAGCTGACAATACTGTCATGTTC 

1 5 ATGC AGGGAAAAAGGCAGAAAGAAATATGGCATCTCCTTAAAATTGCCTGTAC A 
CAGAGTTCTGCCCGGTCCCTTGTAGGATCCAGTCTAGAAGGTGCAGTAACCCCTC 
AGACATCAGCATGGCTGCCCCCGACTTCAGCAGAACATGATCATTCTCTGTCATG 
TGTGGTAACTCCTCAAGATGGGGAGACTTCAGCACAAATGATAGAAGAAAATTT 
GAACTGCCTTGGCCATTTAAGCACTATTATTCATGAGGCAAATGAGGAACAGGG 

20 CAATAGTATGATGAATCTTGATTGGAGTTGGTTAACAGAATGAGTTGTCACTTGT 
TCACTGTCCCCAAACCTATGGAAGTTGTTGCTATACATGTTGGAAATGTGTTTTTC 
, • >'• CGGC ATGAAACCATTCTTC AGAC ATGAGTC AATGG AAGA AATGGCTATGA AG AG ■ 

' . v. AAAGTACATTTGTACTATGATGAGAAGAAGATGATTTTAGAAGTATAACAGTTTT' ' 
GAGTAATTCAAGCGTCTAAACAGAGAGGAATTTAGAAAAAGTCAATGTACTTGTT 

25 TGAATATTTGTTTTAATACCACAGGTATTTAGAAGCATCATCACGACACATTTGC 
CTTCAGTCTTGGTAAAACATTACTTATTTAACTGATTAAAAATACCTTCTATGTAT 
TAGTGTCAACTTTTAACTTTTGGGCGTAAGACCAAATGTAGTTTTGTATACAGAG 
AAGAAAACCTCAAGTAATAGGCATTTTAAGTAAAAGTCTACCTGTGTTTTTTTCT 
AAAAAGGCTGCTCACAAGTTCTATTTCTTGAAGAATAAATTCTACCTCCTTGTGTT 

30 GCACTGAACAGGTTCTCTTCCTGGCATCATAAGGAGTTGGTGTAATCATTTTAAA 
TTCCACTGAAAATTTAACAGTATCCCCTTCTCATCGAAGGGATTGTGTATCTGTGC 
TTCTAATATTAGTTGGCTTTCATAAATCATGTTGTTGTGTGTATATGTATTTAAGA 
TGTACATTTAATAATATCAAAGAGAAGATGCCTGTTAATTTATAATGTATTTGAA 
AATTACATGTTTTTTCATTTGTAAAAATGAGTCATTTGTTTAAACAATCTTTCATG 

35 TCTTGTCATACAAATTTATAAAGGTCTGCACTCCTTTATCTGTAATTGTAATTGCA 
AAATCCAAAAAGCTCTGAAAACAAGGTTTCCATAAGCTTGGTGACAAAATTCATT 
TGCTTGCAATCTAATCTGAACTGACCTTGAATCTTTTTATCCCATTTAGTGTGAAT 
ATTCCTTTATTTTGCTGCTTGATGATGAGAGGGAGGGCTGCTGCCACAGACTGTG 
GTGAGGGCTGGTTAATGTAGTATGGTATATGCACAAAACTACTTTTCTAAAATCT 

40 AAAATTTCATAATTCTGAAACAACTTGCCCCAAGGGTTTCAGAGAAAGGACTGTG 
GACCTCTATCATCTGCTAAGTAATTTAGAAGATATTATTTGTCTTAAAAAATGTG 
AAATGCTTTTATATTCTAATAGTTTTTCACTTTGTGTATTAAATGGTTTTTAAATTA 
ANAAAAA 

45 SEQ ID NO: 633 

>21349 BLOOD 441249.1 AF086432 g3483777 Human full length insert cDNA clone 
ZD79H11. 0 

GGCAGGAGAATTTGAAAGGGTGCCCCAAAGGACAATCTCTAAAGGGGTAAGGG 
AGATACCTACCTTGTCTGGTAGGGGAGATGTTTCGTTTTCATGCTTTACCAGAAA 



540 



WO 02/074979 



PCT/US02/08456 



ATCCACTTCCCTGCCGACCTTAGTTTCAAAGCTTATTCTTAATTAGAGACAAGAA 
ACCTGTTTCAACTTGAAGACACCGTATGAGGTGAATGGACAGCCAGCCACCACA 
ATGAAAGAAATCAAACCAGGAATAACCTATGCTGAACCCACGCCTCAATCGTCC 
CCAAGTGTTTCCTGACACGCATCTTTGCTTACAGTGCATCACAACTGAAGAATGG 
5 GGTTCAACTTGACGCTTGCAAAATTACCAAATAACGAGCTGCACGGCCAAGAGA 
GTCACAATTCAGGCAACAGGAGCGACGGGCCAGGAAAGAACACCACCCTTCACA 
ATGAATTTGACACAATTGTCTTGCCGGTGCTTTATCTCATTATATTTGTGGCAAGC 
ATCTTGCTGAATGGTTTAGCAGTGTGGATCTTCTTCCACATTAGGAATAAAACCA 
GCTTCATATTCTATCTCAAAAACATAGTGGTTGCAGACCTCATAATGACGCTGAC 

1 0 ATTTCC ATTTCGAATAGTCC ATGATGC AGGATTTGGACCTTGGTACTTCAAGTTTA 
TTCTCTGCAGATACACTTCAGTTTTGTTTTATGCAAACATGTATACTTCCATCGTG 
TTCCTTGGGCTGATAAGCATTGATCGCTATCTGAAGGTGGTCAAGCCATTTGGGG 
ACTCTCGGATGTACAGCATAACCTTCACGAAGGTTTTATCTGTTTGTGTTTGGGTG 
ATCATGGCTGTTTTGTCTTTGCCAAACATCATCCTGACAAATGGTCAGCCAACAG 

1 5 AGGACAATATCC ATGACTGCTC AAAACTTAAAAGTCCTTTGGGGGTCAAATGGC 
ATACGGCAGTCACCTATGTGAACAGCTGCTTGTTTGTGGCCGTGCTGGTGATTCT 
GATCGGATGTTACATAGCCATATCCAGGTACATCCACAAATCCAGCAGGCAATTC 
ATAAGTCAGTCAAGCCGAAAGCGAAAACATAACCAGAGCATCAGGGTTGTTGTG 
GCTGTGTTTTTTACCTGCTTTCTACCATATCACTTGTGCAGAATTCCTTTTACTTTT 

20 AGTCACTTAGACAGGCTTTTAGATGAATCTGCACAAAAAATCCTATATTACTGCA 
AAGAAATTACACTTTTCTTGTCTGCGTGTAATGTTTGCCTGGATCCAATAATTTAC 
. . ctTTTCATGTGTAGGTGATTTTGAAGAAGGG 

-GGAGGAGTGAAAGCATCAGATOACTGGAAAGTGTGAGAAGATCGGAAGTTCGCA v 
V • TATATTATGATTAGACTGATGTGTAGGCCTTTTATTGTTTGTTGGAATCGATATGT 

25 ACAAAGTGTAAAAAAATGTTTCTTTTCATTAAAAAAAAAAAAAAAAAAAAAG- 

SEQ ID NO: 634 

>21357 BLOOD 332459.2 AF216312 g6911218 Human type II membrane serine protease 
mRNA, complete cds. 0 

30 CAGGTTACAAGACACATAATCATTCCAGTTTGGCGAGGTCACTTGTAGGGCTGTT 
TTAATCAAGCTGCCCAAAGTCCCCCAATCACTCCTGGAATACACAGAGAGAGGC 
AGCAGCTTGCTCAGCGGACAAGGATGCTGGGCGTGAGGGACCAAGGCCTGCCCT 
GCACTCGGGCCTCCTCCAGCCAGTGCTGACCAGGGACTTCTGACCTGCTGGCCAG 
CCAGGACCTGTGTGGGGAGGCCCTCCTGCTGCCTTGGGGTGACAATCTCAGCTCC 

35 AGGCTACAGGGAGACCGGGAGGATCACAGAGCCAGCATGGATCCTGACAGTGAT 
CAACCTCTGAACAGCCTCGATGTCAAACCCCTGCGCAAACCCCGTATCCCCATGG 
AGACCTTCAGAAAGGTGGGGATCCCCATCATCATAGCACTACTGAGCCTGGCGA 
GTATCATCATTGTGGTTGTCCTCATCAAGGTGATTCTGGATAAATACTACTTCCTC 
TGCGGGCAGCCTCTCCACTTCATCCCGAGGAAGCAGCTGTGTGACGGAGAGCTG 

40 GACTGTCCCTTGGGGGAGGACGAGGAGCACTGTGTCAAGAGCTTCCCCGAAGGG 
CCTGCAGTGGCAGTCCGCCTCTCCAAGGACCGATCCACACTGCAGGTGCTGGACT 
CGGCCACAGGGAACTGGTTCTCTGCCTGTTTCGACAACTTCACAGAAGCTCTCGC 
TGAGACAGCCTGTAGGCAGATGGGCTACAGCAGCAAACCCACTTTCAGAGCTGT 
GGAGATTGGCCCAGACCAGGATCTGGATGTTGTTGAAATCACAGAAAACAGCCA 

45 GGAGGCTTCGCATGCGGAACTCAAGTGGGCCCTGTCTCTCAGGCTCCCTGGTCTC 
CCTGCACTGTCTTGCCTGTGGGAAGAGCCTGAAGACCCCCCGTGTGGTGGGTGGG 
GAGGAGGCCTCTGTGGATTCTTGGCCTTGGCAGGTCAGCATCCAGTACGACAAAC 
AGCACGTCTGTGGAGGGAGCATCCTGGACCCCCACTGGGTCCTCACGGCAGCCC 
ACTGCTTCAGGAAACATACCGATGTGTTCAACTGGAAGGTGCGGGCAGGCTCAG 
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ACAAACTGGGCAGCTTCCCATCCCTGGCTGTGGCCAAGATCATCATCATTGAATT 
CAACCCCATGTACCCCAAAGACAATGACATCGCCCTCATGAAGCTGCAGTTCCCA 
CTCACTTTCTCAGGCACAGTCAGGCCCATCTGTCTGCCCTTCTTTGATGAGGAGCT 
CACTCCAGCCACCCCACTCTGGATCATTGGATGGGGCTTTACGAAGCAGAATGGA 
5 GGGAAGATGTCTGACATACTGCTGCAGGCGTCAGTCCAGGTCATTGACAGCACA 
CGGTGCAATGCAGACGATGCGTACCAGGGGGAAGTCACCGAGAAGATGATGTGT 
GCAGGCATCCCGGAAGGGGGTGTGGACACCTGCCAGGGTGACAGTGGTGGGCCC 
CTGATGTACCAATCTGACCAGTGGCATGTGGTGGGCATCGTTAGCTGGGGCTATG 
GCTGCGGGGGCCCGAGCACCCCAGGAGTATACACCAAGGTCTCAGCCTATCTCA 

1 0 ACTGGATCTACAATGTCTGGAAGGCTGAGCTGTAATGCTGCTGCCCCTTTGCAGT 
GCTGGGAGCCGCTTCCTTCCTGCCCTGCCCACCTGGGGATCCCCCAAAGTCAGAC 
ACAGAGCAAGAGTCCCCTTGGGTACACCCCTCTGCCCACAGCCTCAGCATTTCTT 
GGAGCAGCAAAGGGCCTCAATTCCTATAAGAGACCCTCGCAGCCCAGAGGCGCC 
CAGAGGAAGTCAGCAGCCCTAGCTCGGCCACACTTGGTGCTCCCAGCATCCCAG 

1 5 GGAGAGACACAGCCCACTGAACAAGGTCTCAGGGGTATTGCTAAGCCAAGAAGG 
AACTTTCCCACACTACTGAATGGAAGCAGGCTGTCTTGTAAAAGCCCAGATCACT 
GTGGGCTGGAGAGGAGAAGGAAAGGGTCTGCGCCAGCCCTGTCCGTCTTCACCC 
ATCCCCAAGCCTACTAGAGCAAGAAACCAGTTGTAATATAAAATGCACTGCCCT 
ACTGTTGGTATGACTACCGTTACCTACTGTTGTCATTGTTATTACAGCTATGGCCA 

20 CTATTATTAAAGAGCTGTGTAACATCTCTGGCAAAA 

•v SEQ1BN0..635 ■.>'..'■ ••/"-.,.•' '■ ■-. ,, •• \-\\ •:<-■ . . : . . ,■■>. * / 

'■ , :>2 1 372 BLOOD 41 3969.2 U3M31 rg4096733,JIuman clbme rasi-6 matrix, metallopxof feasd. ' . :. 
RASI-'l- inRNA, splice variant^ -do&plete'6dsi 0"'' ; ■ • 

25 GGCACGAGCCAAGGCTCCCAGAAATCTCAGGTCAGAGGCACGGACAGCCTCTGG 
AGCTCTCGTCTGGTGGGACCATGAACTGCCAGCAGCTGTGGCTGGGCTTCCTACT 
CCCCATGACAGTCTCAGGCCGGGTCCTGGGGCTTGCAGAGGTGGCGCCCGTGGA 
CTACCTGTCACAATATGGGTACCTACAGAAGCCTCTAGAAGGATCTAATAACTTC 
AAGCCAGAAGATATCACCGAGGCTCTGAGTCTCAGGTCAGCTGGATGATGCCAC 

30 AAGGGCCCGCATGAGGCAGCCTCGTTGTGGCCTAGAGGATCCCTTCAACCAGAA 
GACCCTTAAATACCTGTTGCTGGGCCGCTGGAGAAAGAAGCACCTGACTTTCCGC 
ATCTTGAACCTGCCCTCCACCCTTCCACCCCACACAGCCCGGGCAGCCCTGCGTC 
AAGCCTTCCAGGACTGGAGCAATGTGGCTCCCTTGACCTTCCAAGAGGTGCAGGC 
TGGTGCGGCTGACATCCGCCTCTCCTTCCATGGCCGCCAAAGCTCGTACTGTTCC 

35 AATACTTTTGATGGGCCTGGGAGAGTCCTGGCCCATGCCGACATCCCAGAGCTGG 
GCAGTGTGCACTTCGACGAAGACGAGTTCTGGACTGAGGGGACCTACCGTGGGG 
TGAACCTGCGCATCATTGCAGCCCATGAAGTGGGCCATGCTCTGGGGCTTGGGCA 
CTCCCGATATTCCCAGGCCCTCATGGCCCCAGTCTACGAGGGCTACCGGCCCCAC 
TTTAAGCTGCACCCAGATGATGTGGCAGGGATCCAGGCTCTCTATGGCAAGAAG 

40 AGTCCAGTGATAAGGGATGAGGAAGAAGAAGAGACAGAGCTGCCCACTGTGCCC 
CCAGTGCCCACAGAACCCAGTCCCATGCCAGACCCTTGCAGTAGTGAACTGGAT 
GCCATGATGCTGGGTGAGGCCCCTCCCCTCCAGGCTGTTGGCAGGCGGTGGGGG 
CAGCCTGCTGATCCTGAGGCCTGGACAAATGGGAGTGACATGGGACTTCAGCAT 
GAGCAATGGAGGGCCCCGTGGGAAGACCTATGCTTTCAAGGGGGACTATGTGTG 

45 GACTGTATCAGATTCAGGACCGGGCCCCTTGTTCCGAGTGTCTGCCCTTTGGGAG 
GGGCTCCCCGGAAACCTGGATGCTGCTGTCTACTCGCCTCGAACACAATGGATTC 
ACTTCTTTAAGGGAGACAAGGTGTGGCGCTACATTAATTTCAAGATGTCTCCTGG 
CTTCCCCAAGAAGCTGAATAGGGTAGAACCTAACCTGGATGCAGCTCTCTATTGG 
CCTCTCAACCAAAAGGTGTTCCTCTTTAAGGGCTCCGGGTACTGGCAGTGGGACG 
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AGCTAGCCCGAACTGACTTCAGCAGCTACCCCAAACCAATCAAGGGTTTGTTTAC 
GGGAGTGCCAAACCAGCCCTCGGCTGCTATGAGTTGGCAAGATGGCCGAGTCTA 
CTTCTTCAAGGGCAAAGTCTACTGGCGCCTCAACCAGCAGCTTCGAGTAGAGAA 
AGGCTATCCCAGAAATATTTCCCACAACTGGATGCACTGTCGTCCCCGGACTATA 
5 GACACTACCCCATCAGGTGGGAATACCACTCCCTCAGGTACGGGCATAACCTTGG 
ATACCACTCTCTCAGCCACAGAAACCACGTTTGAATACTGACTGCTCACCCACAG 
ACACAATCTTGGACATTAACCCCTGAGGCTCCACCACCCACCCTTTCATTTCCCCC 
CCAGAAGCCTAAGGCCTAATAGCTGAATGAAATACCTGTCTGCTCAGTAGAACCT 
TGCAGGTGCTGTAGCAGGCGCAAGACCGTAGATCTCAGGCCTCTAACACTTCCAA 

1 0 CTCC AGCCACCACTTTCCTGTGC ATTTTCACTCCTGAGAAGTGCTCCCCTAACTCA 
GATCCCCTAACTTAGATTTGGCCCCCAACTCCATTTCCTGTCTGTCTTAGACAGCC 
CTTCCAACTGTGTCATCTCTTCTCTGGAGGTCAATGGTGGAGGGAGATGCCTGGG 
TCCTGTTCTTCCTACATAAAATGCAAGAAAACAGCATGGCCAGTAAACTGAGCA 
AGGGCCTTGGAATCCTTGAGAATCACATTTATGTGCTTATGATTACGGGCAAGCT 

1 5 AATTAACCTTGTTGAATCTCAGATTCCCCATTTGCAACATTAGGTTAAGACCAGT 
ACTGCAGGATTGTTGCACTAAATGAAATACTGTATGTGAAGTGCCTGGCACAGTG 
TCTGGTACATTTGTGTTTAATAAAAGCTAACTCCATGTTCAT 

SEQ ID NO: 636 

20 >21384 BLOOD 403324. 1 AF027957 g2739108 Human G-protein-coupled receptor 
(GPR35) gene, complete cds. 0 

TGGGAAGAGGATCTGTGCAGGGGTTAGACCTTGAAGGGTGACTTGGAGTTGTTTA 
GGGCAeCCATGCTTTOTTGAGGAGTT^TGTGTTTGTGGGTGTGGGGTeGGGGGTG- 
ACCTCCTCCCACATCCTGGCCAGAGGTGGGCAGAGTGGGGGCAGTGCCTTGCTCC 

25 CCCTGGTCGCTCTCTGCTGACTCCGGCTCCCTGTGCTGCCCCAGGACCATGAATG 
GCACCTACAACACCTGTGGCTCCAGCGACCTCACCTGGCCCCCAGCGATCAAGCT 
GGGCTTCTACGCCTACTTGGGCGTCCTGCTGGTGCTAGGCCTGCTGCTCAACAGC 
CTGGCGCTCTGGGTGTTCTGCTGCCGCATGCAGCAGTGGACGGAGACCCGCATCT 
ACATGACCAACCTGGCGGTGGCCGACCTCTGCCTGCTGTGCACCTTGCCCTTCGT 

30 GCTGCACTCCCTGCGAGACAGCCTCAGACACGCCGCTGTGCCAGCTCTCCCAGGG 
CATCTACCTGACCAACAGGTACATGAGCATCAGCCTGGTCACGGCCATCGCCGTG 
GACCGCTATGTGGCCGTGCGGCACCCGCTGCGTGCCCGCGGGCTGGCGGTCCCCC 
AGGCAGGCTGCGGCCGTGTGCGCGGTCCTCTGGGTGCTGGTCATCGGCTCCCTGG 
TGGCTCGCTGGCTCCTGGGGATTCAGGAGGGCGGCTTCTGCTTCAGGAGCACCCG 

35 GCACAATTTCAACTCCATGGCGTTCCCGCTGCTGGGATTCTACCTGCCCCTGGCC 
GTGGTGGTCTTCTGCTCCCTGAAGGTGGTGACTGCCCTGGCCCAGAGGCCACCCA 
CCGACGTGGGGCAGGCAGAGGCCACCCGCAAGGCTGCCCGCATGGTCTGGGCCA 
ACCTCCTGGTGTTCGTGGTCTGCTTCCTGCCCCTGCACGTGGGGCTGACAGTGCG 
CCTCGCAGTGGGCTGGAACGCCTGTGCCCTCCTGGAGACGATCCGTCGCGCCCTG 

40 TACATAACCAGCAAGCTCTCAGATGCCAACTGCTGCCTGGACGCCATCTGCTACT 
ACTACATGGCCAAGGAGTTCCAGGAGGCGTCTGCACTGGCCGTGGCTCCCCGTGC 
TAAGGCCCACAAAAGCCAGGACTCTCTGTGCGTGACCCTCGCCTAAGAGGCGTG 
CTGTGGGCGCTGTGGGCCAGGTCTCGGGGGCTCCGGGAGGTGCTGCCTGCCAGG 
GGAAGCTGGAACCAGTAGCAAGGAGCCCGGGATCAGCCCTGAACTCACTGTGTA 

45 TTCTCTTGGAGCCTTGGGTGGGCAGGGACGGCCCAGGTACCTGCTCTCTTGGGAA 
GAGAGAGGGACAGGGACAAGGGCAAGAGGACTGAGGCCAGAGCAAGGCCAATG 
TCAGAGACCCCCGGGATGGGGCCTCACACTTGCCACCCCCAGAACCAGCTCACCT 
GGCCAGAGTGGGTTCCTGCTGGCCAGGGTGCAGCCTTGATGACACCTGCCGCTGC 
CCCTCGGGGCTGGAATAAAACTCCCCACCCAGAGTCAGTCCTAGTGGGGCCCTCT 
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10 



GTGTTTCGCACTCGTGTGGTGGGAGGCAGGGAGGGAGCGCGTGGCTCGGAGGGC 

TGGCGGACATCTTCCAGGGACCCTTCGGGGCTCTTCACTTTGAGGTCCCCCTTGG 

ACCCTTTCACCCCTTCCCACCCCCACCCACCTGGAGCGTGAGCAGGGGCTGTTGG 

AAGCTCCTGGCAGGACCACAGTAGAGGCCCCCAGCCCAGGTTTCCTTGCTCAAG 

ACAGGGCTGGGAGCAGCTGATCTCCATGTAGGGGCTGCAACAGCGGTGCAAGGG 

GGGGTGAACCAAGGTCAAGCAGGTGAGGGTGGGTTGGGGTGGGTGGCAGTGAA 

GGGGGTGGCCAGGGTCTGTCAAGGAACCCAGCCCTCTTCTCCTTCCTTCAGGNAC 

AGGCTGGAACCATNTCTAGGCAGGGGCAGGGGTTGGGTGCCCACTCAGGTAAAG 

GCACGATGTCCTGCTGGTTTC 



SEQ ID NO: 637 

>21387 BLOOD 014253.1 CAA04483.1 g2326776 sodium/glucose symporter-like protein 
8e-42 

CTGGCAGCAATGGGGCCTGGAGCTTCAGGGGACGGGGTCAGGACTGAGACAGCT 

15 CCACACATAGCACTGGACTCCAGAGTTGGTCTGCACGCCTACGACATCAGCGTGG 
TGGTCATCTACTTTGTCTTCGTCATTGCTGTGGGGATCTGGTCGTCCATCCGTGCA 
AGTCGAGGGACCATTGGCGGCTATTTCCTGGCCGGGAGGTCCATGAGCTGGTGG 
CCAATTGGAGCATCTCTGATGTCCAGCAATGTGGGCAGTGGCTTGTTCATCGGCC 
TGGCTGGGACAGGGGCTGCCGGAGGCCTTGCCGTAGGTGGCTTCGAGTGGAACG 

20 CAACCTGGCTGCTCCTGGCCCTTGGCTGGGTCTTCGTCCCTGTGTACATCGCAGC 
AGGTGTGGTCACAATGCCGCAGTATCTGAAGAAGCGATTTGGGGGCCAGAGGAT 

•. .". GGAGGTGTACATGTCTGTCCTGTCTCTCATCCTGTACATCTTCACG^AGATCTGGG • - 
k •:- '• TAGGTGTGACTGeAATGTGGTCACTGllGTCTGGAAATGCTAATTAGGGAACTGGT 
GAGTGGATGACGATGTGCGTGTTGCTGAGGGGAAGCTGAGAATCAGTGTTGAAA, 

25 AAAAGGAAAGCAGGACCTATAAACATTTAATGCATGTTCTGCCTCAGCACTGGG 
GTAC 

SEQ ID NO: 638 

>21390 BLOOD 300437.18 M94046 gl 87393 Human zinc finger protein (MAZ) mRNA. 0 

30 GAATTCCGGGGGTTCCGGCGCTCCGCGGCCCCAAGCGCCCTCCTTTCCTCCCTCC 
GCCGGCCGGGGTTGCGGGCGCGGGGCGCCGCGGGCCATGCGATCTCGGCGCGGC 
CCAGCCCGGCCGGCGGCGCCCCGCCCCCGCTGGAGCCCTGGGGGCCCCGCTGCG 
GCCGAGGCCATGTTCCCGGTGTTTCCTTGCACGCTGCTGGCCCCCCCCTTCCCCGT 
GCTGGGCCTGGACTCCCGGGGGGTGGGCGGCCTCATGAACTCCTTCCCGCCACCT 

35 CAGGGTCACGCCCAGAACCCCCTGCAGGTCGGGGCTGAGCTCCAGTCCCGCTTCT 
TTGCCTCCCAGGGCTGCGCCCAGAGTCCATTCCAGGCCGCGCCGGCGCCCCCGCC 
CACGCCCCAGGCCCCGGCGGCCGAGCCCCTCCAGGTGGACTTGCTCCCGGTGCTC 
GCCGCCGCCCAGGAGTCCGCCGCGGCTGCTGCGGCCTGCTGCCGCCGCTGCTGCC 
GCCGTCGCTGCCGCGCCCCCGGCCCCTGCCGCCGCCTCTACGGTGGACACAGCGG 

40 CCCTGAAGCAGCCTCCGGCGCCCCCTCCGCCACCCCCGCCAGTGTCGGCGCCCGC 
GGCCGAGGCCGCGCCCCCCGCCTCCGCCGCCACTATCGCCGCGGCGGCGGCCAC 
CGCCGTCGTAGCCCCAACCTCGACGGTCGCCGTGGCCCCGGTCGCGTCTGCCTTG 
GAGAAGAAGACAAAGAGCAAGGGGCCCTACATCTGCGCTCTGTGCGCCAAGGAG 
TTCAAGAACGGCTACAATCTCCGGAGGCACGAAGCCATCCACACGGGAGCCAAG 

45 GCCGGCCGGGTCCCCTCGGGTGCTATGAAGATGCCGACCATGGTGCCCCTGAGCC 
TCCTGAGCGTGCCCCAGCTGAGCGGAGCCGGCGGGGGAGGGGGAGAGGCGGGT 
GCCGGCGGCGGCGCTGCCGCAGTGGCCGCCGGTGGCGTGGTGACCACGACCGCC 
TCGGGGGAAGCGCATCCGGAAGAACCATGCCTGCGAGATGTGTGGCAAGGCCTT 
CCGCGACGTCTACCACCTGAACCGACACAAGCTGTCGCACTCGGACGAGAAGCC 
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CTACCAGTGCCCGGTGTGCCAGCAGCGCTTCAAGCGCAAGGACCGCATGAGCTA 
CCACGTGCGCTCACATGACGGCGCTGTGCACAAGCCCTACAACTGCTCCCACTGT 
GGCAAGAGCTTCTCCCGGCCGGATCACCTCAACAGTCACGTCAGACAAGTGCAC 
TCAACAGAACGGCCCTTCAAATGTGAGAAATGTGAGGCAGCTTTCGCCACGAAG 
5 GATCGGCTGCGGGCGCACACAGTACGACACGAGGAGAAAGTGCCATGTCACGTG 
TGTGGCAAGATGCTGAGCTCGGCTTATATTTCGGACCACATGAAGGTGCACAGCC 
AGGGTCCTCACCATGTCTGTGAGCTCTGCAACAAAGGTACTGGTGAGGTTTGTCC 
AATGGCGGCGGCAGCGGCGGCGGCAGCGGCAGCGGCGGCAGCGGCAGCAGCGG 
CAGCAGTAGCAGCCCCTCCCACAGCTGTGGGCTCCCTCTCGGGGGCGGAGGGGG 

1 0 TGCCTGTGAGCTCTCAGCCACTTCCCTCCCAACCCTGGTGAGCTCCAAGTTGGTT 
GCGGGGGAGAGGGGAGAATGGAGTAGAGTCCCTTGGTACAAGCTCCTCTCCCCC 
CTCTTTTCCCACCAACTCCTATTTCCCTACCAACCAAGGAGCCTCCAGAAGGAAA 
GGAGGAAGAAATGTTTTCTTAGGGGAATTCGCTAGGTTTTAACGATTTGTTTCTC 
CTGCTCCTCTTCTATCAGACCTGACCCCACACAAACCTGTCCCCTCGGTTGTGTTG 

1 5 AAGTCCCCTGGACAGTGGGCAGGGGTGGCAGAGGACACGAGCAGCCACTGCCCG 
TACCCCCTCTCCTCTCTGTAAGCCCATGCCCTGTCTTCCCAGGGACTTGTGAGCCT 
CTTCCCTCGACGGTCCTCTTCTCTCCTTCCAGTCCTCTCCCCCTGCTGTCTGCAGCC 
CCTCCCCGGGGAGTTGGTGCTTTCTTTTCCTTTTTTTTTTTCCCAGGGGGAGGGAG 
GAGAGGAAGGAGGGGGATCAGAGCTGTCCCAAAGAGGGAAAGCGGTGAGGTTT 

20 GAGGAGGGGCAGAAGCAGGGCCGGCAAAGGTTGTACCTTCATAAGGTGGTATGG 
GGGGTTGGGGTCAGGCCCTGAACATCGTCCTACTTGAGAATCTGTCAGGGGAAA 
■ - v.-. -, l ;5AAGTCAAGGGGAGGAGGAGGAAGAGCGAGGAGGGCCAGAGGCAGAG^£AGAGA - 
< ; :4V i, a :TGGAGTCTTAGGGGCCAGGGTGAGCGAGGGGTGC AGGGCCTAGAGGTGGSOTCCT ', 
^ ::• 'G 

25 CCTGGTCTTGTCTTTTCATCCCTCTTCCCCACGACAGAAGAAGTTGTGGCCCTGGC 
CATGTCATCGTGTTCCTGTGTCCCCTGCATGTACCCCACCCTCCACCCCTTCCTTT 
TGCGCGGACCCCATTACAATAAATTTTAAATAAAATCCTGTTTCTGGCTCTGGAA 
AA 

30 SEQ ID NO: 639 

>21406 BLOOD 040519.2 AF103796 g4185795 Human placenta-specific ATP-binding 
cassette transporter (ABCP) mRNA, complete cds. 0 

GCGCCTCCCACGCCGGCCGCCGCCGACGTGATCGCTCGGGCGCGCCGGGCGTGG 
TTGGGGGAAGGGGTTGTGCCGCGCGACGGTCTGCGTGCTGTGCCCACTCAAAAG 

35 GTTCCGGGCGCGCAGGAGGGAAGAGGCAGTGCTCGCCACTCCCACTGAGATTGA 
GAGACGCGGCAAGGAGGCAGCCTGTGGAGGAACTGGGTAGGATTTAGGAACGC 
ACCGTGCACATGCTTGGTGGTCTTGTTAAGTGGAAACTGCTGCTTTAGAGTTTGTT 
TGGAAGGTCCGGGTGACTCATCCCAACATTTACATCCTTAATTGTTAAAGCGCTG 
CCTCCGAGCGCACGCATCCTGAGATCCTGAGCCTTTGGTTAAGACCGAGCTCTAT 

40 TAAGCTGAAAAGATAAAAACTCTCCAGATGTCTTCCAGTAATGTCGAAGTTTTTA 
TCCCAGTGTCACAAGGAAACACCAATGGCTTCCCCGCGACAGCTTCCAATGACCT 
GAAGGCATTTACTGAAGGAGCTGTGTTAAGTTTTCATAACATCTGCTATCGAGTA 
AAACTGAAGAGTGGCTTTCTACCTTGTCGAAAACCAGTTGAGAAAGAAATATTAT 
CGAATATCAATGGGATCATGAAACCTGGTCTCAACGCCATCCTGGGACCCACAG 

45 GTGGAGGCAAATCTTCGTTATTAGATGTCTTAGCTGCAAGGAAAGATCCAAGTGG 
ATTATCTGGAGATGTTCTGATAAATGGAGCACCGCGACCTGCCAATTTCAAATGT 
AATTCAGGTTACGTGGTACAAGATGATGTTGTGATGGGCACTCTGACGGTGAGA 
GAAAACTTACAGTTCTCAGCAGCTCTTCGGCTTGCAACAACTATGACGAATCATG 
AAAAAAACGAACGGATTAACAGGGTCATTCAAGAGTTAGGTCTGGATAAAGTGG 
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CAGACTCCAAGGTTGGAACTCAGTTTATCCGTGGTGTGTCTGGAGGAGAAAGAA 
AAAGGACTAGTATAGGAATGGAGCTTATCACTGATCCTTCCATCTTGTTCTTGGA 
TGAGCCTACAACTGGCTTAGACTCAAGCACAGCAAATGCTGTCCTTTTGCTCCTG 
AAAAGGATGTCTAAGCAGGGACGAACAATCATCTTCTCCATTCATCAGCCTCGAT 
5 ATTCCATCTTCAAGTTGTTTGATAGCCTCACCTTATTGGCCTCAGGAAGACTTATG 
TTCCACGGGCCTGCTCAGGAGGCCTTGGGATACTTTGAATCAGCTGGTTATCACT 
GTGAGGCCTATAATAACCCTGCAGACTTCTTCTTGGACATCATTAATGGAGATTC 
CACTGCTGTGGCATTAAACAGAGAAGAAGACTTTAAAGCCACAGAGATCATAGA 
GCCTTCCAAGCAGGATAAGCCACTCATAGAAAAATTAGCGGAGATTTATGTCAA 

1 0 CTCCTCCTTCTACAAAGAGAC AAAAGCTGAATTACATC AACTTTCCGGGGGTGAG 
AAGAAGAAGAAGATCACAGTCTTCAAGGAGATCAGCTACACCACCTCCTTCTGT 
CATCAACTCAGATGGGTTTCCAAGCGTTCATTCAAAAACTTGCTGGGTAATCCCC 
AGGCCTCTATAGCTCAGATCATTGTCACAGTCGTACTGGGACTGGTTATAGGTGC 
CATTTACTTTGGGCTAAAAAATGATTCTACTGGAATCCAGAACAGAGCTGGGGTT 

1 5 CTCTTCTTCCTGACGACCAACCAGTGTTTC AGC AGTGTTTCAGCCGTGGAACTCTT 
TGTGGTAGAGAAGAAGCTCTTCATACATGAATACATCAGCGGATACTACAGAGT 
GTCATCTTATTTCCTTGGAAAACTGTTATCTGATTTATTACCCATGAGGATGTTAC 
CAAGTATTATATTTACCTGTATAGTGTACTTCATGTTAGGATTGAAGCCAAAGGC 
AGATGCCTTCTTCGTTATGATGTTTACCCTTATGATGGTGGCTTATTCAGCCAGTT 

20 CCATGGCACTGGCCATAGCAGCAGGTCAGAGTGTGGTTTCTGTAGCAACACTTCT 
CATGACCATCTGTTTTGTGTTTATGATGATTTTTTCAGGTCTGTTGGTCAATCTCA 
f ; ^AAGGATTGCATCTTGGGTGTGATGGCTTGAGTACTTGAGCATTCCACGATATGG 
i A^TACGGCTTTGCAGGA^A[FGA7^TTTTGGGACAAAAOTTCTGCCCAGGACTG 
'* ft AATGG AAC AGGAAAG AATCCTTGT AACT ATGG AAC ATGTACTGG0GAAG AAT AT 

25 •! TTGGTAAAGCAGGGCATCGATCTCTCACCCTGGGGCTTGTGGAAGAATCACGTGG 
CCTTGGCTTGTATGATTGTTATTTTCCTCACAATTGCCTACCTGAAATTGTTATTTC 
TTAAAAAATATTCTTAAATTTCCCCTTAATTCAGTATGATTTATCCTCACATAAAA 
AAGAAGCACTTTGATTGAAGTATTCAATCAAGTTTTTTTGTTGTTTTCTGTTCCCT 
TGCCATCACACTGTTGCACAGCAGCAATTGTTTTAAAGAGATACATTTTTAGAAA 

30 TCACAACAAACTGAATTAAACATGAAAGAACCCAAGACATCATGTATCGCATAT 
TAGTTAATCTCCTCAGACAGTAACCATGGGGAAGAAATCTGGTCTAATTTATTAA 
TCTAAAAAAGGAGAATTGAATTCTGGAAACTCCTGACAAGTTATTACTGTCTCTG 
GCATTTGTTTCCTCATCTTTAAAATGAATAGGTAGGTTAGTAGCCCTTCAGTCTTA 
ATACTTTATGATGCTATGGTTTGCCATTATTTAATAAATGACAAATGTATTAATGC 

35 TATACTGGAAATGTAAAATTGAAAATATGTTGGAAAAAAGATTCTGTCTTATAGG 
GTAAAAAAAGCCACCGTGATAGAAAA 

SEQ ID NO: 640 

>21416 BLOOD 094071.9 M87068 gl79896 Human CaN19 mRNA sequence. 0 
40 CTCCCACTTCCCACTGTGGCCTGGGTGGGCTCAGGGGCTGCCCTTGACCTGGCCT 
AGAGCCCTCCCCCAGCTGGTGGTGGAGCTGGCACTCTCTGGGAGGGAGGGGGCT 
GGGAGGGAATGAGTGGGAATGGCAAGAGGCCAGGGTTTGGTGGGATCAGGTTG 
AGGCAGGTTTGGTTTCCTTAAAATGCCAAGTTGGGGGCCAGTGGGGCCCACATAT 
AAATCCTCACCCTGGGAGCCTGGCTGCCTTGCTCTCCTTCCTGGGTCTGTCTCTGC 
45 CACCTGGTCTGCCACAGATCCATGATGTGCAGTTCTCTGGAGCAGGCGCTGGGCT 
GTGCTGGTCACTACCTTCCACAAGTACTCCTGCCAAGAGGGCGACAAGTTCAAGC 
TGAGTAAGGGGGAAATGAAGGAACTTCTGCACAAGGAGCTGCCCAGCTTTGTGG 
GGGAGAAAGTGGATGAGGAGGGGCTGAAGAAGCTGATGGGCAGCCTGGATGAG 
AACAGTGACCAGCAGGTGGACTTCCAGGAGTATGCTGTTTTCCTGGCACTCATCA 



546 



WO 02/074979 



PCT/US02/08456 



CTGTCATGTGCAATGACTTCTTCCAGGGCTGCCCAGACCGACCCTGAAGCAGAAC 
TCTTGACTTCCTGCCATGGATCTCTTGGGCCCAGGACTGTTGATGCCTTTGAGTTT 
TGTATTCAATAAACTTTTTTTGTCTGTTGATAATATTTTAATTGCTCAGTGATGTTC 
CATAACCCGGCTGGCTCAGCTGGAGTGCTGGGAGATGAGGGCCTCCTGGATCCT 
5 GCTCCCTTCTGGGCTCTGACTCTCCTGGAAATCTCTCCAAGGCCAGAGCTATGCTT 
TAGGTCTCAATTTTGGAATTTCAAACACCAGCAAAAAATTGGAAATCGAGATAG 
GTTGCTGACTTTTATTTTGTCAAATAAAGATATT 

SEQ ID NO: 641 

10 >21419 BLOOD 406378.10 M29696 gl 86365 Human interleukin-7 receptor (IL-7) mRNA, 
complete cds. 0 

CAGGGCTGGCTTTTTTTTTTTTAATAAGATAGCTGGTGCCCAAGATTGTTTTCCAC 

CTTAAGGATAAAACCTGTTAAGAAAGCCTGAACAATTACAAAAAAGGAAGAAAA 

GGAGACTTGGCCAACTGGTGTCAGGAGTCTTAACAAGGTCATAGTTTGCCAGCCC 

1 5 CTGCCCTAAACAAATAATTCTTGAATGCCTACTGTGGTGTGTAAGATATGAGTAA 
ATACCAGGGATACACAGAGAACAAAAGAGAAAAACTGCTATTCTTGTGAAACTT 
GGAAGTTGGAGGAGACTTGGAAGATGCAGAACTGGATGACTACTCATTCTCATG 
CTATAGCCAGTTGGAAGTGAATGGATCGCAGCACTCACTGACCTGTGCTTTTGAG 
GACCCAGATGTCAACACCACCAATCTGGAATTTGAAATATGTGGGGCCCTCGTGG 

20 AGGTAAAGTGCCTGAATTTCAGGAAACTACAAGAGATATATTTCATCGAGACAA 
AGAAATTCTTACTGATTGGAAAGAGCAATATATGTGTGAAGGTTGGAGAAAAGA 
■<■:., , tGTC.TAACCTGCAAAAAAATAGACGTAACCACTATAGTTAAACeTGAGGGTCCTTT 
k. - ./iXGAGCTGAGTGTGATCTATCGGGAAGGAGGCAATGAGTTTGTGGTGACAT^TAAT: n- 
. ■>'•'?. *AGATCAGACTTGGAAAAGAAGTATGTAAAAGTTTTAATGCATGATGTAGCTTAGC V 
A 25 GCCAGGAAAAGGATGAAAACAAATGGAGGCATGTGAATTTATCCAGCACAAAGC 
TGACACTCCTGCAGAGAAAGCTCCAACCGGCAGCAATGTATGAGATTAAAGTTC 
GATCCATCCCTGATCACTATTTTAAAGGCTTCTGGAGTGAATGGAGTCCAAGTTA 
TTACTTCAGAACTCCAGAGATCAATAATAGCTCAGGGGAGATGGATCCTATCTTA 
CTAACCATCAGCATTTTGAGTTTTTTCTCTGTCGCTCTGTTGGTCATCTTGGCCTGT 

30 GTGTTATGGAAAAAAAGGATTAAGCCTATCGTATGGCCCAGTCTCCCCGATCATA 
AGAAGACTCTGGAACATCTTTGTAAGAAACCAAGAAAAAATTTAAATGTGAGTT 
TCAATCCTGAAAGTTTCCTGGACTGCCAGATTCATAGGGTGGATGACATTCAAGC 
TAGAGATGAAGTGGAAGGTTTTCTGCAAGATACGTTTCCTCAGCAACTAGAAGA 
ATCTGAGAAGCAGAGGCTTGGAGGGGATGTGCAGAGCCCCAACTGCCCATCTGA 

35 GGATGTAGTCATCACTCCAGAAAGCTTTGGAAGAGATTCATCCCTCACATGCCTG 
GCTGGGAATGTCAGTGCATGTGACGCCCCTATTCTCTCCTCTTCCAGGTCCCTAG 
ACTGCAGGGAGAGTGGCAAGAATGGGCCTCATGTGTACCAGGACCTCCTGCTTA 
GCCTTGGGACTACAAACAGCACGCTGCCCCCTCCATTTTCTCTCCAATCTGGAAT 
CCTGACATTGAACCCAGTTGCTCAGGGTCAGCCCATTCTTACTTCCCTGGGATCA 

40 AATCAAGAAGAAGCATATGTCACCATGTCCAGCTTCTACCAAAACCAGTGAAGT 
GTAAGAAACCCAGACTGAACTTACCGTGAGCGACAAAGATGATTTAAAAGGGAA 
GTCTAGAGTTCCTAGTCTCCCTCACAGCACAGAGAAGACAAAATTAGCAAAACC 
CCACTACACAGTCTGCAAGATTCTGAAACATTGCTTTGACCACTCTTCCTGAGTTC 
AGTGGCACTCAACATGAGTCAAGAGCATCCTGCTTCTACCATGTGGATTTGGTCA 

45 CAAGGTTTAAGGTGACCCAATGATTCAGCTATTTAAAAAAAAAAGAGGAAAGAA 
TGAAAGAGTAAAGGAAATGATTGAGGAGTGAGGAAGGCAGGAAGAGAGCATGA 
GAGGAAAGACAGACAGGAAAATAAAAAATGATAGTTGCCATTATTAGGATTTAA 
TATATATCCAGTGCTTTGCAAGTGCTCTGCGCACCTTGTCTCACTCCATCCTGACA 
ATAATCCTGGGAGGTGTGTGCAATTACTACGACTACTCTCTTTTTTATAGATCATT 
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AAATTCAGAACTAAGGAGTTAAGTAACTTGTCCAAGTTGTTCACACAGTGAAGG 
GAGGGGCCAAGATATGATGGCTGGGAGTCTAATTGCAGTTCCCTGAGCCATGTG 
CCTTTCTCTTCACTGAGGACTGCCCCATTCTTGAGTGCCAAACGTCACTAGTAAC 
AGGGTGTGCCTAGATAATTTATGATCCAAACTGAGTCAGTTTGGAAAGTGAAAG 
5 GGAAACTTACATATAATCCCTCCGGGACAATGAGCAAAAACTAGGACTGTCCCC 
AGACAAATGTGAACATACATATCATCACTTAAATTAAAATGGCTATGAGAAAGA 
AAGAGGGGGAGAAACAGTCTTGCGGGTGTGAAGTCCCATGACCAGCCATGTCAA 
AAGAAGGTAAAGAAGTCAAGAAAAAGCCATGAAGCCCATTTGATTTCATTTTTCT 
GAAAATAGGCTCAAGAGGGAATAAATTAGAAACTCACAATTTCTCTTGTTTGTTA 

1 0 CCAAGACAGTGATTCTCTTGCTGCTACC ACCCAACTGCATCCGTCCATGATCTCA 
GAGGAAACTGTCGCTGACCCTGGACATGGGTACGTTTGACGAGTGAGAGGAGGC 
ATGACCCCTCCCATGTGTATAGACACTACCCCAACCTAAATTCATCCCTAAATTG 
TCCCAAGTTCTCCAGCAATAGAGGCTGCCACAAACTTCAGGGAGAAAGAGTTAC 
AAGTACATGCAATGAGTGAACTGACTGTGGCTACATTCTTGAAGATATACGGAA 

1 5 GAGACGTATTATTAATGCTTGACATATATCATCTTGCCTTTCTTGGTCTAGACTGA 
CTTCTAATGACTAACTCAAAGTCAAGGCAACTGAGTAATGTCAGCTCAGCAAAGT 
GCAGCAAACCCATCTCCCACAGGCCTCCAAACCCTGGCTGTTCACAGAACCACA 
AAGGGCAGATGCTGCACAGAAAACTAGAGAAGGGGTCATAGGTTCATGGTTTTG 
TTTGAGATTTGTTGCTACTGTTTTTCTGTTTTGAATTTTCTTCTTTGTTCTGTTTTTA 

20 CTTTATTTAGGGGGACTAGGTGTTTCTGATATTTTAGTTTTCTTGTTTGTTTTGTTT 
TGTGTTGTCTGTGAATGGGGTTTTAACTGTGGATGAATGGACCTTATCTGTTGGCT 
•. ) TAAAGGAGTGGTAAAATGAGAGCATCTTATTGTTGAGGTGAATGTTTTAGXTTCC 
'.I' •■{■■■:;} ; AAAGTGCTGTCGTGTGGAGGAGGAGTAATAAATACAATGCCATAATCCCTTAGGT 
•« -:J.i TTGGGTAGTGGTTTTGCAATTTTCAAAGG ACTTGG ATAAGGATTCCTTGG ACCTGG 

25 TTGATAGGCATTTATGGAAAGCCTGCTAGATGTGAATCATACTGTTAGGCACAGG 
GGACCTAAAGACACATAAAAGGATGGCATTCTGCCTCATAAATTGCAAAACCTA 
ATGAAAGTGACTGCTTGGTAAACAAATTATTATTATATTATAAAATGCTATAAAA 
GAGCCATATTGAAAGTGCCCTGTTGGAGACAGGGCAAATGCCACAAAAATGATG 
TAAATTTACATGGAGGAAAAGTAGAATCTGCCTGGTTTGTAGGCAGCAGAAGAC 

30 ATTTTTCATCAGTGGGCAGGTGTTCTTTACCTTTTGTAGAAATGGGAGTCAAGTCT 
CAAATAGGAGGCTCCACAAAATCTCATGCCAGGTCTCTGATACCTTATTCACAGA 
AGTTCTTTGAAGTATTTATTGTTATTTTCTTTGACTTATGGGAAAACTGGGACACA 
GGAAGACAGGTAAATTACCCAACCTCACACGTTAAGTCAGAACTGGGAGCCATA 
ATTTTGTATCCCTGGTATAAATAGACAATCTCTCGAAGAAATGAAGAGATGACCA 

35 TAGAAAAACATCGAGATATCTCCAGCTCTAAAATCCTTTGTTTCAATGTTGTTTG 
GCATATGTTATCTTTGGAATTTAGTGTCTGAGCCTCTGTCTGTTACTGTAGTATTT 
AAAATGCATGTATTATAATCATATAATCATAACTGCTGTTAATTCTTGATTATATA 
CCTAGGGACAATGTGTAATGTAAGATTACTAATTGGTTCTGCCCAATCTCCTTTC 
AGATTTTATTAGGAAAAAAAAATAAACCTCCTGATCGGAGACAATGTATTAATC 

40 AGAAGTGTAAACTGCCAGTTCTATATAGCATGAAATGAAAAGACAGCTAATTTG 
GTCCAACAAACATGACTGGGTCTAGGGCACCCAGGCTGATTCAGCTGATTTCCTA 
CCAGCCTTTGCCTCTTCCTTCAATGTGGTTTCCATGGGAATTTGCTTCAGAAAAGC 
CAAGTATGGGCTGTTCAGAGGTGCACACCTGCATTTTCTTAGCTCTTCTAGAGGG 
GCTAAGAGACTTGGTACGGGCCAGGAAGAATATGTGGCAGAGCTCCTGGAAATG 

45 ATGCAGATTAGGTGGCATTTTTGTCAGCTCTGTGGTTTATTGTTGGGACTATTCTT 
TAAAATATCCATTGTTCACTACAGTGAAGATCTCTGATTTAACCGTGTACTATCC 
ACATGCATTACAAACATTTCGCAGAGCTGCTTAGTATATAAGCGTACAATGTATG 
TAATAACCATCTCATATTTAATTAAATGGTATAGAAGAACAA 
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SEQ ID NO: 642 

>21422 BLOOD 354768.27 M18981 gl79767 Human prolactin receptor-associated protein 
(PRA) gene, complete cds. 0 

CCGAGCTGGCCTCCGGGGCACCGACCGCTATAAAGGCCAGTCGGACTGCGACAC 
5 AGCCCATCCCCTCGACCGCTCGCGTCGCATTTGGCCGCCTCCCTACCGCTCCAAG 
CCCAGCCCTCAGCCATGGCATGCCCCCTGGATCAGGCCATTGGCCTCCTCGTGGC 
CATCTTCCACAAGTACTCCGGCAGGGAGGGTGACAAGCACACCCTGAGCAAGAA 
GGAGCTGAAGGAGCTGATCCAGAAGGAGCTCACCATTGGCTCGAAGCTGCAGGA 
TGCTGAAATTGCAAGGCTGATGGAAGACTTGGACCGGAACAAGGACCAGGAGGT 

1 0 GAACTTCCAGGAGTATGTCACCTTCCTGGGGGCCTTGGCTTTGATCTAC AATGAA 
GCCCTCAAGGGCTGAAAATAAATAGGGAAGATGGAGACACCCTCTGGGGGTCCT 
CTCTGAGTCAAATCCAGTGGTGGGTTATTGTACAATAACCCACCACTGGATTTGA 
CTCAGAGAGGACCCCCAGAGGGTGTCTCCATCTTCCCTATTTATTTTCAGCCCTTG 
AGGGCTTCATTGTAGATCAAAGCCAAGGCCCCCAGGAAGGTGACATACTCCTGG 

1 5 AAGTTC ACCTCCTGGTCCTTGTTCCGGTCCAAGTCTTCC ATCAGCCTTGCAATTTC 
AGCATCCTGCAGCTTCGAGCCAATGGTGAGCTCCTTCTGGATCAGCTCCTTCAGC 
TCCTTCTTGCTCAGGGTGTGCTTGTCACCCTCCCTGCCGGAGTACTTGTGGAAGAT 
GGCCACGAGGAGGCCAATGGCCTGATCCAGGGGGCATGCCATGGCTGAGGGCTG 
GGCTTGGAGCTGGCACAGCACTGCTGCTCCTGACTATCCCTCCAGCGGGGGAGCG 

20 CCACAGATGGCCCCAGTCTGGATCCAGCGGCTGAACTGGGCAGGGGATGGCTGG 
ACCCCCAGCGTGAGGGCAGCTGGCCCTGGAAAGTACCCAGGGCTCCTGGAGAGA 
ACTCACGGGTAGGGAGGCGGCCAAATGEGACGGGAGC .. : . 

SEQ ID.NO: 643 

25 >21425 BLOOD 286742.1 AF105201 g4336773 Human G-protein alpha subunit 14 
(Galphal4) mRNA, complete cds. 0 

GGACGCGCGCCGTGAGCTTAAGCTGCTGCTGCTGGGAACTGGTGAAAGTGGGAA 
AAGCACCTTTATCAAGCAGATGNGAATTATCCATGGGTCTGGTTACAGCGACGA 
AGACAGAAAGGGGTTCACGAAGCTGGTTTACCAAAACATATTCACCGCCATGCA 
30 AGCCATGATCAGAGCGATGGACACGCTAAGGATACAGTATGTGTGTGAACAGAA 
TAAGGAAAATGCCCAGATAATCAGAGAAGTGGAAGTGGACAAGGTCTCCATGCT 

ctccagggagcaggtggaggccatcaagcagctctggcaagatccaggcatcca 
ggagtgttacgacaggaggagggagtaccagctgtcggactctgccaaatatta 
cctgactgacattgaccgcatcgccacaccatcattcgtgcctacccaacaagat 

35 gtgcttcgcgtccgagtgcccaccaccggcatcattgagtatccatttgacttgg 
aaaacatcatctttcggatggtggatgttggtggccaacgatcggaaagacgga 
agtggattcactgctttgagagtgtcacctccattattttcttggttgctctgagt 
gaatatgaccaggtcctggctgagtgtgacaacgagaatcgcatggaagagagc 
aaagccttatttaaaaccatcatcacctacccctggtttctgaattcatctgtgat 

40 tttattcttgaacaagaaggatcttttggaagagaaaatcatgtactctcatcta 
attagctatttcccagaatacacaggaccgaaacaggatgtcagagctgccaga 
gactttatcctgaagctttaccaagatcagaatcctgacaaagagaaagtcatct 
actctcacttcacatgtgctacagatacagacaatattcgctttgtgtttgctgct 
gtcaaagacacaattctacagctaaacctaagggaattcaaccttgtctaaaag 

45 ctgctgcccactcctcccctataacagaagatgtgatttgcaaactccttgtttta 
tttgcaagtgcttctgacatcaccagagccagccccatgccaggaactaaggatg 
tcatgtagatcgtggggacagagatgggtgatggaacttggaagatatttgagt 
ttaccaacatactttaaaagtccttacatcccaaattgtgtttataattattttct 
tgacttttggctataagattttgtgtaatttttgaatttggtgttttctagaatttt 



549 



WO 02/074979 



PCT/US02/08456 



TAAAAGCCACTTTGATTTAGTTTTAAATATGTTTAAAAATAGCGATTAAAATTAT 
GTAAGCAAGGAGCCTGTTAGTTTATAGATCATGCCTTCAAACCTCTAGAGTTAAT 
TTGGGTGACTTTTTTAAAAATAAGAATGTTAATGGGTTTGAAGCTTTTTATTAAAC 
CTTGTAATTTAGAGACATTTTTAATTGTGTTTCTCACCTCATGCTGAAGGGTGACT 
5 CCTTTAACATGCCACCAAAGATTTTTTTTAAACACTTGGTTCTTTTTGTGTGTTAA 
CTTTCTAAGCCAAATTAATGGATATATAAGTATATCTAATTTAGCTTTGCCACAGT 
TTGATCACCAAGAAGCCAAAGCTGACATAGAGTAAATGGGCTCTAGATAGCATA 
TATGTTTTATTGGTGAAAAANNGNTGTGGTGTGCNCCGTGTGTTGTGTGTGTACA 
TTTTTACCCCCAATGTATATGACCAGATCTTAAAAATGTATGAAATGGCTAGAAG 
1 0 TCCACATTGTTTGACAAATGTTACGTAACCCTGCCAAAGTTCTGATGGCCACCAC 
AGATTTGCTGTTTGAATTATGTATGCTGTGCCTTTCTGAGGAGGCTAAGAATATA 
CCATTCTGCTATTAAAAAAAAAAAAAAGG 

SEQ ID NO: 644 

15 >21427 BLOOD 337355.1 AL050214 g4884452 Human mRNA; cDNA DKFZp586H2123 
(from clone DKFZp586H2123); partial cds. 0 

GGGAGAGCCTGGCGAGCTGAAACCCGAGCTCCCGCTCAGCTGGGGCTCGGGGAG 
GTCCCTGTAAAACCCGCCTGCCCCCGGCCTCCCTGGGTCCCTCCTCTCCCTCCCCA 
GTAGACGCTCGGGCACCAGCCGCGGCAAGGATGGAGCTGGGTTGCTGGACGCAG 

20 TTGGGGCTCACTTTTCTTCAGCTCCTTCTCATCTCGTCCTTGCCAAGAGAGTACAC 
AGTCATTAATGAAGCCTGCCCTGGAGCAGAGTGGAATATCATGTGTCGGGAGTG 
:G.TGTGAATATGATCAGATTGAGi:GCGTGTGGCCCGGAAAGAGGGAAGTGGTGGG 
TTATACCATGCGTTGGTGCAGGAATGAGGAGAATGAGTGTGACTCGTGCCTGATC 
GACGCAGGTTGTACGATCTTTGAAAACTGCAAGAGCTGCCGAAATGGCTCATGGG 

25 GGGGTACCTTGGATGAGTTGTATGTGAAGGGGTTCTACTGTGCAGAGTGCCGAGC 
AGGCTGGTACGGAGGAGACTGCATGCGATGTGGCCAGGTTCTGCGAGCCCCAAA 
GGGTCAGATTTTGTTGGAAAGCTATCCCCTAAATGCTCACTGTGAATGGACCATT 
CATGCTAAACCTGGGTTTGTCATCCAACTAAGATTTGTCATGTTGAGCCTGGAGT 
TTGACTACATGTGCCAGTATGACTATGTTGAGGTTCGTGATGGAGACAACCGCGA 

30 TGGCCAGATCATCAAGCGTGTCTGTGGCAACGAGCGGCCAGCTCCTATCCAGAG 
CATAGGATCCTCACTCCACGTCCTCTTCCACTCCGATGGCTCCAAGAATTTTGAC 
GGTTTGCATGCCATTTATGAGGAGATCACAGCATGCTCCTCATCCCCTTGTTTCCA 
TGACGGCACGTGCGTCCTTGACAAGGCTGGATCTTACAAGTGTGCCTGCTTGGCA 
GGCTATACTGGGCAGCGCTGTGAAAATCTCCTTGAAGAAAGAAACTGCTCAGAC 

35 CCTGGGGGCCCAGTCAATGGGTACCAGAAAATAACAGGGGGCCCTGGGCTTATC 
AACGGACGCCATGCTAAAATTGGCACCGTGGTGTCTTTCTTTTGTAACAACTCCT 
ATGTTCTTAGTGGCAATGAGAAAAGAACTTGCCAGCAGAATGGAGAGTGGTCAG 
GGAAACAGCCCATCTGCATAAAAGCCTGCCGAGAACCAAAGATTTCAGACCTGG 
TGAGAAGGAGAGTTCTTCCGATGCAGGTTCAGTCAAGGGAGACACCATTACACC 

40 AGCTATACTCAGCGGCCTTCAGCAAGCAGAAACTGCAGAGTGCCCCTACCAAGA 
AGCCAGCCCTTCCCTTTGGAGATCTGCCCATGGGATACCAACATCTGCATACCCA 
GCTCCAGTATGAGTGCATCTCACCCTTCTACCGCCGGCCTGGGCAGCAGCAGGAG 
GACATGTCTGAGGACTGGGAAGTGGAGTGGGCGGGCACCATCCTGCATCCCTAT 
CTGCGGGAAAATTGAGAACATCACTGCTCCAAAGACCCAAGGGTTGCGCTGGCC 

45 GTGGCAGGCAGCCATCTACAGGAGGACCAGCGGGGTGCATGACGGCAGCCTACA 
CAAGGGAGCGTGGTTCCTAGTCTGCAGCGGTGCCCTGGTGAATGAGCGCACTGT 
GGTGGTGGCTGCCCACTGTGTTACTGACCTGGGGAAGGTCACCATGATCAAGAC 
AGCAGACCTGAAAGTTGTTTTGGGGAAATTCTACCGGGATGATGACCGGGATGA 
GAAGACCATCCAGAGCCTACAGATTTCTGCTATCATTCTGCATCCCAACTATGAC 
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CCCATCCTGCTTGATGCTGACATCGCCATCCTGAAGCTCCTAGACAAGGCCCGTA 
TCAGCACCCGAGTCCAGCCCATCTGCCTCGCTGCCAGTCGGGATCTCAGCACTTC 
CTTCCAGGAGTCCCACATCACTGTGGCTGGCTGGAATGTCCTGGCAGACGTGAGG 
AGCCCTGGCTTCAAGAACGACACACTGCGCTCTGGGGTGGTCAGTGTGGTGGACT 
5 CGCTGCTGTGTGAGGAGCAGCATGAGGACCATGGCATCCCAGTGAGTGTCACTG 
ATAACATGTTCTGTGCCAGCTGGGAACCCACTGCCCCTTCTGATATCTGCACTGC 
AGAGACAGGAGGCATCGCGGCTGTGTCCTTCCCGGGACGAGCATCTCCTGAGCC 
ACGCTGGCATCTGATGGGACTGGTCAGCTGGAGCTATGATAAAACATGCAGCCA 
CAGGCTCTCCACTGCCTTCACCAAGGTGCTGCCTTTTAAAGACTGGATTGAAAGA 

1 0 AATATGAAATGAACCATGCTC ATGC ACTCCTTGAGAAGTGTTTCTGTATATCCGT 
CTGTACGTGTGTCATTGCGTGAAGCAGTGTGGGCCTGAAGTGTGATTTGGCCTGT 
GAACTTGGCTGTGCCAGGGCTTCTGACTTCAGGGACAAAACTCAGTGAAGGGTG 
AGTAGACCTCCATTGCTGGTAGGCTGATGCCGCGTCCACTACTAGGACAGCCAAT 
TGGAAGATGCCAGGGCTTGCAAGAAGTAAGTTTCTTCAAAGAAGACCATATACA 

1 5 AAACCTCTCCACTCCACTGACCTGGTGGTCTTCCCCAACTTTC AGTTATACGAATG 
CCATCAGCTTGACCAGGGAAGATCTGGGCTTCATGAGGCCCCTTTTGAGGCTCTC 
AAGTTCTAGAGAGCTGCCTGTGGGACAGCCCAGGGCAGCAGAGCTGGGATGTGG 
TGCATGCCTTTGTGTACATGGCCACAGTACAGTCTGGTCCTTTTCCTTCCCCATCT 
CTTGTACACATTTTAATAAAATAAGGGTTGGCTTCTGAACTACAAAAAAAAAAA 

20 AAAGG 

SE.Q ID, NO: 645 

>pQilA3 6 BLOOD 34811 9.3- U4.02 15 gl-594276 Human.syiiapsin Hb.mRNA, domplste cds. -O - : 
GACTGCCGCTGCTGTCTGCGGGGTCTGGGGGCGGGGTCTGAGTCTCTGCTGGCTA 

25 AGCCGCCGCCTCAGGCGCCTCAGTCGCCTCAATCTCGCCTTCCGCCCTCGCTCTCC 
CTCCGCGCCACCAGACCCCGTAGCCCCGCGCGCCCCCAGCCCTTTAAGCCAGATG 
ATGAACTTCCTGCGGCGCCGGCTGTCGGACAGCAGCTTCATCGCCAACCTGCCCA 
ACGGCTACATGACCGACCTGCAGCGGCCCGAGCCCCAGCAGCCGCCGCCGCCGC 
CGCCCCCCGGTCCGGGCGCCGCCTCGGCCTCGGCGGCGCCCCCGACCGCCTCGCC 

30 GGGCCCGGAGCGGAGGCCGCCGCCCGCCTCGGCGCCCGCCGCGCAGCCCGCGCC 
GACGCCGTCGGTGGGCAGCAGCTTCTTCAGCTCGCTGTCCCAAGCCGTGAAGCAG 
ACGGCCGCCTCGGCTGGCCTGGTGGACGCGCCCGCTCCCGCGCCCGCAGCCGCC 
AGGAAGGCCAAGGTGCTGCTGGTGGTCGACGAGCCGCACGCCGACTGGGCCAAG 
TGCTTTCGGGGCAAAAAAAGTCCTTGGAGATTATGATATCAAGGTGGAACAGGC 

35 AGAATTTTCAGAGCTCAACCTGGTGGCCCATGCAGATGGCACCTATGCTGTGGAT 
ATGCAGGTTCTCCGGAATGGCACAAAGGTTGTCCGGTCCTTCCGGCCAGACTTCG 
TGCTCATCCGGCAGCATGCATTTGGCATGGCGGAGAATGAGGACTTCCGCCACCT 
GATCATTGGTATGCAGTATGCAGGCCTCCCCAGCATCAACTCACTGGAATCCATA 
TACAACTTCTGTGACAAGCCATGGGTGTTTGCCCAGCTGGTCGCTATCTATAAGA 

40 CACTGGGAGGAGAAAAGTTCCCTCTCATTGAACAGACATACTACCCCAACCACA 
AAGAGATGCTGACACTGCCCACGTTCCCTGTGGTGGTGAAGATTGGCCACGCTCA 
CTCAGGCATGGGCAAGGTCAAAGTGGAAAACCACTACGACTTCCAGGACATTGC 
CAGCGTGGTGGCTCTCACCCAGACCTATGCCACTGCAGAGCCTTTCATTGACTCC 
AAGTATGACATCCGGGTCCAGAAGATTGGCAACAACTACAAGGCTTACATGAGG 

45 ACATCGATCTCAGGGAACTGGAAGACGAACACTGGCTCTGCGATGCTGGAGCAG 
ATTGCCATGTCAGACAGGTACAAACTGTGGGTGGACACCTGCTCTGAGATGTTTG 
GCGGCCTGGACATCTGTGCTGTCAAAGCTGTACATGGCAAAGATGGGAAAGACT 
ACATTTTTGAGGTCATGGACTGTAGCATGCCACTGATTGGGGAACATCAGGTGGA 
GGACAGGCAACTCATCACCGAACTAGTCATCAGCAAGATGAACCAGCTGCTGTC 
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CAGGACTCCTGCCCTGTCTCCTCAGAGACCCCTAACAACCCAGCAGCCACAGAGC 
GGAACACTTAAGGATCCGGACTCAAGCAAGACCCCACCTCAGCGGCCACCCCCT 
CAAGGTTGTTTACAGTATATTCTCGACTGTAATGGCATTGCAGTAGGGCCAAAAC 
AAGTCCAAGCTTCTTAAAATGATTGGTGGTTAATTTTTCAAAGCAGAAATTTTAA 
5 GCCAAAAACAAACGAAAGGAAAGCGGGGAGGGGAAAACAGACCCTCCCACTGG 
TGCCGTTGCTGCGTTCTTTCAATGCTGACTGGACTGTGTTTTTCCTATGCAGTGTC 
AGCTCCTCTGTCTGGTTGTTTACCTGTTCCTGTTCGTGCTTGTAATGCTCACTTATG 
TTTTCTCTGTATAACTTGTGATTCCAGGGCTGTTTGTCAACAGTATACAAAAGAAT 
TGTGCCTCTCCCAAGTCCAGTGTGACTTTATCTTCTGGGTGGTTTGATAGTGTTTT 

1 0 TAAAAGTAATATATAATGTGGGGTGAAATGGGAGTAGGGGGGTGGACAGGGGA 
GAAACGAAAACCACAAAAAGAAAACCCAACTCCTCTCCTCCCCCCAAGCTCAGT 
TAAATCCCCCACCTCCAACTTTCCCTCCACCAGTGTGCTTGGGATCTTCAATGAAC 
TGTGCTTTTCGCTTTCTTTCTGCATGACTATTGTAACTAGATAGAACATTAAGAGA 
TTTTCAAGATCAAACTTCCATAGCTTCATCCACTGAATTTGAAGGCATCCACCTTT 

1 5 TTCTCC ATTTGCTAAAATTTGGTGC AGTTTGAGTTTATGTGAATAGGCTGGCTGTG 
CCTGTAGAGCTCTTGTGTTTTTAGTGATGACATGAAATACAAAGAACAAGCTATT 
TCCAGGAATGTGTTCTGTATTTTACATCCCAGTGTACCCTTTATTTTATTATTAAC 
TAATTAACTATGAGATTTTTAAAAAATGGGGCCGCTGATGTGCAATATCAAAGTG 
AACTTGTGAGTATTTTGTGTGTGTTGATCTCAGTTGTTTCTTCATTGTTGCTGTTTC 

20 TGGATCCAGCCATGTGTGCGCTTGTGTGGACCTGAGGCTGCTTTCTGTTCCCAAA 
GCTTGACCTGTGTACAGAGATAATTCCTTGGCAATGTTGGACATAGAATGCAGGG 
AGGTACTGAAGGTCTGTCAGGGATTTGTCGATTCTGCTCTTGGCCTCTCCTGAGGC ( 
GTCATAATGGGAGACCAAAT^AAAAATGTCCGATGTGAGTTGAGTGGGTAGACTG 
CCTACAGAACGTTGAGGTTGAe^GCTGCTTGAGITCTCAGCTGTTTACCACAGCGG 

25 TCCAGGGTCCAAAGATTGAGGAGCTTTCTCTTTCCTGGGAGGAACTGTCTCAGAT 
TTAGCTTGTGTGTGTTTTGGACAGAGGCTCCACAGCGGTGGCTCTTGAGGAATCC 
TCACCAGTTTGTTCTCTTCCCTCTGACAAGCAGCACCTGAGCAGATGCTGAGGCA 
GTTCATTAAACCAGGCCTCAGCTTCAGTGCCTCATCTTGCCATCTCCCGGCCAGG 
CTGGGAACGGGCACCAAGCAGCCGCCTCTAACAAACACCATGGTCCGTGGAAGT 

30 TCATGCCAGCAGCTTGCCTTTGAGAAGAAATGCTGCTGGCTCTATTTTTACATTCC 
CTTCCACCTCTATACTGTCATGTCACCGTTCTGAACTCCCAGATCTGAGAAGGAA 
CTAGTGTTGGTGGTATGTAACAAGAGTTACGTATCCAGGGGCTTGTGCCTTGGTT 
TCTCCTTTGATTGCTGGTAAATTCTGAGGCCACAGAGAAATGCATTGAGTGTGAA 
TGTTGTCATCTGTAATCCCTCCCTCAGCTGATAATGGTAGTTGATCTGTTGTAAAT 

35 ATATACATATATGCATATTTGCACTTCCAGATGGGTTGCATAAGAATCAGGTCCT 
TAAATACCTCCCAATCTGATGAAACGATAGAATAAAGTAACATTTCCCAGAATG 
GAGGAATACATTATTTTATCGTATATTTTTGTCCAAGCGATGAGCTGACGGTGGT 
ATTGCTTCTCTGCATGTTATCAGTGTGTACATCTGGTGCTTTTCATGTGTCATTTGT 
GAGCCACAAATGCAAAGTTGCCATTTGAATTCAGTCAGGCTACAGGGTGGTGTC 

40 AGTCAAGGTCTTTCAGGTGGGGGAGAAATTGGTTAGGGCTCCCACTGCCAAATG 
CAAGCAGATAGCATAACCTGACTGTTATGTGCCCTCAGGCAGCATGCTTAGGGAC 
AACTCTGTGGCCTGGGGGACATCTGTGTCACAGTATAGGATTGCCATTCAGGTGT 
TTTGTACCTATTTCTTTCCTGACGTTGTCCCCTTTTTTTGTACTGATCCAACTGGGA 
GAACCTCAGCCAATGCTGGAAGTATGATTGAAGTACCTCTCTTTTGTGACTCTTG 

45 TACAGCTTAATGTGCAATAAAGGAAAAGTTATATCTGTCAAAAA 

SEQ ID NO: 646 

>21463 BLOOD 251776.14 X53002 g33952 Human raRNA for integrin beta-5 subunit. 0 
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CGGGGGAGTCTCGGCGCTGGGCGCGTTCGGAGCCCAAGTCGCGGCCGCCGAGCG 
GAGCCAGCCCCTCCCCTACCCGGAGCAGCCCGCTGGGTGCCTGTCCCGAGCGGC 
GACACACTAGGAGTCCCGGCCGGCCAGCCAGGCAGCCGCGGTCCCGGGACTCGG 
CCGTGAGTGCTGCGGGACGGATGGTGGCGGCGGGGCGCGGGCCACGGCGGGCGC 
5 CGTGGAGCCGGGCGCCGTGAGCCGGAGCTGCGCGCGGGGCATGCGGCTGCGCCC 
CGGCCCCTCGGCCCCCGGCCTCGGCCCCCGCGCTCCGGCCCCAGCCCCGGCCGCC 
GGCCCCCGCGGAGTGCAGCGACCGCGCCGCCGCTGAGGGAGGCGCCCCACCATG 
CCGCGGGCCCCGGCGCCGCTGTACGCCTGCCTCCTGGGGCTCTGCGCGCTCCTGC 
CCCGGCTCGCAGGTCTCAACATATGCACTAGTGGAAGTGCCACCTCATGTGAAGA 

1 0 ATGTCTGCTAATCCACCC AAAATGTGCCTGGTGCTCC AAAGAGGACTTCGGAAGC 
CCACGGTCCATCACCTCTCGGTGTGATCTGAGGGCAAACCTTGTCAAAAATGGCT 
GTGGAGGTGAGATAGAGAGCCCAGCCAGCAGCTTCCATGTCCTGAGGAGCCTGC 
CCCTCAGCAGCAAGGGTTCGGGCTCTGCAGGCTGGGACGTCATTCAGATGACAC 
CACAGGAGATTGCCGTGAACCTCCGGCCCGGTGACAAGACCACCTTCCAGCTAC 

1 5 AGGTTCGCCAGGTGGAGGACTATCCTGTGGACCTGTACTACCTGATGGACCTCTC 
CCTGTCCATGAAGGATGACTTGGACAATATCCGGAGCCTGGGCACCAAACTCGC 
GGAGGAGATGAGGAAGCTCACCAGCAACTTCCGGTTGGGATTTGGGTCTTTTGTT 
GATAAGGACATCTCTCCTTTCTCCTACACGGCACCGAGGTACCAGACCAATCCGT 
GCATTGGTTACAAGTTGTTTCCAAATTGCGTCCCCTCCTTTGGGTTCCGCCATCTG 

20 CTGCCTCTCACAGACAGAGTGGACAGCTTCAATGAGGAAGTTCGGAAACAGAGG 
GTGTCCCGGAACCGAGATGCCCCTGAGGGGGGCTTTGATGCAGTACTCCAGGCA 

v . GCGGTCTGCAAGGAGAAGATTGGCTGGGGAAAGGATGCACTGCATTTGCTGGTG 

> ••• : TTGACAACAGATGATG'EGGeCGACATGGeAm'GGATGGAAAATTGGGAGGCCTG 
GTGCAGGCACACGATGGGGAGTGCCAGGTGAAGGAGGCCAACGAGTAGAGTGCA 

25 TCCAACCAGATGGAGTATCCATCCCTTGCCTTGCTTGGAGAGAAATTGGCAGAGA 
ACAACATCAACCTCATCTTTGCAGTGACAAAAAACCATTATATGCTGTACAAGAA 
TTTTACAGCCCTGATACCTGGAACAACGGTGGAGATTTTAGATGGAGACTCCAAA 
AATATTATTCAACTGATTATTAATGCATACAATAGTATCCGGTCTAAAGTGGAGT 
TGTCAGTCTGGGATCAGCCTGAGGATCTTAATCTCTTCTTTACTGCTACCTGCCAA 

30 GATGGGGTATCCTATCCTGGTCAGAGGAAGTGTGAGGGTCTGAAGATTGGGGAC 
ACGGCATCTTTTGAAGTATCATTGGAGGCCCGAAGCTGTCCCAGCAGACACACG 
GAGCATGTGTTTGCCCTGCGGCCGGTGGGATTCCGGGACAGCCTGGAGGTGGGG 
GTCACCTACAACTGCACGTGCGGCTGCAGCGTGGGGCTGGAACCCAACAGCGCC 
AGGTGCAACGGGAGCGGGACCTATGTCTGCGGCCTGTGTGAGTGCAGCCCCGGC 

35 TACCTGGGCACCAGGTGCGAGTGCCAGGATGGGGAGAACCAGAGCGTGTACCAG 
AACCTGTGCCGGGAGGCAGAGGGCAAGCCACTGTGCAGCGGGCGTGGGGACTGC 
AGCTGCAACCAGTGCTCCTGCTTCGAGAGCGAGTTTGGCAAGATCTATGGGCCTT 
TCTGTGAGTGCGACAACTTCTCCTGTGCCAGGAACAAGGGAGTCCTCTGCTCAGG 
CCATGGCGAGTGTCACTGCGGGGAATGCAAGTGCCATGCAGGTTACATCGGGGA 

40 CAACTGTAACTGCTCGACAGACATCAGCACATGCCGGGGCAGAGATGGCCAGAT 
CTGCAGCGAGCGTGGGCACTGTCTCTGTGGGCAGTGCCAATGCACGGAGCCGGG 
GGCCTTTGGGGAGATGTGTGAGAAGTGCCCCACCTGCCCGGATGCATGCAGCAC 
CAAGAGAGATTGCGTCGAGTGCCTGCTGCTCCACTCTGGGAAACCTGACAACCA 
GACCTGCCACAGCCTATGCAGGGATGAGGTGATCACATGGGTGGACACCATCGT 

45 GAAAGATGACCAGGAGGCTGTGCTATGTTTCTACAAAACCGCCAAGGACTGCGT 
CATGATGTTCACCTATGTGGAGCTCCCCAGTGGGAAGTCCAACCTGACCGTCCTC 
AGGGAGCCAGAGTGTGGAAACACCCCCAACGCCATGACCATCCTCCTGGCTGTG 
GTCGGTAGCATCCTCCTTGTTGGGCTTGCACTCCTGGCTATCTGGAAGCTGCTTGT 
CACCATCCACGACCGGAGGGAGTTTGCAAAGTTTCAGAGCGAGCGATCCAGGGC 
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CCGCTATGAAATGGCTTCAAATCCATTATACAGAAAGCCTATCTCCACGCACACT 
GTGGACTTCACCTTCAACAAGTTCAACAAATCCTACAATGGCACTGTGGACTGAT 
GTTTCCTTCTCCGAGGGGCTGGAGCGGGGATCTGATGAAAAGGTCAGACTGAAA 
CGCCTTGCACGGCTGCTCGGCTTGATCACAGCTCCCTAGGTAGGCACCACAGAGA 
5 AGACCTTCTAGTGAGCCTGGGCCAGGAGCCCACAGTGCCTGTACAGGAAGGTGC 
CTGGCCATGTCACCTGGCTGCTAGGCCAGAGCCATGCCAGGCTGCGTCCCTCCGA 
GCTTGGGATAAAGCAAGGGGACCTTGGGCGCTCTCAGCTTTCCCTGCCACATCCA 
GCTTGTTGTCCCAATGAAATACTGAGATGCTGGGCTGTCTCTCCCTTCCAGGAAT 
GCTGGGCCCCCAGCCTGGCCAGACAAGAAGACTGTCAGGAAGGGTCGGAGTCTG 

1 0 TAAAACCAGCATACAGTTTGGCTTTTTTC ACATTGATC ATTTTTATATGAAATAAA 
AAGATCCTGCATTTATGGTGTAGTTCTGAGTCCTGAGACTTTTCTGCGTGATGGCT 
ATGCCTTGCACACAGGTGTTGGTGATGGGGCTGTTGAGATGCCTGTTGAAGGTAC 
ATCGTTTGCAAATGTCAGTTTCCTCTCCTGTCCGTGTTTGTTTAGTACTTTTATAAT 
GAAAAGAAACAAGATTGTTTGGGATTGGAAGTAAAGATTAAAACCv\AAAGAATT 

1 5 TGTGTTTGTCTGATACTCTCTGTGTGTTTCTTTCTTTCTGAGCGGACTTAAAATGG 
TGCCCCCAGTGGGGATTGAAGCGGCCGTGTACTTCCTCAGGGATGGGACACAGG 
CTGGTCTGATACTCCAGACTGCAGCTTGTCAAGTAAGCATGAGGTGCTCGGGGCA 
GTGAGGGCTGTGCAAGGGGGAACACTGAGCAGATAGATACCTTTGGCCCCTTCC 
AGCTTTTACTGACAGAGAGTTCCAGGCTAGACACCATAAAAACCACCCCTTGGTC 

20 TCCCTCCCTTGTTCTGAGGGGCTGAGGCTGGAAATAGATTGTACAGACAAGCAAG 
GGTTGAGTGGTGGTTCCCACACGAAGTCATCTCTTAAACATCATTAGCAATAGCA 
: vGTTGGGTTCGAAGGGCTCCGGTGACTCCCGAAAGACTTACGTCCC ATGCAGGGGC .- . 
:i lAATGCAAAAAAACACATTTGAGGTTTTT^CCGGGAGGGCGATGAAGTGCCGTTAA ' 
V GTTGCGATATGTAAGATGGTTGAOTGACCGTCT •• 

25 , NNNNNNNNNNNNNNNimNNNNNNNNNNNNNNNNNNTGTTTGTTAGGAGGTTAC 
TGAATGACAAACTGTTCCTAAGACCCCATCTCATGCTGGCCAGAGGGCCAGCCTC 
CTCATTCCTGCTTGCTCTTAGAAAATCTTTCACTGATCATTTTTTGTCACTGGAAT 
AACTTCAAGGTTATTATGCTTTCATTCCAAATGGATCTGTCCTCAGCTCTGGACCC 
AATTCCCCTTACTTCATTTTGGCAAACACTAAGTCAAATAGTGAAATGCCTGTCA 

30 CTACATAGAACCTATTACCTGGGGCAAATACGAACAGATTGAGTTTCCTTCATCT 
TGTGTAAATATGATGAAACAGAGACCTGGTAACTTGGTGACACTGTTAAACCCTT 
TTTGGGATAAAGCCAAATGTAAATGAAAACATTAAACAGATAAATTGTGGCGTT 
GAGACTTTTCTGAATTGAGAAAAATAAATGTAATTTTGGAAGAAAAAAAAAAAA 
ANNANNANNNGGANNCAGNNNANNNAAAAAAAAAAAGGG 

35 

SEQ ID NO: 647 

>21515 BLOOD 410296.1 AF085690 g4106439 Human multidrug resistance-associated 
protein 3 (MRP3) mRNA, complete cds. 0 

GGGTCCGACCGCGCTCGCCTTCCTTGCAGCCGCGCCTCGGCCCCATGGACGCCCT 
40 GTGCGGTTCCGGGGAGCTCGGCTCCAAGTTCTGGGACTCCAACCTGTCTGTGCAC 
ACAGAAAACCCGGACCTCACTCCCTGCTTCCAGAACTCCCTGCTGGCCTGGGTGC 
CCTGCATCTACCTGTGGGTCGCCCTGCCCTGCTACTTGCTCTACCTGCGGCACCAT 
TGTCGTGGCTACATCATCCTCTCCCACCTGTCCAAGCTCAAGATGGTCCTGGGTG 
TCCTGCTGTGGTGCGTCTCCTGGGCGGACCTTTTTTACTCCTTCCATGGCCTGGTC 
45 CATGGCCGGGCCCCTGCCCCTGTTTTCTTTGTCACCCCCTTGGTGGTGGGGGTCAC 
CATGCTGCTGGCCACCCTGCTGATACAGTATGAGCGGCTGCAGGGCGTACAGTCT 
TCGGGGGTCCTCATTATCTTCTGGTTCCTGTGTGTGGTCTGCGCCATCGTCCCATT 
CCGCTCCAAGATCCTTTTAGCCAAGGCAGAGGGTGAGATCTCAGACCCCTTCCGC 
TTCACCACCTTCTACATCCACTTTGCCCTGGTACTCTCTGCCCTCATCTTGGCCTG 
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CTTCAGGGAGAAACCTCCATTTTTCTCCGCAAAGAATGTCGACCCTAACCCCTAC 
CCTGAGACCAGCGCTGGCTTTCTCTCCCGCCTGTTTTTCTGGTGGTTCACAAAGAT 
GGCCATCTATGGCTACCGGCATCCCCTGGAGGAGAAGGACCTCTGGTCCCTAAA 
GGAAGAGGACAGATCCCAGATGGTGGTGCAGCAGCTGCTGGAGGCATGGAGGA 
5 AGCAGGAAAAGCAGACGGCACGACACAAGGCTTCAGCAGCACCTGGGAAAAAT 
GCCTCCGGCGAGGACGAGGTGCTGCTGGGTGCCCGGCCCAGGCCCCGGAAGCCC 
TCCTTCCTGAAGGCCCTGCTGGCCACCTTCGGCTCCAGCTTCCTCATCAGTGCCTG 
CTTCAAGCTTATCCAGGACCTGCTCTCCTTCATCAATCCACAGCTGCTCAGCATCC 
TGATCAGGTTTATCTCCAACCCCATGGCCCCCTCCTGGTGGGGCTTCCTGGTGGCT 

1 0 GGGCTGATGTTCCTGTGCTCCATGATGCAGTCGCTGATCTTACAACACTATTACC 
ACTACATCTTTGTGACTGGGGTGAAGTTTCGTACTGGGATCATGGGTGTCATCTA 
CAGGAAGGCTCTGGTTATCACCAACTCAGTCAAACGTGCGTCCACTGTGGGGGA 
AATTGTCAACCTCATGTCAGTGGATGCCCAGCGCTTCATGGACCTTGCCCCCTTC 
CTCAATCTGCTGTGGTCAGCACCCCTGCAGATCATCCTGGCGATCTACTTCCTCTG 

1 5 GCAGAACCTAGGTCCCTCTGTCCTGGCTGGAGTCGCTTTC ATGGTCTTGCTGATTC 
CACTCAACGGAGCTGTGGCCGTGAAGATGCGCGCCTTCCAGGTAAAGCAAATGA 
AATTGAAGGACTCGCGCATCAAGCTGATGAGTGAGATCCTGAACGGCATCAAGG 
TGCTGAAGCTGTACGCCTGGGAGCCCAGCTTCCTGAAGCAGGTGGAGGGCATCA 
GGCAGGGTGAGCTCCAGCTGCTGCGCACGGCGGCCTACCTCCACACCACAACCA 

20 CCTTCACCTGGATGTGCAGCCCCTTCCTGGTGACCCTGATCACCCTCTGGGTGTAC 
GTGTACGTGGACCCAAACAATGTGCTGGACGCCGAGAAGGCCTTTGTGTCTGTGT 

• ' • GGTTGTTTAATATCTTAAGACTTGGAGACAACATGCTGCCCCAGTl'AATCAGCAA' . 
X ! GGTGAGTCAGGCCAGTGTGTCTGTGAAACGGATGCAGGAATTCGTGAGGGAAGAG 
v; :••/;- : GAAGTTGACCCCC AGAGTGTGGAAAGAAAGACC ATCTCCCGAGGCTATTCG ATC 
' 25 ACATACACAGTGGCACCTTCACCTGGGCCCAGGACCTGCCGCCCACTCTGCACAG 
CCTAGACATCCAGGTCCCGAAAGGGGCACTGGTGGCCGTGGTGGGGCCTGTGGG 
CTGTGGGAAGTCCTCCCTGGTGTCTGCCCTGCTGGGAGAGATGGAGAAGCTAGA 
AGGCAAAGTGCACATGAAGGGCTCCGTGGCCTATGTGCCCCAGCAGGCATGGAT 
CCAGAACTGCACTCTTCAGGAAAACGTGCTTTTCGGCAAAGCCCTGAACCCCAAG 

30 CGCTACCAGCAGACTCTGGAGGCCTGTGCCTTGCTAGCTGACCTGGAGATGCTGC 
CTGGTGGGGATCAGACAGAGATTGGAGAGAAGGGCATTAACCTGTCTGGGGGCC 
AGCGGCAGCGGGTCAGTCTGGCTCGAGCTGTTTACAGTGATGCCGATATTTTCTT 
GCTGGATGACCCACTGTCCGCGGTGGACTCTCATGTGGCCAAGCACATCTTTGAC 
CACGTCATCGGGCCAGAAGGCGTGCTGGCAGGCAAGACGCGAGTGCTGGTGACG 

35 CACGGCATTAGCTTCCTGCCCCAGACAGACTTCATCATTGTGCTAGCTGATGGAC 
AGGTGTCTGAGATGGGCCCGTACCCAGCCCTGCTGCAGCGCAACGGCTCCTTTGC 
CAACTTTCTCTGCAACTATGCCCCCGATGAGGACCAAGGGCACCTGGAGGACAG 
CTGGACCGCGTTGGAAGGTGCAGAGGATAAGGAGGCACTGCTGATTGAAGACAC 
ACTCAGCAACCACACGGATCTGACAGACAATGATCCAGTCACCTATGTGGTCCA 

40 GAAGCAGTTTATGAGACAGCTGAGTGCCCTGTCCTCAGATGGGGAGGGACAGGG 
TCGGCCTGTACCCCGGAGGCACCTGGGTCCATCAGAGAAGGTGCAGGTGACAGA 
GGCGAAGGCAGATGGGGCACTGACCCAGGAGGAGAAAGCAGCCATTGGCACTG 
TGGAGCTCAGTGTGTTCTGGGATTATGCCAAGGCCGTGGGGCTCTGTACCACGCT 
GGCCATCTGTCTCCTGTATGTGGGTCAAAGTGCGGCTGCCATTGGAGCCAATGTG 

45 TGGCTCAGTGCCTGGACAAATGATGCCATGGCAGACAGTAGACAGAACAACACT 
TCCCTGAGGCTGGGCGTCTATGCTGCTTTAGGAATTCTGCAAGGGTTCTTGGTGA 
TGCTGGCAGCCATGGCCATGGCAGCGGGTGGCATCCAGGCTGCCCGTGTGTTGCA 
CCAGGCACTGCTGCACAACAAGATACGCTCGCCACAGTCCTTCTTTGACACCACA 
CCATCAGGCCGCATCCTGAACTGCTTCTCCAAGGACATCTATGTCGTTGATGAGG 
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TTCTGGCCCCTGTCATCCTCATGCTGCTCAATTCCTTCTTCAACGCCATCTCCACT 
CTTGTGGTCATCATGGCCAGCACGCCGCTCTTCACTGTGGTCATCCTGCCCCTGGC 
TGTGCTCTACACCTTAGTGCAGCGCTTCTATGCAGCCACATCACGGCAACTGAAG 
CGGCTGGAATCAGTCAGCCGCTCACCTATCTACTCCCACTTTTCGGAGACAGTGA 
5 CTGGTGCCAGTGTCATCCGGGCCTACAACCGCAGCCGGGATTTTGAGATCATCAG 
TGATACTAAGGTGGATGCCAACCAGAGAAGCTGCTACCCCTACATCATCTCCAAC 
CGGTGGCTGAGCATCGGAGTGGAGTTCGTGGGGAACTGCGTGGTGCTCTTTGCTG 
CACTATTTGCCGTCATCGGGAGGAGCAGCCTGAACCCGGGGCTGGTGGGCCTTTC 
TGTGTCCTACTCCTTGCAGGTGACATTTGCTCTGAACTGGATGATACGAATGATG 

1 0 TCAGATTTGGAATCTAACATCGTGGCTGTGGAGAGGGTCAAGGAGTACTCC AAG 
ACAGAGACAGAGGCGCCCTGGGTGGTGGAAGGCAGCCGCCCTCCCGAAGGTTGG 
CCCCCACGTGGGGAGGTGGAGTTCCGGAATTATTCTGTGCGCTACCGGCCGGGCC 
TAGACCTGGTGCTGAGAGACCTGAGTCTGCATGTGCACGGTGGCGAGAAGGTGG 
GGATCGTGGGCCGCACTGGGGCTGGCAAGTCTTCCATGACCCTTTGCCTGTTCCG 

1 5 CATCCTGGAGGCGGCAAAGGGTGAAATCCGCATTGATGGCCTCAATGTGGCAGA 
CATCGGCCTCCATGACCTGCGCTCTCAGCTGACCATCATCCCGCAGGACCCCATC 
CTGTTCTCGGGGACCCTGCGCATGAACCTGGACCCCTTCGGCAGCTACTCAGAGG 
AGGACATTTGGTGGGCTTTGGAGCTGTCCCACCTGCACACGTTTGTGAGCTCCCA 
GCCGGCAGGCCTGGACTTCCAGTGCTCAGAGGGCGGGGAGAATCTCAGCGTGGG 

20 CCAGAGGCAGCTCGTGTGCCTGGCCCGAGCCCTGCTCCGCAAGAGCCGCATCCTG 
GTTTTAGACGAGGCCACAGCTGCCATCGACCTGGAGACTGACAACCTCATCCAG 
-1 ' .' .'GGTACCATCCGCAGCCAGTTTGATACCTGCACTGTCCTGACCA.TGGCACAGGGGG 
U ■ i .iT^AAGAGTATCATGGAGTAGACGAGGGTGCTGGTCCTGGACAAAGGAGTAGTAG 
• V GTGAATTTGATTCTCGAGGCAACCTCATTGCAGGTAGAGGCATGTTCTACGGGAT 

*25V GGCCAGAGATGCTGGACTTGCCTAAAATATATTCCTGAGATTTCCTCCTGGCCTT 
TCCTGGTTTTCATCAGGAAGGAAATGACACCAAATATGTCCGCAGAATGGACTTG 
ATAGCAAACACTGGGGGCACCTTAAGATTTTGCACCTGTAAAGTGCCTTACAGGG 
TAACTGTGCTGAATGCTTTAGATGAGGAAATGATCCCCAAGTGGTGAATGACAC 
GCCTAAGGTCACAGCTAGTTTGAGCCAGTTAGACTAGTCCCCGGTCTCCCGATTC 

30 CCAACTGAGTGTTATTTGCACACTGCACTGTTTTCAAATAACGATTTTATGAAAT 
GACCTCTGTCCTCCCTCTGATTTTTCATATTTTCTAAAGTTTCGTTTCTGTTTTTTA 
ATAAAAAGCTTTTTCCTCCTGGAACAGAAGACAGCTGCTGGGTCAGGCCACCCCT 
AGGAACTCAGTCCTGTACTCTGGGGTGCTGCCTGAATCCATTAAAAATGGGAGTA 
CTGATGAAATAAAACTACATGGTCAACAGTATATACACAGTAGTCTTTTTGCACT 

35 TGTTCACAAGGTTTGGGGATTAGGATCTTTGGAGGAGGCCAAGAGGAAGACTTT 
CTACACATGTACATGGTTGTAGTTACCTGAACTTCAGACCCAAGAGCTCTTGGCT 
GCAAATATTGCCTTCAC 

SEQ ID NO: 648 

40 >21518 BLOOD 244943.4 AJ001309 g3171907 Human mRNA for DnaJ protein. 0 

GTCTCCCTCGGCCTGTGCCGCCGCCGACGCCGCTTGTGGGCCCGACTCCGCTCTG 
TCTGCTTCGCCACCTTCTCCCCGAGCACTGCCCGGCCGGCCGCCATGGCTAACGT 
GGCTGACACGAAGCTGTACGACATCCTGGGCGTCCCGCCCGGCGCCAGCGAGAA 
CGAGCTGAAGAAGGCATACAGAAAGTTAGCCAAGGAATATCATCCTGATAAGAA 

45 TCCAAATGCAGGAGACAAATTTAAAGAAATAAGTTTTGCATATGAAGTACTATC 
AAATCCTGAGAAGCGTGAGTTATATGACAGATACGGAGAGCAAGGTCTTCGGGA 
AGGCAGCGGCGGAGGTGGTGGCATGGATGATATTTTCTCTCACATTTTTGGTGGG 
GGATTGTTCGGCTTCATGGGCAATCAGAGTAGAAGTCGAAATGGCAGAAGAAGA 
GGAGAGGACATGATGCATCCACTCAAAGTATCTTTAGAAGATCTGTATAATGGC 
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AAGACAACCAAACTACAACTTAGCAAGAATGTGCTCTGTAGTGCATGCAGTGGC 
CAAGGCGGAAAGTCTGGAGCTGTCCAAAAGTGTAGTGCTTGTCGAGGTCGAGGT 
GTGCGCATCATGATCAGACAGCTGGCTCCAGGGATGGTACAACAGATGCAGTCT 
GTGTGCTCTGATTGTAATGGAGAAGGAGAGGTAATTAATGAAAAAGACCGCTGT 
5 AAAAAATGTGAAGGGAAGAAGGTGATTAAAGAAGTCAAGATTCTTGAAGTCCAC 
GTAGACAAAGGCATGAAACATGGACAGAGAATTACATTCACTGGGGAAGCAGAC 
CAGGCCCCAGGAGTGGAACCCGGAGACATTGTTCTTTTGCTACAGGAGAAAGAA 
CATGAGGTATTTCAGAGAGATGGGAATGATTTGCACATGACATATAAAATAGGA 
CTTGTTGAAGCTCTATGTGGATTTCAGTTCACATTTAAGCACCTTGATGGACGTCA 

1 0 GATTGTGGTGAAAT ACCCCCCTGGCAAAGTAATTGAACC AGGGTGTGTTCGTGTA 
GTTCGAGGTGAAGGGATGCCGCAGTATCGTAATCCCTTTGAAAAAGGTGATCTTT 
ACATAAAGTTTGATGTGCAGTTTCCTGAAAACAACTGGATCAACCCAGACAAGCT 
TTCTGAACTAGAAGATCTTCTGCCATCTAGACCGGAAGTTCCTAACATAATTGGA 
GAAACAGAGGAGGTAGAGCTTCAGGAATTTGATAGCACTCGAGGCTCAGGAGGT 

1 5 GGTCAGAGGCGTGAAGCCTATAATGATAGCTCTGATGAAGAAAGCAGCAGCCAT 
CATGGACCTGGAGTGCAGTGTGCCCATCAGTAAACTCTGCAAACAAATTGCACA 
GGTGGATTTTCTTTCCACATTTGCCTGATTTGTTCTCAGCAATCCAGCTGGAGTGT 
CTTATCAATCCAGATGAACTGAGGGACATCTGTTGGTCTATGTATAACTTTTAAA 
ATTGGTATAGTATCTACAGAGTGTATAATTTAAACTAACCACAAAGCTTTACATC 

20 TTCATTTTGACTGTTCCATAGCAGAATAAAGCACTTGAAAGGAAACAAGACTCCC 
TTTCACACATGGATTATTATAAGTTTCAATCCTGGTATCTGTGCTTGATTTTTATC 
\ , . • : AGTTTTGTGTAGATTTTTATGTTTCAT ATTTT AAATTTAA ATCCGACATTGT/iAAG > 
, ; 0 .. -XTTGTAGAATTTGTCCTGAAGGTTTGTGTTTGGGTGGAGCTGGATAAGCTGCTAeA 
.. AATAGAATAA/VGAATTTCATAGCCTGTATCTATCATTTAGATGCATGGAAAAAAA- 

25 TGGGCTTTGCACACAATGGGTTTGGAGCTGAGTGGGAACAATGGAAAAAATTAC 
ATTAGCTGTGGTTGTAAAGTTTTTTTGTTTTTGGTTTTGTTTTTTTTTTCTTTTTNCT 
TTTTTTTTTNTATTACCATCTTGTGAAAGGTTTCTGAAACTCGATAATAAAAAGCG 
GTTGGTGTAAATTATTCTTTTGTGTCACATTTTTAGAAGGAAAAACATAAAAGAA 
TGTATCCTTAGTACTGGTTCTTAAACAGCCCATAAAAACCCATTGGCCTGAAGCT 

30 TATATCTCAGGCCTATGCCCATCTTATAGTCTTGGAAGACAAAAGGCTGGTAGAG 
ACAGTCTTCAGTGGCTTCAGTGATGCTCTGTAGAGGCCAGGGTGTCTTGAGTGCT 
GTAACTCCCAAGCACTGGGCTAGCCTGACTTCTGTATCTCCCTACCACCACCCCC 
TTAAAAAAATAAGGTAACAGCAAATCTATAGTAAAACCATGTCTGCATAGAACG 
TGTTCAAATCCTCTGTTTTCATTAAATGTAAAAGATGCTGTCTCCATTAAGTTGAA 

35 TATTTGGAATTGGAGAAGCCATTGATTATTATTTTGAGTTTCTGTAATGTTTTATA 
GAAAAGTAAGATGCTTATTCAGAATTTAAGAATGAAGGCAACTGAAATATGCAT 
TGTTGTAGTTATTTATATTTCAAACTAAAAATAAGCAAAAAAAAAAGGCTGGTTT 
GAGAAAAATCAGGTAAAATTGATGAAACGGATGTTGTGTTTCTCTTTCCATCATC 
TGGTTTTTACCATTTCACTCAGTAGGTATTTTTAGAACACACTTATTTGAGGAAAG 

40 AGACATCAGATGCACAATTTTACATTTATAAAGGAACAAATGGGGAAAACTGAA 
AACTAAAAATTTTAAATGTATTAAATGCCATCCCTGAGCCTAAATCTAGTATTTG 
TAGTTTATTTCTAGGTCTGCTAGAACCTGAAAACCTGAATGAAAAAAGGTGTGCT 
GACACTAATCAAGTCCTGTGAGGTTTAAATTATTGACCTATCCACTCTACCTCCAT 
TGTACAAAAAATATTTTACAACAAGCCTGGGTAAGATTCAACAGCATAGTAGTTT 

45 TGTATCCAAGGTTACTTCCCCACAACCACTTTAAACATAAGAAATGTGGTGGCAA 
TATAAAGTTTGTAGCCTTTCCAATAAAGGTTTATAAAAC 
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SEQ ID NO: 649 

>21530 BLOOD 231654.4 AF056085 g3719225 Human GABA-B receptor mRNA, 
complete cds. 0 

CCGTTCTGAGCCGAGCCGGAACCCTAGCCCGAGACGGAGCCGGGGCCCGGGCCG 
5 GCGCCATTGCGCGGGCGCCGCGGGAAGACCTTGGCGCGGGGCGGCGGGCCGGGC 
CAGGCCATGCGGGCCGAGTGAGCCGGCGCCCGCAGCCCGCGGCGCGGCATGGCT 
TCCCCGCGGAGGTCCGGGCAGCCCGGGCCGCCGCCGCCGCCGCCACCGCCGCCC 
GCGCGCCTGCTACTGCTACTGCTGCTGCCGCTGCTGCTGCCTCTGGCGCCCGGGG 
CCTGGGGCTGGGCGCGGGGCGCCCCCCGGCCGCCGCCCAGCAGCCCGCCGCTCT 

1 0 CCATCATGGGCCTCATGCCGCTCACCAAGGAGGTGGCCAAGGGCAGCATCGGGC 
GCGGTGTGCTCCCCGCCGTGGAACTGGCCATCGAGCAGATCCGCAACGAGTCAC 
TCCTGCGCCCCTACTTCCTCGACCTGCGGCTCTATGACACGGAGTGCGACAACGC 
AAAAGGGTTGAAAGCCTTCTACGATGCAATAAAATACGGGCCGAACCACTTGAT 
GGTGTTTGGAGGCGTCTGTCCATCCGTCACATCCATCATTGCAGAGTCCCTCCAA 

1 5 GGCTGGAATCTGGTGCAGCTTTCTTTTGCTGCAACCACGCCTGTTCTAGCCGATA 
AGAAAAAATACCCTTATTTCTTTCGGACCGTCCCATCAGACAATGCGGTGAATCC 
AGCCATTCTGAAGTTGCTCAAGCACTACCAGTGGAAGCGCGTGGGCACGCTGAC 
GCAAGACGTTCAGAGGTTCTCTGAGGTGCGGAATGACCTGACTGGAGTTCTGTAT 
GGCGAGGACATTGAGATTTCAGACACCGAGAGCTTCTCCAACGATCCCTGTACCA 

20 GTGTCAAAAAGCTGAAGGGGAATGATGTGCGGATCATCCTTGGCCAGTTTGACC 
AGAATATGGCAGCAAAAGTGTTCTGTTGTGCATACGAGGAGAACATGTATGGTA 
.GTAAATATCAGTGGA.TCATTGCGGGCTGGTACGAGCGTTCTTGGTGGGAGCAGGT 
• ; GGACACGGAAGCCAACTGATGCCGCTGGGTCCGGAAGAATCTGCTTGGTGGCATG 
GAGGGCTACATTGGCGTGGATTTCGAGGCCGTGAGCiFGCAAGCAGATGAAGAGC 

25 ATCTCAGGAAAGACTCCACAGGAGTATGAGAGAGAGTACAACAACAAGCGGTCA 
GGCGTGGGGCCCAGCAAGTTCCACGGGTACGCCTACGATGGCATCTGGGTCATC 
GCCAAGACACTGCAGAGGGCCATGGAGACACTGCATGCCAGCAGCCGGCACCAG 
CGGATCCAGGACTTCAACTACACGGACCACACGCTGGGCAGGATCATCCTCAAT 
GCCATGAACGAGACCAACTTCTTCGGGGTCACGGGTCAAGTTGTATTCCGGAATG 

30 GGGAGAGAATGGGGACCATTAAATTTACTCAATTTCAAGACAGCAGGGAGGTGA 
AGGTGGGAGAGTACAACGCTGTGGCCGACACACTGGAGATCATCAATGACACCA 
TCAGGTTCCAAGGATCCGAACCACCAAAAGACAAGACCATCATCCTGGAGCAGC 
TGCGGAAGATCTCCCTACCTCTCTACAGCATCCTCTCTGCCCTCACCATCCTCGGG 
ATGATCATGGCCAGTGCTTTTCTCTTCTTCAACATCAAGAACCGGAATCAGAAGC 

35 TCATAAAGATGTCGAGTCCATACATGAACAACCTTATCATCCTTGGAGGGATGCT 
CTCCTATGCTTCCATATTTCTCTTTGGCCTTGATGGATCCTTTGTCTCTGAAAAGA 
CCTTTGAAACACTTTGCACCGTCAGGACCTGGATTCTCACCGTGGGCTACACGAC 
CGCTTTTGGGGCCATGTTTGCAAAGACCTGGAGAGTCCACGCCATCTTCAAAAAT 
GTGAAAATGAAGAAGAAGATCATCAAGGACCAGAAACTGCTTGTGATCGTGGGG 

40 GGCATGCTGCTGATCGACCTGTGTATCCTGATCTGCTGGCAGGCTGTGGACCCCC 
TGCGAAGGACAGTGGAGAAGTACAGCATGGAGCCGGACCCAGCAGGACGGGAT 
ATCTCCATCCGCCCTCTCCTGGAGCACTGTGAGAACACCCATATGACCATCTGGC 
TTGGCATCGTCTATGCCTACAAGGGACTTCTCATGTTGTTCGGTTGTTTCTTAGCT 
TGGGAGACCCGCAACGTCAGCATCCCCGCACTCAACGACAGCAAGTACATCGGG 

45 ATGAGTGTCTACAACGTGGGGATCATGTGCATCATCGGGGCCGCTGTCTCCTTCC 
TGACCCGGGACCAGCCCAATGTGCAGTTCTGCATCGTGGCTCTGGTCATCATCTT 
CTGCAGCACCATCACCCTCTGCCTGGTATTCGTGCCGAAGCTCATCACCCTGAGA 
ACAAACCCAGATGCAGCAACGCAGAACAGGCGATTCCAGTTCACTCAGAATCAG 
AAGAAAGAAGATTCTAAAACGTCCACCTCGGTCACCAGTGTGAACCAAGCCAGC 
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ACATCCCGCCTGGAGGGCCTACAGTCAGAAAACCATCGCCTGCGAATGAAGATC 
ACAGAGCTGGATAAAGACTTGGAAGAGGTCACCATGCAGCTGCAGGACACACCA 
GAAAAGACCACCTACATTAAACAGAACCACTACCAAGAGCTCAATGACATCCTC 
AACCTGGGAAACTTCACTGAGAGCACAGATGGAGGAAAGGCCATTTTAAAAAAT 
5 CACCTCGATCAAAATCCCCAGCTACAGTGGAACACAACAGAGCCCTCTCGAACA 
TGCAAAGATCCTATAGAAGATATAAACTCTCCAGAACACATCCAGCGTCGGCTGT 
CCCTCCAGCTCCCCATCCTCCACCACGCCTACCTCCCATCCATCGGAGGCGTGGA 
CGCCAGCTGTGTCAGCCCCTGCGTCAGCCCCACCGCCAGCCCCCGCCACAGACAT 
GTGCCACCCTCCTTCCGAGTCATGGTCTCGGGCCTGTAAGGGTGGGAGGCCTGGG 
1 0 CCCGGGGCCTCCCCCGTGACAGAACC ACACTGGGCAGAGGGGTCTGCTGC AGAA 
ACACTGTCGGCTCTGGCTGCGGAGAAGCTGGGCACCATGGCTGGCCTCTCAGGA 
CCACTCGGATGGCACTCAGGTGGACAGGACGGGGCAGGGGGAGACTTGGCACCT 
GACCTCGAGCCTTATTTGTGAAGTCCTTATTTCTTCACAAAGAAGAGGAACGGAA 
ATGGGACGTCTTCCTTAACATCTGCAAACAAGGAGGCGCTGGGATATCAAACTTG 

15 cisoNTsnsnsfNisnsnsnsnsM 

ACTAGAACTCCAGCTGGAAGTCACGGAGTGGCTCGAGCAGCCTTGGGAAGAGGC 
AAGGAGCTTCTGAAGAAACTGCCTCTGCACACACATCACTGGCTGTGACCCCTCA 
GGCTAGCCCTTCTCCACTCTGGGGGAGGAGGTGGGAAGGGCCACCAGGCCCCCA 
GCTGCCAGGCCAGCTGACCCCAGCCTTCCTGGAACAGGGAGTCTGCAGGAGCGC 

20 AGACAGGCACAGCCCTGGAGCAGGCAGGCCGAGGGCTGCGGCACTGGAGCAGG 
CTGACTTACATGCTCCACATGGGACCTGTGTCACCCAATGAGATGTTTGTTACTCT 
•GGTAAATGCGAGACGTTAACACAATAACAGCCATTCCTGGGACCGTGGGGATTTA 
.GGGGACGTCACTGCAGACACGCTCTGGAGGAlTCACCGACAGTCTGTCATGGAeC 
'GAGCACGTTGGCCATGTCGTTGTGTTCGTATGGGATGCTCGGAGTAACCAGGGGG 

25 ACCACCCGAGCTAATCATGGAATGTCTGTTCCCAGCAAACACGATAAAGAAAGA 
TTGTGCACTTTAACCTCTCTCATCAGGGCCCAAGGGCTGGCTGGGANNNNNNNN 
NNK^MIS^NIS^NNCCCACTAACTTTGTTTCTGACCAAAGTGAATTGGAGGCACTCTGC 
TAAAAGACATCCCCGTAGACATAGGGGAGAGAGTTGCTGGCTGAGGGCTTCCCT 
TGGCTTCCAGAAGGCAGCCTTCCATCCAGACAAGCCAGTGAGCTCTCCCCTTGGG 

30 ATCACTGGGGTGATCAGTCAGCAGATTGATTCTCATTCATAAGATCATTCCTCCC 
TTTAAATTGAGCCCCTAAGAGCACTGGCCTGGGAGTCAGACAGACCTGGGTTCA 
AGTCCTCAGTCCCCTGCCCACTCCCTACGTGACTTTGATCAGGTCACTAGTGTCTC 
TCTGAGCCTCAGTTTCCCCTCTGTAATTGGGGTTGAACTAAAACACCTGTCCTGCC 
TACCTCACAAGGTCACTCTGAGGATTGAAACTTGATCTTGTCCAGGAAAGCTTTG 

35 TACCAAACAGTGAAGCCGCCCTGATCCGTGAGGTATGAGTATGACTCTGACCTTC 
AGCCCTCCCTACAGCCGGGGGTGTGGCCCAGAGAAGCTTCCAGCACAGCCCTCT 
ACCCAGAACATCCGGGCTGGAGGGAGGCTCCCAGTGACTTTTCTGACATTCCTAG 
ACAGGTTCATTCTTTGCTCAAGAAAGGCCTGAATGACAATGTCCAGGATGTCTGC 
ACAACTGAGCAGCTCGCTCACTCCCTAAAGAAACCTATTGGCAGCTTCAACAGGC 

40 AGGCAATAATCTCTTCCCAGAACCACTGCAGTCAGGAATAAACTGTTTTCTCCAC 
CAGGCTTTGACAAAAGGGCCCACAGGAATCTTACCAATGCCAACATTTCAAAGC 
ACCCTATTTCACGTAGCATAGCTTTCTGCTCCCCTTCCCCAAAGAGAGGTTATGG 
AGGTACTGTAGCTTTTAGGGAAAAAAAAATGTTAACACATCACAGGTCAAGTTG 
AAGTCATTCTCTGTTTAGGCACTAAAAATCGGTGTTGTCACTCACTGTGTATTACC 

45 AGTATTTACTTGCTTTCTTGATTTCACCAAAACCAAATTTAATTTAAAGGACCACA 
TTAATTTTTCAAAGGGAAAGAGACAATTAATTGTACATAATGTATACACACACAA 
AAAAAAAATACCTGTAGAAATATTATTCCAGCATAGCAGGAAAACAAACAAAAG 
TATTGGACTGTCGGAGGTGAGCCTGTGCGTCTGTAACCCTTTGTGACTCCTGAGC 
GTGCGCTGTCTTCTAGGTTAACTCACGAAGTACATTCTCTGTCTTACTGATACTGT 
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AGGTTCACCCATTTTTTTTTAATTTCCTCGCAAATAACAAGACCCACAGAAGTGA 
CTCTAGCTACTTAATGGTTCTGTTCTTTTATATGCAGCAAACACACCGTCCATTTC 
TGAAGAGGCTTCGGCCTGAAGGCATTTTCCAATGATGTTAGTGCACAAAACGCTT 
TAAATTAGACTGGAACTGCCAGAATCAAATGTAAATGAGGAATTTCTCGTACCCC 
5 TACTGCATGGTATCGATTTTTAATAAATTGTTGCAAATTTGTTTTTATGAATAAAA 
GGAAAAAACCTGTCG 



SEQ ID NO: 650 

>21545 BLOOD INCYTE_3384890H1 
1 0 GTGGGCGCGGCTTCCTGC AGCTTGGGCTGGGGATATAGGCGCCCCCACACCCGG 
GCCCGGCTCAGCGCCGCCGCCGCTCNTCGCNTCNTTGCTGCACGATGGCCTCGCT 
CCGGGTGGAGCGCGCNGGCGGCCCGNNTCTCCCTAGGACCCGAGTCGGGCGGCC 
GGCAGCGCTCCGCNTCCTCCTTNTGCTGGGCGCTGTCNTGAATCCCCACGAGGCC 
CTGGCTCAGNNTCTTCCCACCANAGGCA 

15 

SEQ ID NO: 651 

>21551 BLOOD 235484.21 AF135960 g7416899 Human latent transforming growth factor 
beta binding protein 3 mRNA, partial cds. 0 

GCTGCTGCTGGGCCTGGGCGGCAGGGTCGAGGGGGGGCCGGCCGGCGAGCGGG 

20 GCGCAGGCGGGGGCGGGGCGCTGGCCCGCGAGCGCTTCAAGGTGGTCTTTGCGC 
CGGTGATCTGCAAGCGGACCTGTCTCAAGGGCCAGTGTCGGGACAGTTGTCAGC 
■AGGCGGGCGAGCGCTTGAAGGTGG'TOTTTGCGCGGGTGATCTGCAAGGGGACGTG 
,tLCTCAAGGGGCAGTGTGGGGACAGT-TGT.CAGCA0GGCTCG/ ) ACATGACGCTCATG- 
GGAGAGAACGGCGACAGCAGAGAGAGGCTGAGGGGCTCGGGGTTGCGCGTGGTG 

25 GTGTGCCCTCTCCCCTGCATGAATGGCGGCCAGTGCTCCTCGCGAAACCAGTGCC 
TGTGTCCCCCGGACTTCACTGGGCGCTTCTGCCAGGTGCCCGCAGGAGGAGCCGG 
TGGGGGTACCGGCGGCTCAGGCCCCGGCCTGAGCAGGACAGGGGCCCTGTCCAC 
AGGGGCGCTGCCGCCCCTGGCTCCGGAGGGCGACTCTGTGGCCAGCAAGCACGC 
CATCTACGCCGTCCAGGTGATCGCTGACCCTCCTGGGCCCGGGGAGGGGCCTCCT 

30 GCCCAGCACGCAGCCTTCCTGGTGCCCCTAGGCCCGGGACAGATCTCAGCAGAA 
GGTACCAGGCAACTGGCAAACCCGGGAAGGTCGCCAGTGGGTGGGCACTAGGGT 
GGCCAGGGCAGGGCAGGTTCAGCCCTGGAGGAGCTCAGCGCGGTGACCCGCGGC 
GCGGTGCGGGCAGCCCTGAGGCCACCGCGCCCGCCCCCAGTGCAGGCCCCGCCC 
CCCGTGGTGAATGTGCGCGTCCATCACCCGCCCGAGGCCTCAGTCCAGGTGCACC 

35 GCATTGAGAGCTCGAACGCCGAGAGCGCAGCCCCCTCCCAGCACCTGCTGCCGC 
ACCCCAAGCCCTCGCACCCCCGGCCGCCCACCCAGAAGCCCCTGGGCCGCTGCTT 
TCAGGACACTCTGCCCAAGCAGCCGTGTGGCAGCAACCCCCTCCCCGGCCTCACC 
AAGCAGGAAGACTGCTGCGGTAGCATCGGCACTGCCTGGGGCCAGAGCAAGTGC 
CACAAGTGTCCCCAGCTGCAGTACACAGGAGTGCAGAAGCCAGGGCCTGTACGT 

40 GGGGAAGTGGGCGCTGACTGTCCCCAGGGCTACAAGAGGCTTAACAGCACCCAC 
TGCCAGGACATCAACGAGTGCGCAATGCCGGGCGTGTGTCGCCATGGTGACTGC 
CTCAACAACCCTGGCTCCTATCGCTGTGTCTGCCCACCTGGCCATAGTTTAGGCC 
CCTCCCGTACACAGTGCATTGCAGACAAACCGGAGGAGAAGAGCCTGTGTTTCC 
GCCTGGTGAGCCCTGAGCACCAGTGCCAGCACCCACTGACCACCCGCCTGACCC 

45 GCCAGCTCTGCTGCTGCAGTGTCGGCAAGGCCTGGGGCGCGCGGTGTCAGCGCT 
GCCCAACAGATGGCACCGCTGCGTTCAAGGAGATCTGCCCAGCTGGGAAGGGAT 
ACCACATTCTCACCTCCCACCAGACGCTCACCATTCAGGGCGAGAGTGACTTTTC 
CCTTTTCCTGCACCCTGACGGGCCACCCAAGCCCCAGCAGCTTCCGGAGAGCCCT 
AGCCAGGCTCCACCACCTGAGGACACAGAGGAAGAGAGAGGGGTGACCACGGA 
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CTCACCGGTGAGTGAGGAGAGGTCAGTGCAGCAGAGCCACCCAACTGCCACCAC 
GACTCCTGCCCGGCCCTACCCCGAGCTGATCTCCCGTCCCTCGCCCCCGACCATG 
CGCTGGTTCCTGCCGGACTTGCCTCCTTCCCGCAGCGCCGTAGAGATCGCTCCCA 
CTCAGGTCACAGAGACTGATGAGTGCCGACTGAACCAGAACATCTGTGGCCACG 
5 GAGAGTGCGTGCCGGGCCCCCCTGACTACTCCTGCCACTGCAACCCCGGCTACCG 
GTCACATCCCCAGCACCGCTACTGCGTGGATGTGAACGAGTGCGAGGCAGAGCC 
CTGTGGCCCGGGGAGGGGCATCTGCATGAACACCGGCGGCTCCTACAATTGCCA 
CTGCAACCGCGGCTACCGCCTGCACGTGGGCGCCGGGGGGCGCTCGTGCGTGGA 
CCTGAACGAATGCGCCAAGCCCCACCTGTGCGGCGACGGCGGCTTCTGCATCAA 

1 0 CTTTCCCGGTCACTACAAGTGCAACTGCTACCCCGGCTACCGGCTCAAAGCCTCC 
CGGCCTCCTGTGTGCGAAGACATCGACGAGTGCCGGGACCCAAGCTCTTGCCCG 
GATGGCAAATGCGAGAACAAGCCCGGGAGCTTCAAGTGCATCGCCTGTCAGCCT 
GGCTACCGCAGCCAGGGGGGCGGGGCCTGTCGCGACGTGAACGAGTGCGCCGAG 
GGCAGCCCCTGCTCGCCTGGCTGGTGCGAGAACCTCCCGGGCTCCTTCCGCTGCA 

1 5 CCTGTGCCCAGGGCTACGCGCCCGCGCCCGACGGCCGCAGTTGCTTGGATGTGGA 
CGAGTGTGAGGCTGGGGACGTGTGTGACAATGGCATCTGCAGCAACACGCCAGG 
ATCTTTCCAGTGTCAGTGCCTCTCTGGCTACCATCTGTCCAGGGACCGGAGCCAC 
TGCGAGGACATTGATGAGTGTGACTTCCCTGCAGCCTGCATTGGGGGTGACTGCA 
TCAATACCAATGGCTCCTACAGATGTCTTTGCCCCCAGGGGCATCGGCTGGTGGG 

20 TGGCAGGAAATGCCAAGACATAGATGAGTGCAGCCAGGACCCGAGCCTGTGCCT 
TCCCCATGGGGCCTGCAAGAACCTTCAGGGCTCCTATGTGTGTGTCTGCGATGAG 
;GGGTTCACTCGCACCGAGGAGCAGGAGGGTTGTGAGGAGGTGGAGCAGCCGCA i C 
GACAAGAAGGAGTGGTACGTGAAGTTCGATGAGACAGTGTTGTGGGAGAGCGTA . 
TTGGGGACCAACGTGACGGAGCAGGAGTGCTGGTGCTCTCTGGGGGCGGGCTGG 

25 GGCGACCACTGCGAAATCTACCCCTGCCCAGTCTACAGCTCAGCCGAGTTCCACA 
CAACATACGAGCATGCGAAAG 



SEQ ID NO: 652 

>21553 BLOOD INCYTE_3437994H1 
30 GGCGGGCAGGCGACTCCTGTCCCGGGTGGAGGCGGCGGANCGGANGCCGGGGG 
AGGGGGCAGCGGCTGTCTCACGGACCACGGCGGCGCCCGCAGCTCCTCACCGAA 
ACAAGGAGACCAGTGCTGGTCCAANGGCTGTGATGGGAAAAGATTATTACAAGA 
TTCTTGGGATCCCATCGGGGGCCAACGAGGATGAGATCAAGAAAGCCTACCGGA 
AGATGGCCTTGAAGTACCACCCAGACAAGAATAAA 

35 

SEQ ID NO: 653 

>21568 BLOOD 407563.4 Y17829 g4128042 Human mRNA for Homer-related protein 
. Syn47. 0 

CCCAGCTCTCCTGGCCCCAACGCGGGCTTAGCCTCCCGCCTTGGCTCGGGCAGGA 
40 NCCCGTCGACCCTTCGGCCCCTTTCGCCCGCCCTGGAGCTGGGGGCAGGGTGCCA 
GTGGAAGCGTGGGGCTTGGCTCTGTGATTCATTCATTCTCCGCCGACGGGAGCCT 
CAGACCCGCTGTGCTCTGAAGAGAGGAGGGAAGAGGGGGCAGCCGCGAATGAA 
GGGCCGGGCACCAGCCGGGCTCCATTGTGCTCGGCGGCGGGGGGCGGGAAGGGG 
CTGAGGGAGGTGGGATCGGGTCCCCTCCTCCAGCTCTCCGGCGTGCGCTGCGCCC 
45 CCAGCCTGCTGCCAGCCTGGAAATGGCTCCGTTTATTCTCTTCGGGAGAATGAAT 
CGATCCTGCCTAGCCTTCTCTTCGTCCTCCCCACCTCTTCTCTGCTCCGAGTCTTA 
GGAGGAGAAACATTTAAAAAGACAGATTCCAATGTGGAGTGCCGTGCAGGTTGC 
GAGCTGCCGGGTTTGCACTTCGAGGAGATTTTCCTGTGTAGTTTTTTTCCTAATGT 
GAGCGCAGGGAAGCCGTGGCATTACTGCTTTTGGGATTTTTATTCACGTGCACGT 
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